• 



gtc att cga caa cga aag tea tac cgt aga aaa gat ggc gec ttg get 
Val He Arg Gin Arg Lys Ser Tyr Arg Arg Lys Asp Gly Ala Leu Ala 

85 90 95 

tec caa agt gtt tgg att aca gg 
Ser Gin Ser Val Trp He Thr 
100 



<210> 722 

<211> 217 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 54. .215 



<400> 722 

ctaagttctc gcgcgactcc cacttccgcc cttttggctc tctgaccagc acc atg 56 

Met 

m i 

jU 9cg gtt ggc aag aac aag cgc ctt acg aaa ggc ggc aaa aag gga gee 104 
- s , Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly Ala 
"2 5 10 15 

W aag aag aaa gtg gtt gat cca ttt tct aag aaa gat tgg tat gat gtg 152 
%y Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp Val 
ffl 20 25 30 

3 aaa gca cct get atg ttc aat ata aga aat att gga cat age agg tgc 200 
p Lys Ala Pro Ala Met Phe Asn He Arg Asn He Gly His Ser Arg Cys 
U 35 40 45 

f; ttt caa cca ttc cac ca 217 
* Phe Gin Pro Phe His 
t 50 

3 <210> 723 
<211> 827 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 54 . .827 



<400> 723 

ctaagttctc gcgcgactcc cacttccgcc cttttggctc tctgaccagc acc atg 

Met 
1 

gcg gtt ggc aag aac aag cgc ctt acg aaa ggc ggc aaa aag gga gee 
Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly Ala 

5 10 15 

aag aag aaa gtg gtt gat cca ttt tct aag aaa gat tgg tat gat gtg 
Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp Val 
20 25 30 



501 




200 



296 



440 



488 



aaa gca cct get atg ttc aat ata aga aat att gga aag acg etc gtc 
Lys Ala Pro Ala Met Phe Asn lie Arg Asn He Gly Lys Thr Leu Val 

35 40 45 

ace agg ace caa gga ace aaa att gca tct gat ggt etc aag ggt cgt 24 8 

Thr Arg Thr Gin Gly Thr Lys He Ala Ser Asp Gly Leu Lys Gly Arq 
5 ° 55 60 65 

gtg ttt gaa gtg agt ctt get gat ttg cag aat gat gaa gtt gca ttt 
Val Phe Glu Val Ser Leu Ala Asp Leu Gin Asn Asp Glu Val Ala Phe 

70 75 80 

aga aaa ttc aag ctg att act gaa gat gtt cag ggt aaa aac tgc ctg 344 
Arg Lys Phe Lys Leu He Thr Glu Asp Val Gin Gly Lys Asn Cys Leu 

85 90 95 

act aac ttc cat ggc atg gat ctt ace cgt gac aaa atg tgt tec atg 392 
Thr Asn Phe His Gly Met Asp Leu Thr Arg Asp Lys Met Cys Ser Met 

100 105 110 

gtc aaa aaa tgg cag aca atg att gaa get cac gtt gat gtc aag act 
Val Lys Lys Trp Gin Thr Met He Glu Ala His Val Asp Val Lys Thr 
115 120 125 

^ ace gat ggt tac ttg ctt cgt ctg ttc tgt gtt ggt ttt act aaa aaa 
M Thr Asp Gly Tyr Leu Leu Arg Leu Phe Cys Val Gly Phe Thr Lys Lys 
)U 130 135 140 145 

Ul cgc aac aat cag ata egg aag acc tct tat get cag cac caa cag gtc 536 
Mb Arg Asn Asn Gin He Arg Lys Thr Ser Tyr Ala Gin His Gin Gin Val 
U 150 155 160 

cgc caa ate egg aag aag atg atg gaa ate atg acc cga gag gtg cag 584 
~~ Arg Gin He Arg Lys Lys Met Met Glu He Met Thr Arg Glu Val Gin 
165 170 175 

aca aat gac ttg aaa gaa gtg gtc aat aaa ttg att cca gac age att 
Thr Asn Asp Leu Lys Glu Val Val Asn Lys Leu He Pro Asp Ser He 
180 185 190 

HJ 99^ aaa gac ata gaa aag get tgc caa tct att tat cct etc cat gat 
jfU Gly Lys Asp He Glu Lys Ala Cys Gin Ser He Tyr Pro Leu His Asp 
P 195 200 205 

3 gtc ttc gtt aga aaa gta aaa atg ctg aag aag ccc aag ttt gaa ttg 
Val Phe Val Arg Lys Val Lys Met Leu Lys Lys Pro Lys Phe Glu Leu 
210 215 220 225 

gga aag etc atg gag ctt cat ggt gaa ggc agt agt tct gga aaa gee 776 
Gly Lys Leu Met Glu Leu His Gly Glu Gly Ser Ser Ser Gly Lys Ala 

230 235 240 

act ggg gac gag aca ggt get aaa gtt gaa cga get gat gga tat gaa 
Thr Gly Asp Glu Thr Gly Ala Lys Val Glu Arg Ala Asp Gly Tyr Glu 
245 250 255 

cca 
Pro 

<210> 724 
<211> 307 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .305 



632 



680 



728 



824 



827 



502 



* 4 



<400> 724 

ctaagttctc gcgcgactcc cacttccgcc cttttggctc tctgaccagc acc atg 56 

Met 
1 

gcg gtt ggc aag aac aag cgc ctt acg aaa ggc ggc aaa aag gga gcc 104 
Ala Val Gly Lys Asn Lys Arg Leu Thr Lys Gly Gly Lys Lys Gly Ala 

5 10 15 

aag aag aaa gtg gtt gat cca ttt tct aag aaa gat tgg tat gat gtg 152 
Lys Lys Lys Val Val Asp Pro Phe Ser Lys Lys Asp Trp Tyr Asp Val 

20 25 30 

aaa gca cct get atg ttc aat ata aga aat att gga aag acg etc gtc 2 00 

Lys Ala Pro Ala Met Phe Asn He Arg Asn He Gly Lys Thr Leu Val 

35 40 45 

acc agg acc caa gga acc aaa att gca tct gat ggt etc aag ggt cgt 248 
Thr Arg Thr Gin Gly Thr Lys He Ala Ser Asp Gly Leu Lys Gly Arq 
50 55 60 65 

gtg ttt gag acc ate aga tgc aat ttc get tea ctt ttc ctg get gta 296 
m Val Phe Glu Thr He Arg Cys Asn Phe Ala Ser Leu Phe Leu Ala Val 

*£ 70 75 80 

*f gag cgc ttt cc 

HI Glu Arg Phe 

jUJ <210> 725 

■Ji <211> 535 

/jg <212> DNA 

^ <213> Homo sapiens 

"S3S? 

%. <220> 

%J <221> CDS 

fy <222> 119. .535 

Hi 



60 



<400> 725 

ctaagttctc gcgcgactcc cacttccgcc cttttggctc tctgaccagc accatggegg 
ttggcaagaa caagcgcctt aegaaaggeg gcaaaaaggg agecaagaag aaagtaca 118 
atg rtt gaa get cac gtt gat gtc aag act acc gat ggt tac ttg ctt 166 
Met Xaa Glu Ala His Val Asp Val Lys Thr Thr Asp Gly Tyr Leu Leu 
1 5 10 15 

cgt ctg ttc tgt gtt ggt ttt act aaa aaa cgc aac aat cag ata egg 214 
Arg Leu Phe Cys Val Gly Phe Thr Lys Lys Arg Asn Asn Gin He Arg 

20 25 30 

aag acc tct tat get cag cac caa cag gtc cgc caa ate egg aag aag 
Lys Thr Ser Tyr Ala Gin His Gin Gin Val Arg Gin He Arg Lys Lys 

35 40 45 

atg atg gaa ate atg acc cga gag gtg cag aca aat gac ttg aaa gaa 
Met Met Glu He Met Thr Arg Glu Val Gin Thr Asn Asp Leu Lys Glu 

50 55 60 

gtg gtc aat aaa ttg att cca gac age att gga aaa gac ata gaa aag 
Val Val Asn Lys Leu He Pro Asp Ser He Gly Lys Asp He Glu Lys 
65 7 ° 75 so 

get tgc caa tct att tat cct etc cat gat gtc ttc gtt aga aaa gta 
Ala Cys Gin Ser He Tyr Pro Leu His Asp Val Phe Val Arg Lys Val 
85 go 95 



262 



310 



358 



406 



503 




535 



aaa atg ctg aag aag ccc aag ttt gaa ttg gga aag etc atg gag ctt 454 
Lys Met Leu Lys Lys Pro Lys Phe Glu Leu Gly Lys Leu Met Glu Leu 
100 105 110 

IT* If IT o 9t tCt " a gCC aCt ggg gac ^ag aca ggt 502 

His Gly Glu Gly Ser Ser Ser Gly Lys Ala Thr Gly Asp Glu Thr Gly 

115 120 125 

get aaa gtt gaa cga get gat gga tat gaa cca 

Ala Lys Val Glu Arg Ala Asp Gly Tyr Glu Pro 

130 135 

<210> 726 
<211> 278 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . . 278 



<400> 726 

actccctgag gcagtggcga casggeggeg agagg atg aac aac aag ttc gac 53 

Met Asn Asn Lys Phe Asp 



get 


ttg 


aaa 


gat 


gat gac 


agt 


ggg 


gac 


Ala 


Leu 


Lys 


Asp 


Asp Asp 


Ser 


Gly Asp 








10 








15 


age 


aca 


cag 


aaa 


gat ggt 


gag 


aag 


gaa 


Ser 


Thr 


Gin 


Lys 


Asp Gly 


Glu 


Lys 


Glu 






25 








30 




cag 


age 


agt 


age 


aag aga 


aag 


gtg 


gag 


Gin 


Ser 


Ser 


Ser 


Lys Arg 


Lys 


Val 


Glu 




40 








45 






cac 


atg 


gta 


cgt 


cct ggg 


gac 


ctg 


aca 


His 


Met 


Val 


Arg 


Pro Gly 


Asp 


Leu 


Thr 


55 








60 






ttc 


aaa 


gaa 


gga 


att aaa 


ccc 


atg 


tgg 


Phe 


Lys 


Glu 


Gly 


lie Lys 


Pro 


Met 


Trp 










75 







20 



101 



14 9 



35 

m n ^ e"~ ~ 3 " 3 yuy yciy cag zzc c 99 a ^g tzt tat a gc 197 



50 



65 70 



245 



gag gac 2 78 

Glu Asp 

80 



<210> 727 
<211> 397 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 209. .397 



<400> 727 



gagagaaaga cttctttaaa aaagcgtttt tgttaaggag tctgggaatc atggaatcat 60 
agtgaccagt aactgttatg gactggattg tatccccctc caattcagtt atggtgctgc 120 
ttcagaaaga aaagagatag tttcccttgc aaagttatca aagtgstccc cagaagacat 180 



504 




« 





<210> 


728 




<211> 


485 




<212> 


DNA 




<213> 


Homo 








m 


<220> 






<221> 


CDS 




<222> 


203 . 



280 



328 



taggtatttg ctttctagtc tacataca atg aaa agg aaa aaa cgt cag ttc 232 

Met Lys Arg Lys Lys Arg Gin Phe 
1 5 
ctg aag etc tct caa aac ate aac aga tgg aaa gac gtg ccn atg tec 
Leu Lys Leu Ser Gin Asn He Asn Arg Trp Lys Asp Val Pro Met Ser 

10 15 20 

tec cct ccc tec act ctg ggg get tgg aaa tgc tgc age agg gag cag 
Ser Pro Pro Ser Thr Leu Gly Ala Trp Lys Cys Cys Ser Arg Glu Gin 
25 30 35 40 

gee cca ggc tgg ace tgc cct gtc etc acg acg agt gtg tgc naa gtg 3 76 

Ala Pro Gly Trp Thr Cys Pro Val Leu Thr Thr Ser Val Cys Xaa Val 

45 50 55 

aac aat aaa tea ttt caa aga 
Asn Asn Lys Ser Phe Gin Arg 
60 



397 



280 



328 



<400> 728 

~ agctcccttc ccggcggcct ttgegggaac aagatggcag cccccatacc tcaagggttc 60 
^_ tcttgtttat cgaggttttt gggctggtgg tyteggcage cagcttctgg tgactcagtc 120 
Zf! cgcagctata gttccagtaa gaactaaaaa aegtttcaca yctcctattt atcaacctaa 180 
atttaaaaca gaaaaggagt tt atg caa cat gee egg aaa gca gga ttg gtt 232 
^ Met Gin His Ala Arg Lys Ala Gly Leu Val 

£ 1 5 io 

y att c ct cca gaa aaa teg gac cgt tec ata cat ctg gee tgt aca get 
q He Pro Pro Glu Lys Ser Asp Arg Ser He His Leu Ala Cys Thr Ala 

15 20 25 

ggt ata ttt gat gee tat gtt cct cct gag ggt gat gca cgc ata tea 
Gly He Phe Asp Ala Tyr Val Pro Pro Glu Gly Asp Ala Arg He Ser 

30 35 40 

tct ctt tea aag gag gga ctg ata gag aga act gaa cga atg aag aag 376 
Ser Leu Ser Lys Glu Gly Leu He Glu Arg Thr Glu Arg Met Lys Lys 

45 50 55 

act atg gca tea caa gtg tea ate egg agg ata aaa gac tat gat gec 424 
Thr Met Ala Ser Gin Val Ser He Arg Arg He Lys Asp Tyr Asp Ala 

60 65 70 

aac ttt aaa ata aag gac ttc cct gaa aaa get aag gat ate ttt att 
Asn Phe Lys He Lys Asp Phe Pro Glu Lys Ala Lys Asp He Phe He 
75 80 85 90 

gaa get cac ctt t 
Glu Ala His Leu 

<210> 729 
<211> 516 
<212> DNA 



472 



485 



505 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 219. .515 



<400> 729 

ctctgcgacc ggcagccgcc aatgggaagg gagtgagtgc cacgaacagg ccaataagga 60 
gggagcagtg cggggtttaa atctgaggct aggctggctc ttctcggcgt gctgcggcgg 12 0 
aacggctgtt ggtttctgct ggktgtaggt ccttggctgg tcgggcctcc ggtgttctgc 180 
ttctccccgc tgagctgctg cctggtgaag aggaagcc atg gcg etc cga gtc acc 236 

Met Ala Leu Arg Val Thr 
1 5 

agg aac teg aaa att aat get gaa aat aag gcg aag ate aac atg gca 2 84 

Arg Asn Ser Lys He Asn Ala Glu Asn Lys Ala Lys He Asn Met Ala 

10 15 20 

ggc gca aag cgc gtt cct acg gec cct get gca acc tec aag ccc gga 332 

« Gly Ala Lys Arg Val Pro Thr Ala Pro Ala Ala Thr Ser Lys Pro Gly 

'% 25 30 35 

^ ctg agg cca aga aca get ctt ggg gac att ggt aac aaa gtc agt gaa 380 
*f Leu Arg Pro Arg Thr Ala Leu Gly Asp He Gly Asn Lys Val Ser Glu 

40 45 50 

yj caa ctg cag gee aaa atg cct atg aag aag gaa gca aaa cct tea get 428 
=rj Gin Leu Gin Ala Lys Met Pro Met Lys Lys Glu Ala Lys Pro Ser Ala 
& 55 60 65 70 

*S aCt " W aaa gtc att gat aaa aaa cta cca aaa cct ct t gaa aag gta 476 
g Thr Gly Lys Val He Asp Lys Lys Leu Pro Lys Pro Leu Glu Lys Val 

f% 75 80 85 

jj^j cct atg ctg gtg cca gtg cca gtg tct gag cca gtg cca g 516 

Pro Met Leu Val Pro Val Pro Val Ser Glu Pro Val Pro 
^ 90 95 

Q <210> 730 

Q <211> 615 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 262 . .615 



<400> 730 

attttttttg agegcatgeg caagacatgc tagtctcttt teeggttage gcggcgtgag 60 
aagecatgag cagcaaagtc tctcgcgaca ccctgtacga ggcggtgcgg gaagtcctgc 12 0 
aegggaacca gcgcaangcc gcaagttcct ggagacggtg gagttgeaga tcagcttgaa 180 
gaactatgat ccccagaagg acaagegett ctcgggcacc gtcagcactg tgacgaggct 24 0 
aaggccgtgg atatccccca c atg gac ate gag gcg ctg aaa aaa etc aac 2 91 

Met Asp He Glu Ala Leu Lys Lys Leu Asn 
1 5 10 

aag aat ara aaa ctg gtc aag aag ctg gee aag aag tat gat gcg ttt 339 
Lys Asn Xaa Lys Leu Val Lys Lys Leu Ala Lys Lys Tyr Asp Ala Phe 
!5 20 25 



506 



387 



483 



615 



ttg gcc tea gag tct ctg ate aag cag att cca cga ate etc ggc cca 
Leu Ala Ser Glu Ser Leu He Lys Gin He Pro Arg He Leu Gly Pro 

30 35 40 

ggt tta aat aag gca gga aag ttc cct tyc ctg etc aca cac aac gaa 435 
Gly Leu Asn Lys Ala Gly Lys Phe Pro Xaa Leu Leu Thr His Asn Glu 

45 50 55 

aac atg gtg gcc aaa gtg gat gag gtg aag tec aca ate aag ttc caa 
Asn Met Val Ala Lys Val Asp Glu Val Lys Ser Thr He Lys Phe Gin 

60 65 70 

atg aag aag gtg tta tgt ctg get gta get gtt ggt cac gtg aag atg 531 
Met Lys Lys Val Leu Cys Leu Ala Val Ala Val Gly His Val Lys Met 
75 80 85 90 

aca gac gat gag ctt gtg tat aac att cac ctg get gtc aac ttc ttg 579 
Thr Asp Asp Glu Leu Val Tyr Asn He His Leu Ala Val Asn Phe Leu 

95 100 105 

gtg tea ttg etc aag aaa aac tgg cag aat gtc egg 
Val Ser Leu Leu Lys Lys Asn Trp Gin Asn Val Arg 
110 115 

<210> 731 
<211> 376 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . .375 



<400> 731 

tagtgggcgg gtcgecgagg agectgagga agagggegge gacggtggtg gtgactgagc 60 
ggasccggtg acagg atg get ggg cac aga ttg gtg ttg gta tta gga gat 111 
Met Ala Gly His Arg Leu Val Leu Val Leu Gly Asp 
1 5 10 

ctg cac ate cca cac egg tgc aac agt ttg cca get aaa ttc aaa aaa 159 
Leu His He Pro His Arg Cys Asn Ser Leu Pro Ala Lys Phe Lys Lys 

15 20 25 

etc ctg gtg cca gga aaa att cag cac att etc tgc aca gga aac ctt 
Leu Leu Val Pro Gly Lys He Gin His He Leu Cys Thr Gly Asn Leu 

30 35 40 

tgc ace aaa gag agt tat gac tat etc aag act ctg get ggt gat gtt 255 
Cys Thr Lys Glu Ser Tyr Asp Tyr Leu Lys Thr Leu Ala Gly Asp Val 
45 50 55 6 o 

cat att gtg aga gga gac ttc gat gag aat ctg aat tat cca gaa cag 303 
His He Val Arg Gly Asp Phe Asp Glu Asn Leu Asn Tyr Pro Glu Gin 

65 70 75 

aaa gtt gtg act gtt gga cag ttc aga ttc tea teg aag get cct tct 351 
Lys Val Val Thr Val Gly Gin Phe Arg Phe Ser Ser Lys Ala Pro Ser 

80 85 90 

cac tec cct ttc tea ggc cag gag g 
His Ser Pro Phe Ser Gly Gin Glu 
95 100 



207 



376 



<210> 732 



507 



<211> 517 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . . 516 

<400> 732 

tagtgggcgg gtcgccgagg agcctgagga agagggcggc gacggtggtg gtgactgagc 60 
ggasccggtg acagg atg ttg gtg ttg gta tta gga gat ctg cac ate cca ill 
Met Leu Val Leu Val Leu Gly Asp Leu His lie Pro 









1 








5 










10 










cac egg tgc 


aac 


agt 


ttg 


cca 


get 


aaa 


ttc 


aaa 


aaa 


etc 


ctg 


gtg 


cca 


159 




His Arg Cys 


Asn 


Ser 


Leu 


Pro 


Ala 


Lys 


Phe 


Lys 


Lys 


Leu 


Leu 


Val 


Pro 






15 










20 










25 












gga aaa att 


cag 


cac 


att 


etc 


tgc 


aca 


gga 


aac 


ctt 


tgc 


acc 


aaa 


gag 


207 




Gly Lys He 


Gin 


His 


He 


Leu 


Cys 


Thr 


Gly Asn 


Leu 


Cys 


Thr 


Lys 


Glu 






30 








35 










40 












agt tat gac 


tat 


etc 


aag 


act 


ctg 


get 


ggt 


gat 


gtt 


cat 


att 


gtg 


aga 


255 


m 


Ser Tyr Asp 


Tyr 


Leu 


Lys 


Thr 


Leu 


Ala 


Gly Asp 


Val 


His 


He 


Val 


Arg 






45 






50 










55 










60 




^br 


gga gac ttc 


gat 


gag 


aat 


ctg 


aat 


tat 


cca 


gaa 


cag 


aaa 


gtt 


gtg 


act 


303 




Gly Asp Phe 


Asp 


Glu 


Asn 


Leu 


Asn 


Tyr 


Pro 


Glu 


Gin 


Lys 


Val 


Val 


Thr 




-ft 






65 










70 










75 








gtt gga cag 


ttc 


aaa 


att 


ggt 


ctg 


ate 


cat 


gga 


cat 


caa 


gtt 


att 


cca 


351 




Val Gly Gin 


Phe 


Lys 


He 


Gly 


Leu 


He 


His 


Gly 


His 


Gin 


Val 


He 


Pro 








80 










85 










90 








H ; 


tgg gga gat 


atg 


gec 


age 


tta 


gec 


ctg 


ttg 


cag 


agg 


caa 


ttt 


gat 


gtg 


399 


t y 


Trp Gly Asp Met 


Ala 


Ser 


Leu 


Ala 


Leu 


Leu 


Gin 


Arg 


Gin 


Phe 


Asp 


Val 




sli 


95 










100 










105 








p 


gac att ctt 


ate 


teg 


gga 


cac 


aca 


cac 


aaa 


ttt 


gaa 


gca 


ttt 


gag 


cat 


447 




Asp He Leu 


He 


Ser 


Gly 


His 


Thr 


His 


Lys 


Phe 


Glu 


Ala 


Phe 


Glu 


His 






110 








115 










120 














gaa aat aaa 


ttc 


tac 


att 


aat 


cca 


ggt 


tct 


gca 


ctg 


ggg 


cat 


ata 


atg 


495 




Glu Asn Lys 


Phe 


Tyr 


He 


Asn 


Pro 


Gly 


Ser 


Ala 


Leu 


Gly 


His 


He 


Met 






125 






130 










135 








140 






ctt gga aac 


aaa 


cat 


tat 


tec 


a 


















517 




Leu Gly Asn 


Lys 


His 
145 


Tyr 


Ser 





















<210> 733 
<211> 409 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . .408 

<400> 733 

tagtgggcgg gtcgccgagg agcctgagga agagggcggc gacggtggtg gtgactgagc 60 

508 



ggasccggtg acagg atg gaa acc ttt gca cca aag aga gtt atg act ate 111 
Met Glu Thr Phe Ala Pro Lys Arg Val Met Thr lie 
15 10 

tma mga act ctg get ggt gat gtt cat att gtg aga gga gac ttc gat 15 9 

Xaa Arg Thr Leu Ala Gly Asp Val His lie Val Arg Gly Asp Phe Asp 

15 20 25 

gag aat ctg aat tat cca gaa cag aaa gtt gtg act gtt gga cag ttc 207 

Glu Asn Leu Asn Tyr Pro Glu Gin Lys Val Val Thr Val Gly Gin Phe 

30 35 40 

aaa att ggt ctg ate cat gga cat caa gtt att cca tgg gga gat atg 255 
Lys lie Gly Leu He His Gly His Gin Val He Pro Trp Gly Asp Met 
45 50 55 60 

gec age tta gee ctg ttg cag agg caa ttt gat gtg gac atn ctt ate 303 

Ala Ser Leu Ala Leu Leu Gin Arg Gin Phe Asp Val Asp Xaa Leu He 

65 70 75 

teg gga cac aca ere aaa ttt gaa gca ttt gag cat gaa aat aaa ttc 351 

Ser Gly His Thr Xaa Lys Phe Glu Ala Phe Glu His Glu Asn Lys Phe 
80 85 90 

^ tac att aat cca ggt tct gca ctg ggg cat ata atg ctt gga aac aaa 3 99 

^ Tyr He Asn Pro Gly Ser Ala Leu Gly His He Met Leu Gly Asn Lys 
fi 95 100 105 

cat tat tec a 409 
His Tyr Ser 

y no 

,J <210> 734 
J <211> 277 
y <212> DNA 

<213> Homo sapiens 

<220> 
HJ <221> CDS 
=£ <222> 69. .275 



<400> 734 

tctcttccct gaacgttttc ttctttccct ggacaggcag cctcctttgt gtgtattcag 60 
aggcagtg atg act tgc tgt cca ggc age tec etc ctg cac aca gaa tgc 110 
Met Thr Cys Cys Pro Gly Ser Ser Leu Leu His Thr Glu Cys 
15 10 
tea ggg tea ctg aac cac tgc ttc tct ttt gaa agt aga get age tgc 158 
Ser Gly Ser Leu Asn His Cys Phe Ser Phe Glu Ser Arg Ala Ser Cys 
15 20 25 30 

cac ttt cac gtg gee tec gca gtg tct cca ccc acc cct gtg etc ccc 206 
His Phe His Val Ala Ser Ala Val Ser Pro Pro Thr Pro Val Leu Pro 

35 40 45 

tgc cac kct gat ggc tea aga caa ggc tgg caa acc etc cca kna aca 2 54 

Cys His Xaa Asp Gly Ser Arg Gin Gly Trp Gin Thr Leu Pro Xaa Thr 

50 55 60 

tct ctg gee cag aaa gee tct ct 277 
Ser Leu Ala Gin Lys Ala Ser 
65 



<210> 735 



509 



<211> 401 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70. .399 



<400> 735 

acagacggcg ggtgaacatg gcgtcctcga cttggtctga gacgtgatag gcctgccttc 60 
tggttgaag atg tgg cga gtg aaa aaa ctg age etc age ctg teg cct teg 111 
Met Trp Arg Val Lys Lys Leu Ser Leu Ser Leu Ser Pro Ser 
15 10 
ccc cag acg gga aaa cga tct atg aga act cct etc cgt gaa ctt ace 159 
Pro Gin Thr Gly Lys Arg Ser Met Arg Thr Pro Leu Arg Glu Leu Thr 
15 20 25 30 

ctg cag ccc ggt gee etc acc aac tct gga aaa aga tec ccc get tgc 207 
^ Leu Gin Pro Gly Ala Leu Thr Asn Ser Gly Lys Arg Ser Pro Ala Cys 

S 35 40 45 

y£ tec teg ctg acc cca tea ctg tgc aag ctg ggg ctg cag gaa ggc age 255 

Ser Ser Leu Thr Pro Ser Leu Cys Lys Leu Gly Leu Gin Glu Gly Ser 

50 55 60 

yj aac aac tea tct cca gtg gat ttt gta aat aac aag agg aca gac tta 3 03 

Asn Asn Ser Ser Pro Val Asp Phe Val Asn Asn Lys Arg Thr Asp Leu 
%3 65 70 75 

5=3 tct tca gaa cat ttc agt cat tec tea aag tgg eta gaa act tgt cag 351 

Ser Ser Glu His Phe Ser His Ser Ser Lys Trp Leu Glu Thr Cys Gin 
J~ 80 85 90 

^ cat gaa tca gat gag cag cct eta gat cca afct ccc caa att age tct 399 

J* His Glu Ser Asp Glu Gin Pro Leu Asp Pro He Pro Gin He Ser Ser 
^ 95 100 105 110 

=?3 ac 



<210> 736 

<211> 471 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 25 . .471 



401 



<400> 736 

actagtggag tgaggggtaa caag atg gcg acc gag acg gtg gag etc cat 51 

Met Ala Thr Glu Thr Val Glu Leu His 
1 5 

aag eta aag ctt gee gaa eta aag caa gaa tgt ctt get cgt ggt ttg 99 
Lys Leu Lys Leu Ala Glu Leu Lys Gin Glu Cys Leu Ala Arg Gly Leu 
10 15 20 25 

gag acc aag gga ata aag caa gat ctt ate cac aga etc cag gca tat 147 
Glu Thr Lys Gly He Lys Gin Asp Leu He His Arg Leu Gin Ala Tyr 
30 35 40 
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ctt gaa gaa cat get gaa gag gag gca aat gaa gaa gat gta ctg gga 195 
Leu Glu Glu His Ala Glu Glu Glu Ala Asn Glu Glu Asp Val Leu Gly 

45 50 55 

gat gaa aca gag gaa gaa gaa aca aag ccc att gag etc cct gtc aaa 243 
Asp Glu Thr Glu Glu Glu Glu Thr Lys Pro He Glu Leu Pro Val Lys 

60 65 70 

gag gaa gaa ccc cct gaa aaa act gtt gat gtg gca gca gag aag aaa 291 
Glu Glu Glu Pro Pro Glu Lys Thr Val Asp Val Ala Ala Glu Lys Lys 

75 80 85 

gtg gtg aaa att aca tct gaa ata cca cag act gag aga atg cag aag 339 
Val Val Lys He Thr Ser Glu He Pro Gin Thr Glu Arg Met Gin Lys 
90 95 100 105 

agg get gaa cga tty aat gta cct gtg age ttg gag agt aag aaa get 387 
Arg Ala Glu Arg Phe Asn Val Pro Val Ser Leu Glu Ser Lys Lys Ala 

HO 115 120 

get egg gca get agg ttt ggg att tct tea gtt cca aca aaa ggt ctg 435 
Ala Arg Ala Ala Arg Phe Gly He Ser Ser Val Pro Thr Lys Gly Leu 

125 130 135 

tea tct gat aac aaa cct atg gtt aac ttg gat aag 471 
Ser Ser Asp Asn Lys Pro Met Val Asn Leu Asp Lys 

"ft I 40 145 

ill 

H <210> 737 

W <211> 421 

y3 <212> DNA 

<213> Homo sapiens 

J" <220> 

~ <221> CDS 

^ <222> 82 . .420 

3=3 3 

J5 <400> 737 

O gcgggcccta gcaaccagag cagtgacagt agcaaccgcc ggaatggcga aagcaacaac 60 
p aatcaaagaa gecttagega g atg gga aga gaa aac tgg cca gag gca tct ill 

Met Gly Arg Glu Asn Trp Pro Glu Ala Ser 
15 10 
gaa gee aaa gag ata aaa ctt tat gee cag att ccc cct ata gag aag 159 
Glu Ala Lys Glu He Lys Leu Tyr Ala Gin He Pro Pro He Glu Lys 

15 20 25 

atg gat gca tec ttg tec atg ctt get aat tgc gag aag ctt tea ctg 207 
Met Asp Ala Ser Leu Ser Met Leu Ala Asn Cys Glu Lys Leu Ser Leu 

30 35 40 

tct aca aac tgc att gaa aaa att gee aac ctg aat ggc tta aaa aac 255 
Ser Thr Asn Cys He Glu Lys He Ala Asn Leu Asn Gly Leu Lys Asn 

45 50 55 

ttg agg ata tta tct tta gga aga aac aac ata aag aac tta aat gga 303 
Leu Arg He Leu Ser Leu Gly Arg Asn Asn He Lys Asn Leu Asn Gly 

60 65 70 

ctg gag gca gta ggg gac aca tta gaa gaa ctg tgg ate tec tac aat 351 
Leu Glu Ala Val Gly Asp Thr Leu Glu Glu Leu Trp He Ser Tyr Asn 
75 80 85 90 

ttt att gag aag ttg aaa ggg ate cac ata atg aag aaa ttg aag att 3 99 

Phe He Glu Lys Leu Lys Gly He His He Met Lys Lys Leu Lys He 
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* 4 



95 100 105 

etc tac atg tct aat aac ctg g 421 
Leu Tyr Met Ser Asn Asn Leu 
110 



<210> 738 
<211> 435 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .435 



<400> 738 

gtttttcagc tcgccattca cttcgctgtg aag atg gcg teg ggc age ggg aca 54 

Met Ala Ser Gly Ser Gly Thr 

n is 

^ aaa aac ttg gac ttt cgc cga aag tgg gac aaa gat gaa tat gag aaa 102 
~ Lys Asn Leu Asp Phe Arg Arg Lys Trp Asp Lys Asp Glu Tyr Glu Lys 

r- etc gec gag aag agg etc acg gaa gag aga gaa aag aaa gat gga aaa 150 
W Leu Ala Glu Lys Arg Leu Thr Glu Glu Arg Glu Lys Lys Asp Gly Lys 
%D 25 30 35 

cca gtg cag cct gtc aag cga gag ctt tta egg cat agg gac tac aag 198 
Pro Val Gin Pro Val Lys Arg Glu Leu Leu Arg His Arg Asp Tyr Lys 
40 45 50 55 

„ gtg gac ttg gaa tec aag ctt ggg aag aca att gtc att acc aag aca 246 
^ Val Asp Leu Glu Ser Lys Leu Gly Lys Thr He Val He Thr Lys Thr 
^ 60 65 70 

itf acc cct caa tct gag atg gga gga tat tac tgc aat gtc tgt gac tgt 294 
4* Thr Pro Gin Ser Glu Met Gly Gly Tyr Tyr Cys Asn Val Cys Asp Cys 
M 75 80 85 

O gtg gtg aag gac tec ate aac ttt ctg gat cac att aat gga arg aaa 342 
Val Val Lys Asp Ser He Asn Phe Leu Asp His He Asn Gly Xaa Lys 

90 95 100 

cat cag aga aac ctg ggc atg tct atg cgt gtg gaa cgt tec acc ctg 3 90 

His Gin Arg Asn Leu Gly Met Ser Met Arg Val Glu Arg Ser Thr Leu 

105 110 115 

gat cag gtg aag aaa cgt ttt gag gtc aac aag aag aag atg gaa 435 
Asp Gin Val Lys Lys Arg Phe Glu Val Asn Lys Lys Lys Met Glu 
12 ° 125 130 

<210> 739 
<211> 428 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .426 
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<400> 739 

gtttttcagc tcgccattca cttcgctgtg aag atg gcg teg ggc age ggg aca 54 

Met Ala Ser Gly Ser Gly Thr 
1 5 

aaa aac ttg gac ttt cgc cga aag tgg gac aaa gat gaa tat gag aaa 102 
Lys Asn Leu Asp Phe Arg Arg Lys Trp Asp Lys Asp Glu Tyr Glu Lys 

10 15 20 

etc gec gag aag agg etc acg gaa gag aga gaa aag aaa gat gga aaa 150 
Leu Ala Glu Lys Arg Leu Thr Glu Glu Arg Glu Lys Lys Asp Gly Lys 

25 30 35 

cca gtg cag cct gtc aag cga gag ctt tta egg cat agg gac tac aag 198 
Pro Val Gin Pro Val Lys Arg Glu Leu Leu Arg His Arg Asp Tyr Lys 
40 45 50 55 

gtg gac ttg gaa tec aag ctt ggg aag aca att gtc att acc aag aca 246 
Val Asp Leu Glu Ser Lys Leu Gly Lys Thr lie Val lie Thr Lys Thr 

60 65 70 

acc cct caa tct gag atg gga gga tat tac tgc aat gtc tgt ccc att 2 94 

Thr Pro Gin Ser Glu Met Gly Gly Tyr Tyr Cys Asn Val Cys Pro lie 
g 75 80 85 

jjj gtc tat ctg acc ate ttt etc tta ctg tec tct ttg tct age tat ctg 342 



:: » s 



gtc 


tat 


ctg 


acc 


ate 


ttt 


etc 


tta 


ctg 


tec 


tct 


ttg 


tct 


age 


tat 


ctg 


Val 


Tyr 


Leu 


Thr 


He 


Phe 


Leu 


Leu 


Leu 


Ser 


Ser 


Leu 


Ser 


Ser 


Tyr 


Leu 






90 










95 










100 








gee 


tat 


ctg 


teg 


ate 


cat 


ctt 


cgt 


gtc 


tgt 


ctt 


cag 


ccc 


cca 


cct 


gtt 


Ala 


Tyr 


Leu 


Ser 


He 


His 


Leu 


Arg 


Val 


Cys 


Leu 


Gin 


Pro 


Pro 


Pro 


Val 




105 










110 










115 










tgt 
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tct 


gtc 


caa 


tta 


cct 


gtg 


act 


ctg 


tgc 


ate 


tt 








Cys 


Pro 


Ser 


Val 


Gin 


Leu 


Pro 


Val 


Thr 


Leu 


Cys 


He 










120 
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130 
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DNA 




<213> 


Homo 










<220> 






<221> 


CDS 




<222> 


310. 



390 



428 



,483 



<400> 740 

aaaaegtect gtagacacct ggaccgegag ggcgcggttc cctgcttctc taggggecca 60 
gaeaeggega eggatcttga cgctttttcc tccccacaga caaaaaactt ggactttege 120 
cgaaagtggg acaaagatga atatgagarr ctcgccgaga agaggctcac ggaagagaga 180 
gaaaagaaag atggaaaacc agtgcagcct gtcaagegag agcttttacg gcatagggac 24 0 
tacaaggtgg acttggaatc caagcttggg aagacaattg tcattaccaa gacaacccct 300 
caatctgag atg gga gga tat tac tgc aat gtc tgt gac tgt gtg gtg aag 351 

Met Gly Gly Tyr Tyr Cys Asn Val Cys Asp Cys Val Val Lys 

15 10 
gac tec ate aac ttt ctg gat cac att aat gga arg aaa cat cag aga 3 99 

Asp Ser He Asn Phe Leu Asp His He Asn Gly Xaa Lys His Gin Arg 
15 20 25 30 

aac ctg ggc atg tct atg cgt gtg gaa cgt tec acc ctg gat cag gtg 447 
Asn Leu Gly Met Ser Met Arg Val Glu Arg Ser Thr Leu Asp Gin Val 
35 40 45 
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aag aaa cgt ttt gag gtc aac aag aag aag atg gaa 4 83 

Lys Lys Arg Phe Glu Val Asn Lys Lys Lys Met Glu 
50 55 

<210> 741 
<211> 494 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 159. .494 



<400> 741 

accaacccct gccgcaggac tttcctgggc cggctcgcgg agagcgtass mggccttggt 60 
ggcggaatgg cgttgagtga cggcccggcc ccgccatctg gttaaaggga ctcgttcaac 12 0 
acggaagtgt cccggggctg cattgtgcta cagctaga atg aag cac ate aac eta 176 

Met Lys His lie Asn Leu 
1 5 

tea ttt gca gcg tgt gga ttt ctg ggc att tac cac ttg ggg gca gca 224 
Ser Phe Ala Ala Cys Gly Phe Leu Gly He Tyr His Leu Gly Ala Ala 
10 15 20 

yj tct gca ctt tgc aga cat ggc aaa aaa ctt gtg aag gat gtc aaa gec 272 

Ser Ala Leu Cys Arg His Gly Lys Lys Leu Val Lys Asp Val Lys Ala 
^ 25 30 35 

,fj ttc get ggg gcg tct gcg gga teg ttg gtt get tct gtt ctg eta aca 320 
J 7 Phe Ala Gly Ala Ser Ala Gly Ser Leu Val Ala Ser Val Leu Leu Thr 
L 40 45 50 

^ gca cca gaa aaa ata gag gaa tgt aac caa ttt ace tac aag ttt gec 368 

iU Ala Pro Glu Lys He Glu Glu Cys Asn Gin Phe Thr Tyr Lys Phe Ala 

fy 55 60 65 70 

JS gaa gaa ate aga agg cag tct ttc ggg gca gta acg ccc ggt tat gac 416 

Q Glu Glu He Arg Arg Gin Ser Phe Gly Ala Val Thr Pro Gly Tyr Asp 

Q 75 80 85 

ttc atg gec cga eta aga agt ggg atg gag teg att ctt cct ccc age 464 

Phe Met Ala Arg Leu Arg Ser Gly Met Glu Ser He Leu Pro Pro Ser 
90 95 100 

get cac gag ctg gee cag aac cga ctg cac 4 94 

Ala His Glu Leu Ala Gin Asn Arg Leu His 
105 110 

<210> 742 
<211> 481 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 23 . .481 



<400> 742 

atgetctgea gagaaatcaa ag atg gcg gtt gta tct get gtt cgc tgg ctg 52 
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Met Ala Val Val Ser Ala Val Arg Trp Leu 
15 10 
ggc etc cgc age agg ctt ggc cag ccg ctg acg ggt egg egg gcg ggt 100 
Gly Leu Arg Ser Arg Leu Gly Gin Pro Leu Thr Gly Arg Arg Ala Gly 

15 20 25 

ttg tgt gaa cag gca cgc age tgc aga ttt tat tct ggt agt gca ace 14 8 

Leu Cys Glu Gin Ala Arg Ser Cys Arg Phe Tyr Ser Gly Ser Ala Thr 

30 35 40 

etc tea aag gtt gaa gga act gat gta aca ggg att gaa gaa gta gta 196 
Leu Ser Lys Val Glu Gly Thr Asp Val Thr Gly He Glu Glu Val Val 

45 50 55 

att cca aaa aag aaa act tgg gat aaa gta gee gtt ctt cag gca ctt 244 
He Pro Lys Lys Lys Thr Trp Asp Lys Val Ala Val Leu Gin Ala Leu 

60 65 70 

gca tec aca gta aac agg gat acc aca get gtg cct tat gtg ttt caa 292 
Ala Ser Thr Val Asn Arg Asp Thr Thr Ala Val Pro Tyr Val Phe Gin 
75 80 85 90 

gat gat cct tac ctt atg cca gca tea tct ttg gaa tct cgt tea ttt 340 
Asp Asp Pro Tyr Leu Met Pro Ala Ser Ser Leu Glu Ser Arg Ser Phe 

95 100 105 

tta ctg gca aag aaa tec ggg gag aat gtg gec aag ttt att att aat 388 
Leu Leu Ala Lys Lys Ser Gly Glu Asn Val Ala Lys Phe He He Asn 

110 115 120 

tea tac ccc aaa tat ttt cag aag gac ata get gaa cct cat ata ccg 436 
Ser Tyr Pro Lys Tyr Phe Gin Lys Asp He Ala Glu Pro His He Pro 

125 130 135 

tgt tta atg cct gag tac ttt gaa cct cag ate aaa gac ata agt 481 
Cys Leu Met Pro Glu Tyr Phe Glu Pro Gin He Lys Asp He Ser 

145 150 
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<210> 
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j:: 
2 rr 


<211> 


255 


=p 


<212> 


DNA 




<213> 


Homo 










<220> 






<221> 


CDS 




<222> 


72 . . 



<400> 743 

tgaggaggct ccgtgtctgc agctagtgtg tcaactcagc gtttctcctc tcgtccctgg 60 
aagagctaaa g atg get gaa ttt eta gat gac cag gaa act cga ctg tgt 110 

Met Ala Glu Phe Leu Asp Asp Gin Glu Thr Arg Leu Cys 

15 10 



gac 


aac 


tgc 


aaa 


aaa 


gaa 


att 


cct 


gtg 


ttt 


aac 


ttt 


acc 


ate 


cat 


gag 


Asp Asn 


Cys 


Lys 


Lys 


Glu 


lie 


Pro 


Val 


Phe 


Asn 


Phe 


Thr 


He 


His 


Glu 




15 










20 










25 










ate 


cac 


tgt 


caa 


agg 


aac 


att 


ggt 


atg 


tgt 


cct 


acc 


tgt 


aag 


gaa 


cca 


He 


His 


Cys 


Gin 


Arg 


Asn 


He 


Gly Met 


Cys 


Pro 


Thr 


Cys 


Lys 


Glu 


Pro 


30 










35 










40 










45 


ttt 


ccc 


aaa 


tct 


gac 


atg 


gag 


act 


cac 


atg 


act 


gca 


gaa 


cac 


tgc 


cag g 


Phe 


Pro 


Lys 


Ser 


Asp 
50 


Met 


Glu 


Thr 


His 


Met 
55 


Thr 


Ala 


Glu 


His 


Cys 
60 


Gin 
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<210> 744 
<211> 287 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 123 . .287 



Ul 



<220> 
Q <221> CDS 
3 <222> 105 . .392 



60 



<400> 744 

agttgttctc aggtgtttgg gcttgttgtt ccgtatactc agtgggttcg cggccgccgg 
cccagtgagg ctgggttcga ggagctggag cgggaaactg gagcttaaat tctggcggcg 12 0 
ag atg gac att ctg aaa tea gag ate ctt egg aag egg cag ctg gtg 167 
Met Asp He Leu Lys Ser Glu He Leu Arg Lys Arg Gin Leu Val 
15 10 15 

gag gac agg aac ctg ctg gtg gaa aat aaa aaa tat ttc aag cgt agt 215 
Glu Asp Arg Asn Leu Leu Val Glu Asn Lys Lys Tyr Phe Lys Arg Ser 

20 25 30 

gag etc gee aaa aaa gaa gag gaa gca tat ttt gaa aga tgt ggc tac 2 63 

Glu Leu Ala Lys Lys Glu Glu Glu Ala Tyr Phe Glu Arg Cys Gly Tyr 

35 40 45 

aag at a cag cca aaa gag gag gac 2 87 

Lys He Gin Pro Lys Glu Glu Asp 
50 55 

<210> 745 

<211> 393 

<212> DNA 

<213> Homo sapiens 



<400> 745 

aactctctcg gcccggccat cttgtgggaa gagctgaagc aggegctett ggctcggcgc 60 
ggcccgctgc aatccgtgga ggaacgcgcc gccgagccac catc atg cct ggg cac 116 

Met Pro Gly His 



tta 


cag 


gaa 


ggc 


ttc 


ggc 


tgc 


gtg 


gtc 


acc 


aac 


cga 


1 
ttc 


gac 


cag 


tta 


164 


Leu 


Gin 


Glu 


Gly 


Phe 


Gly 


Cys 


Val 


Val 


Thr 


Asn 


Arg 


Phe 


Asp 


Gin 


Leu 




5 










10 










15 








20 




ttt 


gac 


gac 


gaa 


teg 


gac 


ccc 


ttc 


gag 


gtg 


ctg 


aag 


gca 


gca 


gag 


aac 


212 


Phe 


Asp 


Asp 


Glu 


Ser 
25 


Asp 


Pro 


Phe 


Glu 


Val 
30 


Leu 


Lys 


Ala 


Ala 


Glu 
35 


Asn 




aag 


aaa 


aaa 


gaa 


gec 


ggc 


ggg 


ggc 


ggc 


gtt 


ggg 


ggc 


cct 


ggg 


gee 


aag 


260 


Lys 


Lys 


Lys 


Glu 


Ala 


Gly 


Gly 


Gly Gly 


Val 


Gly Gly 


Pro 


Gly 


Ala 


Lys 










40 










45 










50 






age 


gca 


stc 


agg 


ccg 


egg 


ccc 


aga 


cca 


act 


cca 


acg 


csg 


cag 


gca 


aac 


308 


Ser 


Ala 


Xaa 
55 


Arg 


Pro 


Arg 


Pro 


Arg 
60 


Pro 


Thr 


Pro 


Thr 


Xaa 
65 


Gin 


Ala 


Asn 
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ccc aga aag acc gca aga acc cgc tgc ccc cca 356 
Pro Arg Lys Thr Ala Arg Thr Arg Cys Pro Pro 

75 80 
aca aga aag agg aga cgc age c 393 
Thr Arg Lys Arg Arg Arg Ser 
90 95 

<210> 746 

<211> 470 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .468 



age tgc gca agg agt 
Ser Cys Ala Arg Ser 
70 

gcg ttg gcg tgg ttg 
Ala Leu Ala Trp Leu 
85 



y 1 



9* 



<400> 746 

accgccattt cgtggacgcc gggtgagtga gagagttggt tggtgttggg ccggaggaaa 60 
gegggaagae teateggage gtgtggattt gagccgccgc attttttaac cctagatctc 12 0 
gaa atg cat cgt gat tec tgt cca ttg gac tgt aag gtt tat gta ggc 168 
Met His Arg Asp Ser Cys Pro Leu Asp Cys Lys Val Tyr Val Gly 
15 10 15 

yj aat ctt gga aac aat ggc aac aag acg gaa ttg gaa egg get ttt ggc 216 
%Q Asn Leu Gly Asn Asn Gly Asn Lys Thr Glu Leu Glu Arg Ala Phe Gly 
y~§ 20 25 30 

tac tat gga cca etc cga agt gtg tgg gtt get aga aac cca ccc ggc 264 
Tyr Tyr Gly Pro Leu Arg Ser Val Trp Val Ala Arg Asn Pro Pro Gly 

35 40 45 

ttt get ttt gtt gaa ttt gaa gat ccc cga gat gca get gat gca gtc 312 
1^ Phe Ala Phe Val Glu Phe Glu Asp Pro Arg Asp Ala Ala Asp Ala Val 
^ 50 55 60 

cga gag eta gat gga aga aca eta tgt ggc tgc cgt gta aga gtg gaa 360 
Arg Glu Leu Asp Gly Arg Thr Leu Cys Gly Cys Arg Val Arg Val Glu 

65 70 75 

ctg teg aat ggt gaa aaa aga agt aga aat cgt ggc cca net ccc tct 4 08 

Leu Ser Asn Gly Glu Lys Arg Ser Arg Asn Arg Gly Pro Xaa Pro Ser 
80 85 90 95 

tgg ggt cgt cgc cct cga gat gat tat cgt agg agg agt cct cca met 456 
Trp Gly Arg Arg Pro Arg Asp Asp Tyr Arg Arg Arg Ser Pro Pro Xaa 

100 105 110 

cgt cgc aga tct cc 470 
Arg Arg Arg Ser 
115 

<210> 747 
<211> 492 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162. .491 
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<400> 747 

gagagtaatg ttacagagcg gagagagtga ggaggctgcg tctggctccc gctctcacag 60 
ccattgcagt acattgagct ccatagagac agcgccgggg caagtgagag ccggacgggc 12 0 
actgggcgac tctgtgcctc gctgaggaaa aataactaaa c atg ggc aaa gga gat 176 

Met Gly Lys Gly Asp 
1 5 

cct aag aag ccg aga ggc aaa atg tea tea tat gca ttt ttt gtg caa 224 
Pro Lys Lys Pro Arg Gly Lys Met Ser Ser Tyr Ala Phe Phe Val Gin 

10 15 20 

act tgt egg gag gag cat aag aag aag cac cca gat get tea gtc aac 272 
Thr Cys Arg Glu Glu His Lys Lys Lys His Pro Asp Ala Ser Val Asn 

25 30 35 

ttc tea gag ttt tct aag aag tgc tea gag agg tgg aag ace atg tct 32 0 

Phe Ser Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp Lys Thr Met Ser 

40 45 50 

get aaa gag aaa gga aaa ttt gaa gat atg gca aaa gcg gac aag gec 368 
Ala Lys Glu Lys Gly Lys Phe Glu Asp Met Ala Lys Ala Asp Lys Ala 

m 55 60 65 

cgt tat gaa aga gaa atg aaa ace tat ate cct ccc aaa ggg gag aca 416 
Arg Tyr Glu Arg Glu Met Lys Thr Tyr lie Pro Pro Lys Gly Glu Thr 

JJI 70 75 80 85 

aaa aag aag ttc aag grt ccc aat gca ccc aag agg cct cct teg gee 464 

yi Lys Lys Lys Phe Lys Xaa Pro Asn Ala Pro Lys Arg Pro Pro Ser Ala 

=0 90 95 100 

vfj ttc ttc etc ttc tgc tct gag tat cgc c 492 

jjg Phe Phe Leu Phe Cys Ser Glu Tyr Arg 

^ 105 110 

^ <210> 748 

|y <211> 713 

HJ <212> DNA 

4 s <213> Homo sapiens 

p <220> 

^ <221> CDS 

<222> 383 . .712 



<400> 748 

attaegctga cgaaagagac ctgcttgcgc gtcgctgttc cgtggtccgc gcgasstggt 60 

cgggagccgc tggttcctgg ggtgacccgc ggaggtggga gagggaaggg cttccgaagc 12 0 

eggegggggt gccatggacc ctctccgccg gcgcggcctt cacagctggg ccgcgccggg 180 

catcegtagt ccgctctccc aaagectegg tggagctgaa gctgccacag agtgcatgtt 240 

cacaaagggt catcacacac ggagctgccc ctccctgtct ccctagagcc catcttcgas 300 

gecagggget tttctaccas gattctgggg tgtktctcct cctttcctcc ctcccagatc 360 

ktctcacgaa aaataactaa ac atg ggc aaa gga gat cct aag aag ccg aga 412 

Met Gly Lys Gly Asp Pro Lys Lys Pro Arg 
15 10 

ggs raa atg tea tea tat gsr ttt ttt gtg caa act tgt egg gag gag 460 
Gly Xaa Met Ser Ser Tyr Xaa Phe Phe Val Gin Thr Cys Arg Glu Glu 

15 20 25 

cat aag arg aag cac cca gat get tea gtc aac ttc tea gag ttt tct 508 
His Lys Xaa Lys His Pro Asp Ala Ser Val Asn Phe Ser Glu Phe Ser 



518 



30 

aag aag tgc tea gag agg 
Lys Lys Cys Ser Glu Arg 
45 

aaa ttt gaa gat atg gca 
Lys Phe Glu Asp Met Ala 
60 

atg aaa acc tat ate cct 
Met Lys Thr Tyr lie Pro 
75 80 
grt ccc aat gca ccc aag 
Xaa Pro Asn Ala Pro Lys 
95 

tct gag tat cgc c 
Ser Glu Tyr Arg 
110 



35 

tgg aag acc atg tct get 
Trp Lys Thr Met Ser Ala 
50 

aaa gcg gac aag gee cgt 
Lys Ala Asp Lys Ala Arg 
65 70 
ccc aaa ggg gag aca aaa 
Pro Lys Gly Glu Thr Lys 
85 

agg cct cct teg gey ttc 
Arg Pro Pro Ser Ala Phe 
100 



40 

aaa gag aaa gga 556 

Lys Glu Lys Gly 

55 

tat gaa aga gaa 604 
Tyr Glu Arg Glu 

aag aag ttc aag 652 
Lys Lys Phe Lys 
90 

ttc etc ttc tgc 700 
Phe Leu Phe Cys 
105 

713 





<210> 


749 






<211> 


328 




. f; 

U1 


<212> 
<213> 


DNA 
Homo 


sapiens 




<220> 








<221> 


CDS 






<222> 


151. 


327 


- &i 









<400> 749 

•m gagagtaatg ttacagagcg gagagagtga ggaggctgcg tctggctccc gctctcacag 60 

pi ecattgeagt acattgagct ccatagagac agegcegggg caagtgagag ccggacgggc 12 0 

^ actgggegae tctgtgcctc gctgaggacc atg tct get aaa gag aaa gga aaa 174 
"J Met Ser Ala Lys Glu Lys Gly Lys 

y ttt gaa gat atg gca aaa gcg gac aag gee cgt tat gaa aga gaa atg 222 
Q Phe Glu Asp Met Ala Lys Ala Asp Lys Ala Arg Tyr Glu Arg Glu Met 
10 15 20 

aaa acc tat ate cct ccc aaa ggg gag aca aaa aag aag ttc aag ggt 270 
Lys Thr Tyr He Pro Pro Lys Gly Glu Thr Lys Lys Lys Phe Lys Gly 
25 30 35 40 

ccc aat gca ccc aag agg cct cct teg gee ttc ttc etc ttc tgc tct 318 
Pro Asn Ala Pro Lys Arg Pro Pro Ser Ala Phe Phe Leu Phe Cys Ser 

45 50 55 

gag tat cgc c 32 8 

Glu Tyr Arg 



<210> 750 

<211> 268 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76. .267 



519 




<400> 750 

cttcacgaga cgtcactgtc ttcggtcgcg gggcatcgtg ggtaggaggg agattcgctc 60 
tcactgctcc caaaa atg gcg gac gca ttc gga gat gag ctg ttc age gtg ill 
Met Ala Asp Ala Phe Gly Asp Glu Leu Phe Ser Val 
1 5 10 

ttc gag ggc gac teg acc act gcg gcg gga acc aaa aaa gac aag gaa 159 
Phe Glu Gly Asp Ser Thr Thr Ala Ala Gly Thr Lys Lys Asp Lys Glu 

15 20 25 

aag gac aag ggg aaa tgg aag ggg cct cca ggg tct gca gac aag gca 2 07 

Lys Asp Lys Gly Lys Trp Lys Gly Pro Pro Gly Ser Ala Asp Lys Ala 

30 35 4 0 

ggg aaa cgt ttt gat ggt aaa tta caa tea gaa tea act aat aat gga 255 
Gly Lys Arg Phe Asp Gly Lys Leu Gin Ser Glu Ser Thr Asn Asn Gly 
45 50 55 60 

aaa aat aag aga g 2 qq 
Lys Asn Lys Arg 

<210> 751 
% <211> 739 
S{ <212> DNA 

r; <213> Homo sapiens 

?** 

Us <220> 

y3 <221> CDS 

%g <222> 343 . .738 

^ <400> 751 

pj agtagctgtg ctgcgcastc ectaageggt tgtcaccgct ggagacggtt gggagaaccg 60 
ttgtggcgag cgctacacga ggcaaacgac ttctcccttc tttgaactgg accccgcgag 120 
3 J caccagagtc ggegtaacta tcgcctgaca gggtatctga agtaaaaggg gcatttaaat 180 
Hh caaaeggtat tgagatggat tgggttankr aaacataatg gtccaaatga cgctagtgat 240 
U gggacagtac gacttcgtgg actaccattt ggttgcagca aagaggaaak rgttcagttc 3 00 
O tttcaagggt tggaaatcgt gccaaatggg ataacattga eg atg gac tac cag 354 

Met Asp Tyr Gin 
1 

ggg aga age aca ggg gag gec ttc gtg cag ttt get tea aag gag ata 402 

Gly Arg Ser Thr Gly Glu Ala Phe Val Gin Phe Ala Ser Lys Glu lie 

5 10 15 20 

gca gaa aat get ctg ggg aaa cac aag gaa aga ata ggg cac agg tat 450 

Ala Glu Asn Ala Leu Gly Lys His Lys Glu Arg He Gly His Arg Tyr 

25 30 35 

att gag ate ttc aga agt age agg agt gaa ate aaa gga ttt tat gat 4 98 

He Glu He Phe Arg Ser Ser Arg Ser Glu He Lys Gly Phe Tyr Asp 

40 45 50 

cca cca aga aga ttg ctg gga cag cga ccg gga cca tat gat aga cca 546 
Pro Pro Arg Arg Leu Leu Gly Gin Arg Pro Gly Pro Tyr Asp Arg Pro 

55 60 65 

ata gga gga aga ggg ggt tat tat gga get ggg cgt gga agt atg tat 594 
He Gly Gly Arg Gly Gly Tyr Tyr Gly Ala Gly Arg Gly Ser Met Tyr 

70 75 80 

gac aga atg cga cga gga ggt gat gga tat gat ggt ggt tat gga ggt 642 
Asp Arg Met Arg Arg Gly Gly Asp Gly Tyr Asp Gly Gly Tyr Gly Gly 



520 



0 



85 90 95 100 

ttt gat gac tat ggt ggc tat aat aat tac ggc tat ggg aat gat ggc 690 

Phe Asp Asp Tyr Gly Gly Tyr Asn Asn Tyr Gly Tyr Gly Asn Asp Gly 

105 no us 

ttt gat gaa aga aag aag aca agg aaa agg agg agg agg aag agg aga a 73 9 
Phe Asp Glu Arg Lys Lys Thr Arg Lys Arg Arg Arg Arg Lys Arg Arg 
120 125 130 

<210> 752 
<211> 599 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 429. .599 



S?5 



<400> 752 

agtagctgtg ctgcgcastc cctaagcggt tgtcaccgct ggagacggtt gggagaaccg 60 
ttgtggcgag cgctacacga ggcaaacgac ttctcccttc tttgaactgg accccgcgag 120 
caccagagtc ggcgtaacta tcgcctgaca gggtatctga agtaaaaggg gcatttaaat 180 
caaacggtat tgagatggat tgggttatga aacataatgg tccaaatgac gctagtgatg 24 0 
^ ggacagtacg acttcgtgga ctaccatttg gttgcagcaa agaggaaata gttcagttct 300 
yg ttcaaggtat attgaratct tcagaagtag caggagtgaa atcaaaggat tttatgatcc 360 
Jj accaagaaga ttgctgggac agcgaccggg accatatgat agaccaatag gaggaagagg 42 0 
gp gggttatt atg gag ctg ggc gtg gaa gta tgt atg aca gaa tgc gac gag 470 
s Met Glu Leu Gly Val Glu Val Cys Met Thr Glu Cys Asp Glu 

p 1 5 10 

^ gag gtg atg gat atg atg gtg gtt atg gag gtt ttg atg act atg gtg 518 
1* Glu Val Met Asp Met Met Val Val Met Glu Val Leu Met Thr Met Val 

15 20 25 30 

j= get ata ata att acg get atg gga atg atg get ttg atg aaa gaa aga 566 
U Ala He He He Thr Ala Met Gly Met Met Ala Leu Met Lys Glu Arg 
O 35 40 45 

aga caa gga aaa gga gga gga gga aga gga gaa 599 

Arg Gin Gly Lys Gly Gly Gly Gly Arg Gly Glu 
50 55 

<210> 753 
<211> 342 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 172 . .342 



<400> 753 

cactaataca tttatgctga aacctgtacc 
tcttcagaag tagcaggagt gaaatcaaag 
gacagcgacc gggaccatat gatagaccaa 



ttaaaacatt tttaaatagg tatattgaga 60 

gattttatga tccaccaaga agattgetgg 120 

taggaggaag agggggttat t atg gag 177 

Met Glu 



521 



«• 0 



ni 



i 

ctg ggc gtg gaa gta tgt atg aca gaa tgc gac gag gag gtg atg gat 225 
Leu Gly Val Glu Val Cys Met Thr Glu Cys Asp Glu Glu Val Met Asp 

5 10 15 

atg atg gtg gtt atg gag gtt ttg atg act atg gtg get ata ata att 273 
Met Met Val Val Met Glu Val Leu Met Thr Met Val Ala He He He 

20 25 30 

acg get atg gga atg atg get ttg atg aaa gaa aga aga caa gga aaa 321 
Thr Ala Met Gly Met Met Ala Leu Met Lys Glu Arg Arg Gin Gly Lys 
35 40 45 50 

gga gga gga gga aga gga gaa 342 
Gly Gly Gly Gly Arg Gly Glu 
55 

<210> 754 
<211> 721 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 325. .720 



<400> 754 

agtagctgtg ctgcgcagtc ectaageggt tgtcaccgct ggagacggtt gggagaaccg 60 

ttgtggcgag cgctacacga ggcaaacgac ttctcccttc tttgaactgg accccgcgag 12 0 

caccagaagt eggegtaact atcgcctgac aggcatttaa ateaaaeggt attgagatgg 180 

attgggttat gaaacataat ggtccaaatg acgctagtga tgggacagta egacttegtg 240 

gactaccatt tggttgcagc aaagaggaaa tagttcagtt ctttcaaggg ttggaaatcg 300 

tgccaaaatg ggataacatt gacg atg gac tac cag ggg aga age aca ggg 3 51 

Met Asp Tyr Gin Gly Arg Ser Thr Gly 

1 5 



gag 


gee 


ttc 


gtg 


cag 


ttt 


get 


tea 


aag 


gag 


ata 


gca 


gaa 


aat 


get 


ctg 


399 


Glu 


Ala 


Phe 


Val 


Gin 


Phe 


Ala 


Ser 


Lys 


Glu 


He 


Ala 


Glu 


Asn 


Ala 


Leu 




10 










15 










20 










25 




ggg 


aaa 


cac 


aag 


gaa 


aga 


ata 


ggg 


cac 


agg 


tat 


att 


gag 


ate 


ttc 


aga 


447 


Gly 


Lys 


His 


Lys 


Glu 
30 


Arg 


He 


Gly 


His 


Arg 
35 


Tyr 


He 


Glu 


He 


Phe 


Arg 




agt 


age 


agg 


agt 


gaa 


ate 


aaa 


gga 


ttt 


tat 


gat 


cca 


cca 


aga 


40 
aga 


ttg 


495 


Ser 


Ser 


Arg 


Ser 


Glu 


He 


Lys 


Gly 


Phe 


Tyr Asp 


Pro 


Pro 


Arg 


Arg 


Leu 










45 










50 










55 








ctg 


gga 


cag 


cga 


ccg 


gga 


cca 


tat 


gat 


aga 


cca 


ata 


gga 


gga 


aga 


ggg 


543 


Leu 


Gly 


Gin 


Arg 


Pro 


Gly 


Pro 


Tyr 


Asp 


Arg 


Pro 


He 


Gly 


Gly 


Arg 


Gly 








60 










65 










70 








ggt 


tat 


tat 


gga 


get 


ggg 


cgt 


gga 


agt 


atg 


tat 


gac 


aga 


atg 


cga 


cga 


591 


Gly 


Tyr 


Tyr 


Gly 


Ala 


Gly 


Arg 


Gly 


Ser 


Met 


Tyr 


Asp 


Arg 


Met 


Arg 


Arg 






75 










80 










85 








gga 


ggt 


gat 


gga 


tat 


gat 


ggt 


ggt 


tat 


gga 


ggt 


ttt 


gat 


gac 


tat 


ggt 


639 


Gly 


Gly 


Asp 


Gly 


Tyr 


Asp 


Gly Gly 


Tyr 


Gly Gly 


Phe 


Asp 


Asp 


Tyr 


Gly 




90 










95 










100 








105 




ggc 


tat 


aat 


aat 


tac 


ggc 


tat 


ggg 


aat 


gat 


ggc 


ttt 


gat 


gaa 


aga 


aag 


687 


Gly 


Tyr 


Asn 


Asn 


Tyr 


Gly 


Tyr Gly 


Asn 


Asp 


Gly 


Phe 


Asp 


Glu 


Arg 


Lys 












110 










115 










120 







522 



aag aca agg aaa agg agg agg agg aag agg aga a 721 
Lys Thr Arg Lys Arg Arg Arg Arg Lys Arg Arg 
125 130 



<210> 755 
<211> 1036 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . . 1035 



261 



309 



<400> 755 

atttttttcg tcttagccac gcagaagtcg cgtgtctagg tgagtcgcgg tgggtcctcg 60 
cttgcagttc agcgaccacg tttgtttcga cgccggaccg cgtaagagac g atg atg 117 

Met Met 

. . 1 
" 9 9gc acg 9aa 9^ 99 a 9 a 9 99 a ttc gtg gtg aag gtc egg ggc ttg 165 

- Leu Gly Thr Glu Gly Gly Glu Gly Phe Val Val Lys Val Arg Gly Leu 

5 10 15 

ccc tgg tct tgc teg gee gat gaa gtg eag agg ttt ttt tct gac tgc 213 

— Pro Trp Ser Cys Ser Ala Asp Glu Val Gin Arg Phe Phe Ser Asp Cys 
W 20 25 30 

43 aaa att caa aat ggg get caa ggt att cgt ttc ate tac acc aga gaa 
Lys He Gin Asn Gly Ala Gin Gly He Arg Phe He Tyr Thr Arg Glu 
35 40 45 50 

p ggc aga cca agt ggc gag get ttt gtt gaa ctt gaa tea gaa gat gaa 
m Gly Arg Pro Ser Gly Glu Ala Phe Val Glu Leu Glu Ser Glu Asp Glu 
rjj .. 55 6 0 65 

■- gtc aaa ttg gee ctg aaa aaa gac aga gaa act atg gga cac aga tat 357 
j Val Lys Leu Ala Leu Lys Lys Asp Arg Glu Thr Met Gly His Arg Tyr 
£ 70 7 5 80 

U ?, ta ^ 339 tCa aaC aac gtt 9 aa atg gat tgg gtg ttg aag 

Val Glu Val Phe Lys Ser Asn Asn Val Glu Met Asp Trp Val Leu Lys 

85 90 95 

cat act ggt cca aat agt cct gac acg gec aat gat ggc ttt gta egg 453 
His Thr Gly Pro Asn Ser Pro Asp Thr Ala Asn Asp Gly Phe Val Ara 

100 105 no 

ctt aga gga ctt ccc ttt gga tgt age aag gaa gaa att gtt eag ttc 501 
Leu Arg Gly Leu Pro Phe Gly Cys Ser Lys Glu Glu He Val Gin Phe 

ll S . 120 125 130 

ttc tea ggg ttg gaa ate gtg cca aat ggg ata aca ttg ccg gtg gac 549 

Phe Ser Gly Leu Glu He Val Pro Asn Gly lie Thr Leu Pro Val Asp 

135 140 145 

lt° n^ 9 H? 9 399 a9t aC9 999 939 9CC ttc gt 9 ca 9 get tea cag 597 
Phe Gin Gly Arg Ser Thr Gly Glu Ala Phe Val Gin Phe Ala Ser Gin 

150 155 160 

gaa ata get gaa aag get eta aag aaa cac aag gaa aga ata ggg cac 645 

Glu He Ala Glu Lys Ala Leu Lys Lys His Lys Glu Arg He Gly His 

165 170 175 

agg tat att gar ate tty aag agy agy mga get gaa gtt mga acy cay 693 

Arg Tyr He Glu He Phe Lys Ser Ser Arg Ala Glu Val Arg Thr His 



405 



523 



<210> 756 
<211> 721 
<212> DNA 

<213> Homo sapiens 



Lj! <220> 

iU <221> CDS 

=5 <222> 494 . . 721 



885 



180 185 190 

tat gat ccm ccw cga aag cty atg gey atg cag egg cca ggt ccy tat 741 
Tyr Asp Pro Pro Arg Lys Leu Met Ala Met Gin Arg Pro Gly Pro Tyr 
195 200 205 210 

gat agg ccg ggg get ggc aga ggg tat aat age att ggc aga gga get 789 
Asp Arg Pro Gly Ala Gly Arg Gly Tyr Asn Ser He Gly Arg Gly Ala 

215 220 225 

ggg ttt gaa agg atg agg cgt ggt gec tat ggt gga ggg tat gga ggc 83 7 

Gly Phe Glu Arg Met Arg Arg Gly Ala Tyr Gly Gly Gly Tyr Gly Gly 

230 235 240 

tat gat gac tat ggt ggc tat aat gat gga tat ggc ttt ggg tct gat 
Tyr Asp Asp Tyr Gly Gly Tyr Asn Asp Gly Tyr Gly Phe Gly Ser Asp 

245 250 255 

aga ttt gga aga gac etc aat tac tgt ttt tea gga atg tct gat cat 933 
Arg Phe Gly Arg Asp Leu Asn Tyr Cys Phe Ser Gly Met Ser Asp His 

260 265 270 

aga tac gga gat ggt ggg tec agt ttc cag age acc aca ggg cac tgt 
Arg Tyr Gly Asp Gly Gly Ser Ser Phe Gin Ser Thr Thr Gly His Cys 
Q 275 280 285 290 

S gta cac atg agg ggg tta cct tac a 9 a 9cc act gag aat gat att tat 
Val His Met Arg Gly Leu Pro Tyr Arg Ala Thr Glu Asn Asp He Tyr 
^ 295 300 305 

H 1 rat ttc t 
W xaa Phe 



981 



1029 



1036 



<400> 756 

actcgcttac gtgagcagaa gtagttctgg tegtegtcta ccgtctcgct atagccgttt 60 
gagggaagaa ggaggaaaat tacccgctac accaaaattg cattgageca aacttgccac 120 
caagagccca acaatcacca tgatgstgag caeggaagge agggaggggt tcgtggtgaa 180 
ggtcaggggc ctaccctggt cctgctcagc cgatgaagtg atgegcttet tctctgattg 240 
caagatccaa aatggcacat caggtattcg tttcatctac accagagaag gcagaccaag 300 
tggtgaagca tttgttgaac ttgaatctga agaggamgtg aaattsgctt acgtgagcag 360 
aagtagttct ggtcgtcgtc taccgtctcg etatagcegt ttgagggaag aaggaggaaa 420 
attacceggt ategttagag ctacaccaaa attgeattga gecaaacttg ccaccaagag 480 
cccaacaatc acc atg atg ctg age acg gaa ggc agg gag ggg ttc gtg 52 9 

Met Met Leu Ser Thr Glu Gly Arg Glu Gly Phe Val 

15 10 
gtg aag gtc agg ggc eta ccc tgg tec tgc tea gec gat gaa gtg atg 577 
Val Lys Val Arg Gly Leu Pro Trp Ser Cys Ser Ala Asp Glu Val Met 

15 20 25 

cgc ttc ttc tct gat tgc aag ate caa aat ggc aca tea ggt att cgt 
Arg Phe Phe Ser Asp Cys Lys He Gin Asn Gly Thr Ser Gly He Arg 

30 35 40 

ttc ate tac acc aga gaa ggc aga cca agt ggt gaa gca ttt gtt gaa 673 



625 



524 



Phe He Tyr Thr Arg Glu Gly Arg Pro Ser Gly Glu Ala Phe Val Glu 
45 50 55 60 

ctt gaa tct gaa gag gaa gtg aaa ttg get ttg aag aag gac aga gaa 721 
Leu Glu Ser Glu Glu Glu Val Lys Leu Ala Leu Lys Lys Asp Arg Glu 
65 70 75 



<210> 757 
<211> 360 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 78 . .359 



<400> 757 

cytagacctg gaattsctgg gaaactgaaa cattctgtag acttacttgt ttccaactgt 60 

ategcagcaa gaagtct atg tgc ccc agg ate ctg gat tac ctg agg aag 110 
7n Met C Y S Pro Ar 9 He Leu Asp Tyr Leu Arg Lys 

%n i 5 io 

~f* aag agr rtc arg gaa raa aaa ccc acc agt caa gga aag tea agt age 158 

Lys Arg Xaa Xaa Glu Xaa Lys Pro Thr Ser Gin Gly Lys Ser Ser Ser 
4? 15 20 25 

%B aag aag gaa atg tct aaa aga gat ggc aag gag aaa aaa gac aga gga 2 06 

Lys Lys Glu Met Ser Lys Arg Asp Gly Lys Glu Lys Lys Asp Arg Gly 
C s 30 35 40 

g gtg acg agg ttt cag gaa aat gec agt gaa ggg aag gee cct gca gaa 254 
f* s Val Thr Arg Phe Gin Glu Asn Ala Ser Glu Gly Lys Ala Pro Ala Glu 
S 45 50 55 

s Jt\ 9 ac 9tc ttt aag aag ccc ctg cct cct act gtg aag aag gaa gag agt 3 02 

5 ]f As P Val ph e Lys Lys Pro Leu Pro Pro Thr Val Lys Lys Glu Glu Ser 
4* 60 65 70 75 

ncc cct cca cct aaa gtg gta aac cca ctg ate ggc ntc ttg ggt gaa 350 
Q Xaa Pro Pro Pro Lys Val Val Asn Pro Leu He Gly Xaa Leu Gly Glu 

80 85 90 

tat gga gga g 360 

Tyr Gly Gly 



<210> 758 
<211> 459 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .459 



<400> 758 

ctccccggcc eggttgeget gtagccgctg ccgcctctgc ctgggtccct tcggccgtac 60 
ctctgcgtgg gggctgcctc cccggctccc ggtgcagaca cc atg tac gga ttt 114 

Met Tyr Gly Phe 

1 



525 





gtg 


-j 4- 

aac 


cac 


gec 


ctg 


gag 


ttg 


ctg 


gtg 


ate 


cgc 


aat 


tac 


ggc 


ccc gar 




vai 


Asn 


TJ ' _ 

HIS 


Ala 


Leu 


Glu 


Leu 


Leu 


Val 


He 


Arg 


Asn 


Tyr Gly 


Pro Glu 




b 










10 










15 








20 




gtg 


tgg 


gaa 


gac 


ate 


aaa 


aaa 


gag 


gca 


cag 


tta 


gat 


gaa 


gaa 


gga cag 




vdl 


Trp 


bill 


Asp 


lie 
25 


Lys 


Lys 


Glu 


Ala 


Gin 
30 


Leu 


Asp 


Glu 


Glu 


Gly Gin 
35 




4-4-4- 


ctt 


gtc 


aga 


ata 


ata 


tat 


gat 


gac 


tec 


aaa 


act 


tat 


gat 


ttg gtt 




Phe 


Leu 


Val 


Arg 
40 


He 


He 


Tyr 


Asp 


Asp 
45 


Ser 


Lys 


Thr 


Tyr 


Asp 
50 


Leu Val 




get 


get 


gca 


age 


aaa 


gtc 


etc 


aat 


etc 


aat 


get 


gga 


gaa 


ate 


etc caa 




Ala 


a j. a 


Ala 


Ser 


Lys 


Val 


Leu 


Asn 


Leu 


Asn 


Ala 


Gly Glu 


He 


Leu Gin 








55 










60 










65 








atg 


ttt 


ggg 


aag 


atg 


ttt 


ttc 


gtc 


ttt 


tgc 


caa 


gaa 


tct 


ggt 


tat gat 




Met 


Phe 


Gly 


Lys 


Met 


Phe 


Phe 


Val 


Phe 


Cys 


Gin 


Glu 


Ser 


Gly Tyr Asp 






70 










75 










80 










aca 


ate 


ttg 


cgt 


gtc 


ctg 


ggc 


tct 


aat 


gtc 


aga 


gaa 


ttt 


eta 


cag aac 




Thr 


He 


Leu 


Arg 


Val 


Leu Gly Ser Asn Val Arg Glu Phe Leu Gin Asn 




85 










90 










95 








100 


m 


ctt 


gat 


get 


ctg 


cac 


gac 


cac 


ctt 


get 


acc 


ate 


tas 


yea 


gga 


atg cgt 


,n 


Leu 


Asp 


Ala 


Leu 


His 


Asp 


His 


Leu 


Ala 


Thr 


He 


Xaa 


Xaa 


Gly Met Arg 












105 










110 










115 


gca 
Ala 


cct 
Pro 


tec 
Ser 



























162 



210 



258 



306 



354 



402 



450 



459 



<210> 759 
<211> 709 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .708 



<400> 759 

tacacatgeg cagggttggg egggtcttet tccttctcgc ctaacgctgc caac atg 57 

Met 
1 

gtg ttc agg cgc ttc gtg gag gtt ggc egg gtg gee tat gtc tec ttt 105 
Val Phe Arg Arg Phe Val Glu Val Gly Arg Val Ala Tyr Val Ser Phe 

5 10 15 

gga cct cat gec gga aaa ttg gtc gcg att gta gat gtt att gat cag 153 
Gly Pro His Ala Gly Lys Leu Val Ala He Val Asp Val He Asp Gin 

20 25 30 

aac agg get ttg gtc gat gga cct tgc act caa gtg agg aga cag gec 2 01 

Asn Arg Ala Leu Val Asp Gly Pro Cys Thr Gin Val Arg Arg Gin Ala 

35 40 45 

atg cct ttc aag tgc atg cag etc act gat ttc ate etc aag ttt ccg 249 
Met Pro Phe Lys Cys Met Gin Leu Thr Asp Phe He Leu Lys Phe Pro 
50 55 60 65 

cac agt gec cac cag aag tat gtc cga caa gec tgg cag aag gca gac 2 97 

His Ser Ala His Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala Asp 

70 75 80 

ate aat aca aaa tgg gca gec aca cga tgg gec aag aag att gaa gec 345 



526 



He Asn Thr Lys Trp Ala Ala Thr Arg Trp Ala Lys Lys He Glu Ala 

85 90 95 

aga gaa agg aaa gcc aag atg aca gat ttt gat cgt ttt aaa gtt atg 393 
Arg Glu Arg Lys Ala Lys Met Thr Asp Phe Asp Arg Phe Lys Val Met 

100 105 110 

aag gca aag aaa atg agg aac aga ata ate aag aat gaa gtt aag aag 441 
Lys Ala Lys Lys Met Arg Asn Arg He He Lys Asn Glu Val Lys Lys 

115 120 125 

ctt caa aag gca get etc ctg aaa get tct ccc aaa aaa gca cct ggt 489 
Leu Gin Lys Ala Ala Leu Leu Lys Ala Ser Pro Lys Lys Ala Pro Gly 
130 135 140 145 

act aag ggt act get get get get get get get get get get get get 537 
Thr Lys Gly Thr Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

150 155 160 

get get get aaa gtt cca gca aaa aag ate acc gcc gcg agt aaa aag 5 85 

Ala Ala Ala Lys Val Pro Ala Lys Lys He Thr Ala Ala Ser Lys Lys 

165 170 175 

get cca gcc cag aar gtt cct gcc cag aaa gcc aca ggc cag aaa gca 633 
Ala Pro Ala Gin Lys Val Pro Ala Gin Lys Ala Thr Gly Gin Lys Ala 

180 185 190 

gcg cct get cna aaa get cag aag ggt caa aaa get cca gcc cag aaa 681 

£' Ala Pr ° Ala Xaa Lys Ala Gln Lys G1 Y Gln L YS Ala Pro Ala Gin Lys 
: \ I 95 200 205 

m gca cct get cca aag gca tct ggc aam g 709 

Ala Pro Ala Pro Lys Ala Ser Gly Xaa 
*S 210 215 

J~ <210> 760 

^ <211> 360 

51 <212> DNA 

<213> Homo sapiens 



^0 



3" 



<220> 
<221> CDS 
<222> 55 . .360 



<400> 760 

tacacatgeg cagggttggg egggtcttet tccttctcgc ctaacgctgc caac atg 57 

Met 
1 

egg gtg gcc tat gtc tec ttt 105 
Arg Val Ala Tyr Val Ser Phe 
15 

att gta gat gtt att gat cag 153 
He Val Asp Val He Asp Gln 
30 

act caa gtg agg aga cag gcc 201 
Thr Gln Val Arg Arg Gln Ala 
45 

gat ttc ate etc aag ttt ccg 249 
Asp Phe He Leu Lys Phe Pro 

60 65 
caa gcc tgg cag aag gca gac 2 97 



gtg 


ttc 


agg 


cgc 


ttc 


gtg 


gag 


gtt 


ggc 


Val 


Phe 


Arg 


Arg 


Phe 


Val 


Glu 


Val 


Gly 








5 










10 


gga 


cct 


cat 


gcc 


gga 


aaa 


ttg 


gtc 


gcg 


Gly 


Pro 


His 


Ala 


Gly 


Lys 


Leu 


Val 


Ala 






20 










25 




aac 


agg 


get 


ttg 


gtc 


gat 


gga 


cct 


tgc 


Asn 


Arg 


Ala 


Leu 


Val 


Asp 


Gly 


Pro 


Cys 




35 










40 




atg 


cct 


ttc 


aag 


tgc 


atg 


cag 


etc 


act 


Met 


Pro 


Phe 


Lys 


Cys 


Met 


Gln 


Leu 


Thr 


50 










55 








cac 


agt 


gcc 


cac 


cag 


aag 


tat 


gtc 


cga 
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«» 0 



His Ser Ala His Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala Asp 

70 75 80 

ate aat aca aaa tgg gca rcc aca cgm tgg gca ctt etc cat ttc eta 345 
He Asn Thr Lys Trp Ala Xaa Thr Arg Trp Ala Leu Leu His Phe Leu 

85 90 95 

ctg gag gat tta ttt 
Leu Glu Asp Leu Phe 
100 



360 



<210> 761 
<211> 480 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .480 



■j\ <400> 761 

Si tacacatgeg cagggttggg egggtcttet tccttctcgc ctaacgctgc caac atg 57 

§=& Met 

* gtg ttc agg cgc ttc gtg gag gtt ggc egg gtg gec tat gtc tec ttt 105 
v Val Phe Arg Arg Phe Val Glu Val Gly Arg Val Ala Tyr Val Ser Phe 

5 10 15 

m gga cct cat gec gga aaa ttg gtc gcg att gta gat gtt att gat cag 153 

Gly Pro His Ala Gly Lys Leu Val Ala He Val Asp Val lie Asd Gin 
O 20 25 30 

fy aac agg get ttg gtc gat gga cct tgc act caa gtg agg aga cag gec 201 
m Asn Arg Ala Leu Val Asp Gly Pro Cys Thr Gin Val Arg Arg Gin Ala 
"f 35 40 45 

JJJ atg cct ttc aag tgc atg cag etc act gat ttc ate etc aag ttt ccg 249 
*- Met Pro Phe Lys Cys Met Gin Leu Thr Asp Phe He Leu Lys Phe Pro 
U 50 55 60 65 

cac agt gee cac cag aag tat gtc cga caa gee tgg cag aag gca gac 297 
His Ser Ala His Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala Asp 

70 75 80 

ate aat aca aaa tgg gca gec aca cga tgg gec aag aag att gaa gee 345 
He Asn Thr Lys Trp Ala Ala Thr Arg Trp Ala Lys Lys He Glu Ala 

85 90 95 

aga gaa agg aaa gec aag atg aca gat ttt gat cgt ttt aaa gtt atg 393 
Arg Glu Arg Lys Ala Lys Met Thr Asp Phe Asp Arg Phe Lys Val Met 

iOO 105 110 

aag gca aag aaa atg agg aac aga ata ate aag aat gaa gtt aag aag 441 
Lys Ala Lys Lys Met Arg Asn Arg He He Lys Asn Glu Val Lys Lys 

115 120 125 

ctt caa aag gca get ctg gaa ata aga tta ttc ctt ttt 480 
Leu Gin Lys Ala Ala Leu Glu He Arg Leu Phe Leu Phe 
130 135 140 

<210> 762 
<211> 730 
<212> DNA 



528 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55. .729 



<400> 762 

tacacatgcg cagggttggg cgggtcttct tccttctcgc ctaacgctgc caac atg 57 



Met 
1 



201 



gtg ttc agg cgc ttc gtg gag gtt ggc egg gtg gcc tat gtc tec ttt 105 

Val Phe Arg Arg Phe Val Glu Val Gly Arg Val Ala Tyr Val Ser Phe 
5 10 15 

gga cct cat gcc gga aaa ttg gtc gcg att gta gat gtt att gat cag 153 

Gly Pro His Ala Gly Lys Leu Val Ala He Val Asp Val He Asp Gin 
20 25 30 

aac agg get ttg gtc gat gga cct tgc act caa gtg agg aga cag gcc 
O Asn Arg Ala Leu Val As P Pro Cys Thr Gin Val Arg Arg Gin Ala 

35 40 45 

m atg cct ttc aag tgc atg cag etc act gat ttc ate etc aag ttt ccg 249 
y.' Met Pro Phe h Y s Met Gin Leu Thr Asp Phe He Leu Lys Phe Pro 
i't 50 55 60 S5 

* cac agt gcc cac cag aag tat gtc cga caa gcc tgg cag aag gca gac 2 97 

His Ser Ala His Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala Asp 
m 70 75 80 

yj ate aat aca aaa tgg gca gcc aca cga tgg gcc aag aag att gaa gcc 345 

He Asn Thr Lys Trp Ala Ala Thr Arg Trp Ala Lys Lys He Glu Ala 
O 85 90 95 

jy aga gaa agg aaa gcc aag atg aca gat ttt gat cgt ttt aaa gtt atg 393 
Arg Glu Arg Lys Ala Lys Met Thr Asp Phe Asp Arg Phe Lys Val Met 

100 105 HO 

aag gca aag aaa atg agg aac aga ata ate aag aat gaa gtt aag aag 441 
Lys Ala Lys Lys Met Arg Asn Arg He He Lys Asn Glu Val Lys Lys 

115 120 125 

ctt caa aag gca get etc ctg aaa get tct ccc aaa aaa gca cct ggt 489 
Leu Gin Lys Ala Ala Leu Leu Lys Ala Ser Pro Lys Lys Ala Pro Gly 
130 135 140 I45 

act aag ggt act get get get get get get get get get get get get 537 
Thr Lys Gly Thr Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

I 50 155 160 

get get get get get get get get get get aaa gtt cca gca aaa aag 585 
Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Lys Val Pro Ala Lys Lys 

165 170 175 

ate ace gcc gcg agt aaa aag get cca gcc cag aar gtt cct gcc cag 633 
He Thr Ala Ala Ser Lys Lys Ala Pro Ala Gin Lys Val Pro Ala Gin 

180 185 190 

aaa gcc aca ggc cag aaa gca gcg cct get cna aaa get cag aag ggt 
Lys Ala Thr Gly Gin Lys Ala Ala Pro Ala Xaa Lys Ala Gin Lys Gly 

I 95 200 205 

caa aaa get cca gcc cag aaa gca cct get cca aag gca tct ggc aam g 730 
Gin Lys Ala Pro Ala Gin Lys Ala Pro Ala Pro Lys Ala Ser Gly Xaa 
210 215 



681 



220 225 
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* # 



<210> 763 
<211> 820 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 166. .819 



<400> 763 

tacacatgcg cagggttggg cgggtcttct tccttctcgc ctaacgctgc caacatggtg 60 
agtcttactg ttgcgggctc cggggccgtc gaccatgccg ctcgacctcc acctccgctg 120 
ggaagctgag gcgccgaacg gctcccagag ggtcccggga agcgc atg gtg ttc agg 177 

Met Val Phe Arg 
1 

cgc ttc gtg gag gtt ggc egg gtg gcc tat gtc tec ttt gga cct cat 225 
Arg Phe Val Glu Val Gly Arg Val Ala Tyr Val Ser Phe Gly Pro His 
5 10 15 20 

gcc gga aaa ttg gtc gcg att gta gat gtt att gat cag aac agg get 273 
Ala Gly Lys Leu Val Ala lie Val Asp Val lie Asp Gin Asn Arg Ala 

25 30 35 

ttg gtc gat gga cct tgc act caa gtg agg aga cag gcc atg cct ttc 321 
W Leu Val Asp Gly Pro Cys Thr Gin Val Arg Arg Gin Ala Met Pro Phe 
%0 40 45 50 

m aa 9 tgc atg cag etc act gat ttc ate etc aag ttt ccg cac agt gcc 369 
■j\ Lys Cys Met Gin Leu Thr Asp Phe lie Leu Lys Phe Pro His Ser Ala 
7* 55 60 65 

cas cag aag tat gtc cga caa gcc tgg cag aag gca gac ate aat aca 417 
p Xaa Gin Lys Tyr Val Arg Gin Ala Trp Gin Lys Ala Asp lie Asn Thr 
Jjj 70 75 80 

hU aaa tgg gca gcc aca cga tgg gcc aag aag att gaa gcc aga gaa agg 465 
=5 Lys Trp Ala Ala Thr Arg Trp Ala Lys Lys lie Glu Ala Arg Glu Arg 
O 85 90 95 100 

Q aaa gcc aag atg mnk gat ttt gat cgt ttt aaa gtt atg aag gca aag 513 
Lys Ala Lys Met Xaa Asp Phe Asp Arg Phe Lys Val Met Lys Ala Lys 

105 110 115 

aaa atg agg aac aga ata ate aag aat gaa gtt aag aag ctt caa aag 561 
Lys Met Arg Asn Arg lie lie Lys Asn Glu Val Lys Lys Leu Gin Lys 

120 125 130 

gca get etc ctg aaa get tct ccc aaa aaa gca cct ggt act aag ggt 609 
Ala Ala Leu Leu Lys Ala Ser Pro Lys Lys Ala Pro Gly Thr Lys Gly 

135 140 145 

act get get get get get get get get get get get get get get get 657 
Thr Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala Ala 

150 155 160 

aaa gtt cca gca aaa aag ate acc gcc gcg agt aaa aag get cca gcc 705 
Lys Val Pro Ala Lys Lys lie Thr Ala Ala Ser Lys Lys Ala Pro Ala 
165 170 175 180 

cag aar gtt cct gcc cag aaa gcc aca ggc cag aaa gca gcg cct get 753 
Gin Lys Val Pro Ala Gin Lys Ala Thr Gly Gin Lys Ala Ala Pro Ala 

185 190 195 

cna aaa get cag aag ggt caa aaa get cca gcc cag aaa gca cct get 801 
Xaa Lys Ala Gin Lys Gly Gin Lys Ala Pro Ala Gin Lys Ala Pro Ala 



530 



200 



cca aag gca tct ggc aam g 
Pro Lys Ala Ser Gly Xaa 
215 



205 



210 



820 



<210> 764 
<211> 450 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .449 



<400> 764 

cctaaaaagc agacgccgcg ccgcgctgcg acgctgtagt ggcttcgtct tcggtttttc 60 
tcttccttcg ctaacgcctc ccggctctcg tcagcctccc gccggccgtc tccttaacac 120 
cgaacacc atg cct tea att aag ttg cag agt tct gat gga gag ata ttt 170 
% Met Pro Ser He Lys Leu Gin Ser Ser Asp Gly Glu He Phe 

fj gaa gtt gat gtg gaa att gec aaa caa tct gtg act att aag acc atg 218 

Glu Val Asp Val Glu He Ala Lys Gin Ser Val Thr He Lys Thr Met 
^ 15 20 25 30 

*5 ttg gaa gat ttg gga atg gat gat gaa gga gat gat gac cca gtt cct 266 

i£S Leu Glu Asp Leu Gly Met Asp Asp Glu Gly Asp Asp Asp Pro Val Pro 
=|j 35 40 45 

a cta cca aa t gtg aat gca gca ata tta aaa aag gtc att cag tgg tgc 314 

p. Leu Pro Asn Val Asn Ala Ala He Leu Lys Lys Val He Gin Trp Cys 
5?J 50 55 60 

acc cac cac aag gat gac cct cct cct cct gaa gat gat gag aac aaa 362 

jjjj Thr His His Lys Asp Asp Pro Pro Pro Pro Glu Asp Asp Glu Asn Lys 
65 70 75 

gaa aag cga aca gat gat ate cct gtt tgg gac caa gaa ttc ctg aaa 410 

Glu Lys Arg Thr Asp Asp He Pro Val Trp Asp Gin Glu Phe Leu Lys 

80 85 90 

gtt gac caa gga cac ttt ttg aac tea ttc tgg ctg caa a 450 

Val Asp Gin Gly His Phe Leu Asn Ser Phe Trp Leu Gin 
95 100 105 



<210> 765 
<211> 518 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 198 . .518 



<400> 765 

ggttcggcca cgtcaaatcc attttctaaa aaagcaggga gcagagctct ctcttcgccg 60 

ccgacgcaga aaggagctgg ggaggaaaaa gctgctgcct tttgcgctgg agattcgtgg 12 0 

gcaaggcttc tcattttccc aggctgette ccctcccggg tgaggagcgt cctgagacta 180 



531 



* # 



aggaaagagc 



gag gat gat 
Glu Asp Asp 



ctt 
Leu 

aga 
Arg 

ttt 

Phe 

60 

aag 

Lys 



agt gac 
Ser Asp 

30 
agt ggt 
Ser Gly 
45 

gag aaa 
Glu Lys 

cac etc 
His Leu 



ate tac ttc 
lie Tyr Phe 



ctggaaa atg gag cag acc tgg acg aga gat tat ttt gca 230 
Met Glu Gin Thr Trp Thr Arg Asp Tyr Phe Ala 
15 10 
9gg gag atg gta ccc aga acg agt cac aca gca get ttt 278 
Gly Glu Met Val Pro Arg Thr Ser His Thr Ala Ala Phe 
15 20 25 

act aaa gat cga ggc cct cca gtg cag tea cag ate tgg 326 
Thr Lys Asp Arg Gly Pro Pro Val Gin Ser Gin He Trp 

35 40 
gaa aag gtc ccg ttt gtg cag aca tat tec ttg aga gca 374 
Glu Lys Val Pro Phe Val Gin Thr Tyr Ser Leu Arg Ala 

50 55 
ccc cct cag gta cag acc cag get ctt cga gac ttt gag 422 
Pro Pro Gin Val Gin Thr Gin Ala Leu Arg Asp Phe Glu 

65 70 75 

aat gac ctg aag aag gag aac ttc age etc aag ctg cgc 470 
Asn Asp Leu Lys Lys Glu Asn Phe Ser Leu Lys Leu Arg 

80 85 90 

ctg gag gag cgc atg caa cag aag tat gag gee age egg 518 
Leu Glu Glu Arg Met Gin Gin Lys Tyr Glu Ala Ser Arg 
95 100 105 



<210> 766 
<211> 470 
<212> DNA 
<213> Homo sapiens 



ru 



<220> 
<221> CDS 
<222> 166. 



.468 



Q 



<400> 766 

gggtcacget aacgccgcgg tttcctccgc tcgattggtt 
tctccatgtc ctgttgtggg gcttttacag cctttggatt 
ettgeaatem agtymcataa gtataataaa gaaatattgg 



caa 


gat 


tta 


cca 


Gin 


Asp 


Leu 


Pro 


5 








gga 


gag 


caa 


act 


Gly 


Glu 


Gin 


Thr 


aag 


cct 


gaa 


aca 


Lys 


Pro 


Glu 


Thr 








40 


att 


atg 


aca 


tgc 


He 


Met 


Thr 


Cys 






55 




tea 


caa 


atg 


tat 


Ser 


Gin 


Met 


Tyr 




70 






gtt 


teg 


gaa 


act 



25 



caa cca gtg 
Gin Pro Val 
10 

agt caa gta 
Ser Gin Val 

age ctt get 
Ser Leu Ala 

gat tac ate 
Asp Tyr He 
60 

gca aaa cct 
Ala Lys Pro 
75 

tac cct gga 



aaa aaa 
Lys Lys 



age 
Ser 

tea 

Ser 

45 

cct 

Pro 



aat 

Asn 

30 

aac 

Asn 

cgc 
Arg 



gee 

Ala 

15 

cca 

Pro 

ctt 
Leu 

tea 
Ser 



tat gca cat 
Tyr Ala His 

cag act caa 



ctactgtggg tctggactga 
gtgaaaactg ctgagagaga 
tcctc atg gaa gaa gag 

Met Glu Glu Glu 

1 

aag atg cag gaa tea 
Lys Met Gin Glu Ser 
20 

gat gtc agt gat cag 
Asp Val Ser Asp Gin 
35 

ccc atg tea gag gaa 
Pro Met Ser Glu Glu 
50 

tec aat gat tat acc 
Ser Asn Asp Tyr Thr 
65 

att etc tea gtt cct 
He Leu Ser Val Pro 
80 

tac cag aca eta cag 



60 
120 
177 



225 



273 



321 



369 



417 



465 



532 



0 



Val Ser Glu Thr Ala Tyr Pro Gly Gin Thr Gin Tyr Gin Thr Leu Gin 

85 90 95 100 

cag ac 470 

Gin 



<210> 767 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 83 . .379 



<400> 767 

asaggagcag gaactggaac cctggccgag tccgaaaaaa gccagatctg gaaggtggct 60 
gcggaacggt tttaagcgga ag atg gag gag ccg gag gaa ccg gcg gac agt 112 

Met Glu Glu Pro Glu Glu Pro Ala Asp Ser 
15 10 
ggg cag teg ctg gtc ccg gtt tat ate tat agt ccc gag tat gtc agt 160 
r 5 ; Gly Gin Ser Leu Val Pro Val Tyr lie Tyr Ser Pro Glu Tyr Val Ser 
^ 15 20 25 

Us atg tgt gac tec ctg gee aag ate ccc aaa egg gee agt atg gtg cat 208 
*Q Met Cys Asp Ser Leu Ala Lys lie Pro Lys Arg Ala Ser Met Val His 
*B 30 35 40 

hQ tct ttg att gaa gca tat gca ctg cat aag car atg agg ata gtt aag 2 56 

s Ser Leu lie Glu Ala Tyr Ala Leu His Lys Gin Met Arg lie Val Lys 

g 45 50 55 

cct aaa gtg gee tec atg gag gag atg gee ace ttc cac act gat get 304 
Pro Lys Val Ala Ser Met Glu Glu Met Ala Thr Phe His Thr Asp Ala 

60 65 70 

tat ctg cag cat etc cag aag gtc age caa gag ggc gat gat gat cat 352 
Tyr Leu Gin His Leu Gin Lys Val Ser Gin Glu Gly Asp Asp Asp His 
75 80 85 90 

ccg gac tec ata gaa tat ggg eta ggt ta 381 
Pro Asp Ser lie Glu Tyr Gly Leu Gly 
95 



IU 



<210> 768 
<211> 454 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 262 . .453 



<400> 768 

gatggctgea taccewgaag ggacagcagc tgggcagtcc gagtgggctt gggtaaatac 60 

aagtattggt gcacttaggg tgeggtatte cgtgtgtgca cgtctggtgg gggctttata 12 0 

aagtgttttc gaggtgagct gctggggaaa agggaaaegg gagccctgca aatggagcga 180 

eggggaggaa gagegagggt ccagagccaa acccgtcact gaccccccag cccaggcgcc 24 0 



533 



* # 



cagccactcc ccaccgctac c 



ctg gag gag atg cag cga 
Leu Glu Glu Met Gin Arg 
15 

gaa age acc cgt cgt atg 
Glu Ser Thr Arg Arg Met 
30 

ggt ate agg act ttg gtt 
Gly He Arg Thr Leu Val 
45 

cgc att gag gaa ggg atg 
Arg He Glu Glu Gly Met 
60 



atg gec gaa gac gca gac 
Met Ala Glu Asp Ala Asp 
1 5 
agg get gac cag ttg get 
Arg Ala Asp Gin Leu Ala 
20 

ctg caa ctg gtt gaa gag 
Leu Gin Leu Val Glu Glu 
35 

atg ttg gat gaa caa gga 
Met Leu Asp Glu Gin Gly 
50 

9 



atg cgc aat gag 2 91 

Met Arg Asn Glu 
10 

gat gag teg ctg 339 
Asp Glu Ser Leu 
25 

agt aaa gat get 387 
Ser Lys Asp Ala 
40 

gaa caa ctg gaa 435 

Glu Gin Leu Glu 

55 

454 





<210> 


769 




<211> 


249 


1*1 


<212> 


DNA 


<213> 
<220> 


Homo 


<221> 


CDS 




<222> 


29. . 


?% 

■^as? 






:f% 


<400> 


769 



sapiens 



actttttttt tccaagcggc tgccgaag atg gcg gag gtg cag gtc ctg gtg 52 



Met Ala Glu Val Gin Val Leu Val 
1 5 



r=a : 


ctt 


gat 


ggt 


cga 


ggc 


cat 


etc 


ctg ggc 


cgc 


ctg 


gcg 


gee 


ate 


gtg get 


100 


s he 


Leu 


Asp 


Gly Arg 


Gly His 


Leu 


Leu Gly Arg Leu 


Ala 


Ala 


He 


Val Ala 




4= 




10 










15 








20 












aaa 


cag 


gta 


ctg 


ctg 


ggc 


egg 


aag gtg 


gtg 


gtc 


gta 


cgc 


tgt 


gaa ggc 


148 




Lys 


Gin 


Val 


Leu 


Leu 


Gly Arg Lys Val 


Val 


Val 


Val 


Arg 


Cys 


Glu Gly 






25 










30 








35 








40 






ate 


ate 


etc 


cgc 


aag 


egg 


atg 


aac acc 


aac 


cct 


tec 


cga 


ggc 


ccc tac 


196 




He 


He 


Leu 


Arg 


Lys 

45 


Arg 


Met 


Asn Thr 


Asn 
50 


Pro 


Ser 


Arg 


Gly 


Pro Tyr 
55 






cac 


ttc 


egg 


gee 


ccc 


age 


cgc 


ate ttc 


tgg 


egg 


acc 


gtg 


cga 


ggt atg 


244 




His 


Phe 


Arg 


Ala 


Pro 


Ser 


Arg 


He Phe 


Trp 


Arg 


Thr 


Val 


Arg Gly Met 





60 65 70 



ctg cc 
Leu 



<210> 770 
<211> 406 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20. .406 



534 



<400> 770 

agcggtgggc tgagctaaa atg get gag gag aga gtc gcg acg wga act caa 52 

Met Ala Glu Glu Arg Val Ala Thr Xaa Thr Gin 
1 5 10 

ttt cct gta tct act gag tct caa aaa ccc egg cag aaa aaa get cca 100 
Phe Pro Val Ser Thr Glu Ser Gin Lys Pro Arg Gin Lys Lys Ala Pro 

15 20 25 

gag ttt cct att ttg gag aag cag aac tgg ttg rtt cat ctt cat tat 148 
Glu Phe Pro He Leu Glu Lys Gin Asn Trp Leu Xaa His Leu His Tyr 

30 35 40 

ate egg aaa gat tat gaa gee tgc aag get gtt ate aaa gaa cag ctt 196 
He Arg Lys Asp Tyr Glu Ala Cys Lys Ala Val He Lys Glu Gin Leu 

45 50 55 

caa gag act cag gga ttg tgt gaa tat get ate tat gtc caa gca ttg ' 244 
Gin Glu Thr Gin Gly Leu Cys Glu Tyr Ala He Tyr Val Gin Ala Leu 
60 65 70 75 

ata ttt cgc eta gaa gga aat ate caa gaa tec eta gaa etc ttc cag 292 
He Phe Arg Leu Glu Gly Asn He Gin Glu Ser Leu Glu Leu Phe Gin 

80 85 90 

aca tgt gca gtt ctt agt cct cag agt get gat aac etc aag cag gtg 340 
Thr Cys Ala Val Leu Ser Pro Gin Ser Ala Asp Asn Leu Lys Gin Val 
: . 95 100 105 

gec aga tct tta ttt ctt ttg gga aaa cat aaa get gee att gaa gta 388 
~j Ala Arg Ser Leu Phe Leu Leu Gly Lys His Lys Ala Ala He Glu Val 
£ 110 115 120 

Jj tat aat gaa gca get aaa 406 

Tyr Asn Glu Ala Ala Lys 
^ 125 
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<212> 


276 
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<220> 






<221> 


CDS 




<222> 


86. .: 



<400> 771 

attttttttg ccgcaagtta ttggcaagtt cccctgcagt tgtttgggct gtccctgtgg 60 
ctggttctgg ggtgtgcggc cagee atg gag cgc tct ggg ccc age gaa gtg 112 

Met Glu Arg Ser Gly Pro Ser Glu Val 
1 5 
aca ggc tea gac gcg teg gga ccg gac ccg cag ctt gcg gtc ace atg 
Thr Gly Ser Asp Ala Ser Gly Pro Asp Pro Gin Leu Ala Val Thr Met 
10 15 20 25 

ggc ttc acg ggg ttc ggt aaa aaa get cgc aca ttt gac ttg gaa gca 
Gly Phe Thr Gly Phe Gly Lys Lys Ala Arg Thr Phe Asp Leu Glu Ala 

30 35 40 

atg ttt gaa caa act cga agg aca get gtg gaa aga agt cgc aaa aca 256 
Met Phe Glu Gin Thr Arg Arg Thr Ala Val Glu Arg Ser Arg Lys Thr 
45 50 55 



160 



208 



535 



ctg gaa gca aga gaa aaa ga 
Leu Glu Ala Arg Glu Lys 
60 

<210> 772 
<211> 463 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 242 . .463 



m 



<400> 772 

agggccctct ttgtggctgc agttggcaag atggcgccgg tgggggtggc agaagaagct 60 

gctgctaggt cccaacgggc ccgcggtggc ggccgccggc gacctgacca gtgaggagga 12 0 

ggaaggccag agcctatggt cctccattct gagcgaagtg tccacccgcg ccaggtccaa 180 

g gctgccgtcc ggcaagaaca tcctggtctt cggtgaagat ggttctggta aaacaaccct 240 

0 c atg act aaa eta caa gga get gag cat ggc aaa aaa gga aga ggc eta 2 89 

~ Met Thr Lys Leu Gin Gly Ala Glu His Gly Lys Lys Gly Arg Gly Leu 

2 1 5 10 15 

^ gaa tat etc tac etc agt gtc cat gat gag gac cga gat gat cac acg 337 

^ Glu Tyr Leu Tyr Leu Ser Val His Asp Glu Asp Arg Asp Asp His Thr 
Z 20 25 30 

0 cgc tgc aac gtg tgg att ctg gat gga gac ttg tac cac aaa ggc ctg 385 
Q Arg Cys Asn Val Trp lie Leu Asp Gly Asp Leu Tyr His Lys Gly Leu 

35 40 45 

2 ctg aaa ttt gca gtt tct get gaa tec ttg cca gag acc etc gtc att 433 
y Leu Lys Phe Ala Val Ser Ala Glu Ser Leu Pro Glu Thr Leu Val He 
50 55 60 

ttt gtt gca gac atg tct aga cct tgg act 463 
Phe Val Ala Asp Met Ser Arg Pro Trp Thr 
65 70 

<210> 773 
<211> 295 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 98 . .295 



<400> 773 

agccacaaac ggatgtgagg tgaggcagga gcggcgacct ttgaaggaaa aaaggaagtg 
tttggacgac agegageggg agaagegggg tcaagaa atg gaa gat aaa gtg act 

Met Glu Asp Lys Val Thr 
1 5 
agt cca gag aaa gca gaa gaa gca aaa tta aaa gca aga tat cct cat 
Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu Lys Ala Arg Tyr Pro His 

10 15 20 

ctg gga caa aag cct gga ggt tea gat ttc tta agg aaa egg ttg cag 



536 



Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe Leu Arg Lys Arg Leu Gin 

25 30 35 

aaa ggg caa aaa tat ttt gat tct ggg gat tac aac atg get aaa gca 259 

Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp Tyr Asn Met Ala Lys Ala 

40 45 50 

aaa atg aag aac aag caa ctt cct act gca get ccg 295 

Lys Met Lys Asn Lys Gin Leu Pro Thr Ala Ala Pro 

55 60 65 



<210> 774 

<211> 350 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 105. .350 



<400> 774 

agccacaaac ggatgtgagg tgaggcagga gcggcgacct ttgaaggaaa aaaggaagtg 60 
tttggacgac agegageggg agaagegggg tcaaagggag cact atg tct gcg gaa 116 

Met Ser Ala Glu 
1 

gtc ccc gag gca gec tec gcg gag gag cag aag gaa atg gaa gat aaa 164 
*g Val Pro Glu Ala Ala Ser Ala Glu Glu Gin Lys Glu Met Glu Asp Lys 
bQ 5 10 15 20 

s gtg act agt cca gag aaa gca gaa gaa gca aaa tta aaa gca aga tat 212 

m Val Thr Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu Lys Ala Arg Tyr 

m 25 30 35 

cct cat ctg gga caa aag cct gga ggt tea gat ttc tta agg aaa egg 260 

"=*f Pro His Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe Leu Arg Lys Arg 

£ 40 45 50 

U ttg cag aaa ggg caa aaa tat ttt gat tct ggg gat tac aac atg get 308 
p Leu Gin Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp Tyr Asn Met Ala 
55 60 65 

aaa gca aaa atg aag aac aag caa ctt cct act gca get ccg 350 
Lys Ala Lys Met Lys Asn Lys Gin Leu Pro Thr Ala Ala Pro 
70 75 80 



<210> 775 

<211> 407 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105 . .407 



<400> 775 

agccacaaac ggatgtgagg tgaggcagga gcggcgacct ttgaaggaaa aaaggaagtg 60 
tttggacgac agegageggg agaagegggg tcaaagggag cact atg tct gcg gaa 116 

Met Ser Ala Glu 



537 



1 

gtc ccc gag gca gcc tec gcg gag gag cag aag agt gaa cac aac atg 164 

Val Pro Glu Ala Ala Ser Ala Glu Glu Gin Lys Ser Glu His Asn Met 

5 10 15 20 

etc cct tgg tct ctg caa cca teg att cct aac age eta gag gaa atg 212 

Leu Pro Trp Ser Leu Gin Pro Ser He Pro Asn Ser Leu Glu Glu Met 

25 30 35 

gaa gat aaa gtg act agt cca gag aaa gca gaa gaa gca aaa tta aaa 260 
Glu Asp Lys Val Thr Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu Lys 

40 45 50 

gca aga tat cct cat ctg gga caa aag cct gga ggt tea gat ttc tta 3 08 

Ala Arg Tyr Pro His Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe Leu 

55 60 65 

agg aaa egg ttg cag aaa ggg caa aaa tat ttt gat tct ggg gat tac 356 
Arg Lys Arg Leu Gin Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp Tyr 

70 75 80 

aac atg get aaa gca aaa atg aag aac aag caa ctt cct act gca get 4 04 

Asn Met Ala Lys Ala Lys Met Lys Asn Lys Gin Leu Pro Thr Ala Ala 

O 85 90 95 100 

n ccg 

& 407 



Pro 

<210> 776 
<211> 341 
<212> DNA 
<213> Homo sapiens 



<220> 
^ <221> CDS 

^ <222> 96. .341 

It* 



209 



<400> 776 

gggccckkgg agagctggga egggeggegg ccgggtggcc tcggccaccc ketaattgea 60 
tcttttcccg gcgtctcgtc tgcagaggga gcact atg tct gcg gaa gtc ccc 113 

Met Ser Ala Glu Val Pro 
1 5 

gag gca gcc tec gcg gag gag cag aag gaa atg gaa gat aaa gtg act 161 
Glu Ala Ala Ser Ala Glu Glu Gin Lys Glu Met Glu Asp Lys Val Thr 

10 15 20 

agt cca gag aaa gca gaa gaa gca aaa tta aaa gca aga tat cct cat 
Ser Pro Glu Lys Ala Glu Glu Ala Lys Leu Lys Ala Arg Tyr Pro His 

25 30 35 

ctg gga caa aag cct gga ggt tea gat ttc tta agg aaa egg ttg cag 257 
Leu Gly Gin Lys Pro Gly Gly Ser Asp Phe Leu Arg Lys Arg Leu Gin 

40 45 50 

aaa ggg caa aaa tat ttt gat tct ggg gat tac aac atg get aaa gca 3 05 

Lys Gly Gin Lys Tyr Phe Asp Ser Gly Asp Tyr Asn Met Ala Lys Ala 
55 60 65 70 

aaa atg aag aac aag caa ctt cct act gca get ccg 341 
Lys Met Lys Asn Lys Gin Leu Pro Thr Ala Ala Pro 
75 80 



<210> 777 



538 



<211> 520 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 365. .520 



ru 


<210> 


778 




<211> 


549 




<212> 


DNA 




<213> 


Homo 
















<220> 






<221> 


CDS 




<222> 


256. 



<400> 777 

aaccagactg cgagcggaga agcggagttt gcagcctcgg aattggctag agcgccagag 60 
ccgagtcagc cataaagcta cgcgctaggc tcttggccct gacgtgaggc gcgcagagat 120 
ggcknanngg aatagttttc aacgtctatt tcattccctg cttcagagga cctctttaat 180 
ctttgatttt ggtccctgtt tctaagaaaa gcaactgaaa aggtcgtaat accgcccctg 240 
agaaaaaagg agcagcgcta aataatcgag aaaatgcctc ctcttgaaac ggatatagag 300 
atggaaacaa gatataagaa ggattgagaa tcatataata caggagctta aacacctatg 360 
cgcg atg ata aag agg gta eta tta gag cgc ttg gaa aat acc agg aag 409 
Met He Lys Arg Val Leu Leu Glu Arg Leu Glu Asn Thr Arg Lys 
1 5 10 15 

ttg aga gag tta aca gaa ggg cgc acg ctg gat tgg cca caa aat cga 457 
U1 Leu Ar 9 Glu Leu T hr Glu Gly Arg Thr Leu Asp Trp Pro Gin Asn Arg 
H 20 25 30 

y att act gaa gta agt gca aaa cga caa att gtc aca gaa tac aga gaa 
^ He Thr Glu Val Ser Ala Lys Arg Gin He Val Thr Glu Tyr Arg Glu 
~M 35 40 45 

^ aag ggg aaa aga aat 
%} Lys Gly Lys Arg Asn 
s 50 



505 



520 



<400> 778 

agccgcccct ccccccagct agtgagtgcg cgaacgagaa aggaggaggg cgctccaggc 60 
gacagcactg cagacgccat tatcctctgt ttctctgctg caccgacctc gaegtcttge 120 
ctgtgtccca cttgttcgcg gectatagge tactgeagea ctggggtgtc agttgttggt 180 
ccgacccaga aegcttcagt tctgctctgc aaggatatat aataactgat tggtgtgccc 240 
gtttaataaa agaat atg gaa act gaa cag cca gaa gaa acc ttc cct aac 2 91 
Met Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn 
1 5 10 

act gaa acc aat ggt gaa ttt ggt aaa cgc cct gca gaa gat atg gaa 339 
Thr Glu Thr Asn Gly Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu 

15 20 25 

gag gaa caa gca ttt aaa aga tct aga aac act gat gag atg gtt gaa 387 
Glu Glu Gin Ala Phe Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu 

30 35 40 

tta cgc att ctg ctt cag age aag aat get ggg gca gtg att gga aaa 435 



539 



Leu Arg He Leu Leu Gin Ser Lys Asn Ala Gly Ala Val He Gly Lys 

45 50 55 60 

gga ggc aag aat att aag get etc cgt aca gac tac aat gec agt gtt 483 

Gly Gly Lys Asn He Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val 

65 70 75 

tea gtc cca gac age agt ggc ccc gag cgc ata ttg agt ate agt get 531 
Ser Val Pro Asp Ser Ser Gly Pro Glu Arg He Leu Ser He Ser Ala 

80 85 90 

gat att gaa aca att gga 549 
Asp He Glu Thr He Gly 
95 

<210> 779 
<211> 484 
<212> DNA 
<213> Homo sapiens 

<220> 
f% <221> CDS 
'% <222> 177. .482 



yl 



<400> 779 

gcgctcgttt tctgtctagc tccgaccggc tgaggcggcg eggcagegga gggacggcag 60 
tctcgcgcgg ctactgcagc actggggtgt cagttgttgg tccgacccag aacgettcag 120 
ttctgctctg caaggatata taataactga ttggtgtgcc cgtttaataa aagaat atg 179 

Met 
1 

gaa act gaa cag cca gaa gaa acc ttc cct aac act gaa acc aat ggt 227 
Glu Thr Glu Gin Pro Glu Glu Thr Phe Pro Asn Thr Glu Thr Asn Gly 

5 10 15 

gaa ttt ggt aaa cgc cct gca gaa gat atg gaa gag gaa caa gca ttt 275 
Glu Phe Gly Lys Arg Pro Ala Glu Asp Met Glu Glu Glu Gin Ala Phe 

20 25 30 

aaa aga tct aga aac act gat gag atg gtt gaa tta cgc att ctg ctt 323 
Lys Arg Ser Arg Asn Thr Asp Glu Met Val Glu Leu Arg He Leu Leu 

35 40 45 

cag age aag aat get ggg gca gtg att gga aaa gga ggc aag aat att 371 
Gin Ser Lys Asn Ala Gly Ala Val He Gly Lys Gly Gly Lys Asn He 
50 55 60 65 

aag get etc cgt aca gac tac aat gee agt gtt tea gtc cag aca gca 419 
Lys Ala Leu Arg Thr Asp Tyr Asn Ala Ser Val Ser Val Gin Thr Ala 

70 75 80 

gtg gee ccg aag cgc ata ttg agt ate agt get gat att gaa aca att 467 
Val Ala Pro Lys Arg He Leu Ser He Ser Ala Asp He Glu Thr He 

85 90 95 

gga gaa att ctg aag aa 
Gly Glu He Leu Lys 
100 

<210> 780 
<211> 457 
<212> DNA 
<213> Homo sapiens 



484 



540 



<220> 
<221> CDS 
<222> 25 . .456 



m 



m 



4= 



<400> 780 

aagatttgga ggttcaactt caac atg gcc gaa gca agt age gec aat eta 51 

Met Ala Glu Ala Ser Ser Ala Asn Leu 
1 5 

ggc age ggc tgt gag gaa aaa agg cat gag ggg teg tct teg gaa tct 99 

Gly Ser Gly Cys Glu Glu Lys Arg His Glu Gly Ser Ser Ser Glu Ser 

10 15 20 25 

gtg cca ccc ggc act ace att teg agg gtg aag etc etc gac acc atg 147 

Val Pro Pro Gly Thr Thr He Ser Arg Val Lys Leu Leu Asp Thr Met 

30 35 40 

gtg gac act ttt ctt cag aag ctg gtc gcc gcc ggc age tac cag aga 195 
Val Asp Thr Phe Leu Gin Lys Leu Val Ala Ala Gly Ser Tyr Gin Arg 

45 50 55 

ttc act gac tgc tat aag tgc ttc tac cag ttg cag cct gcg atg aca 243 
Phe Thr Asp Cys Tyr Lys Cys Phe Tyr Gin Leu Gin Pro Ala Met Thr 

60 65 70 

cag caa ate tat gac aag ttt ata get cag ttg cag aca tct ate egg 2 91 

Gin Gin He Tyr Asp Lys Phe He Ala Gin Leu Gin Thr Ser He Arg 

75 80 85 

gag gaa ate tct gac ate aaa gag gag ggg aac eta gaa get gtc ttg 339 
Glu Glu He Ser Asp He Lys Glu Glu Gly Asn Leu Glu Ala Val Leu 
90 95 100 105 

aat gcc ttg gat aaa att gtg gaa gaa ggc aaa gtc cgc aaa gag cca 3 87 

Asn Ala Leu Asp Lys He Val Glu Glu Gly Lys Val Arg Lys Glu Pro 

110 115 120 

gcc tgg cgc ccc age ggg ate cca gag aag gat ctg cac agt gtt atg 435 
Ala Trp Arg Pro Ser Gly He Pro Glu Lys Asp Leu His Ser Val Met 

125 130 135 

gca cct act tec tgc age aac g 457 
Ala Pro Thr Ser Cys Ser Asn 
14 0 



<210> 781 
<211> 533 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 344 . .532 



<400> 781 

gtaaacgaac cttaggtaca ctggtgtgtg gcctcccaag ataggcttct gagggcaagt 
cagegactga agaegggage gecagaatet gtggactcaa gagtctagaa tcaagtggaa 
aaaccggaaa aaaggecagg aacctgaata cgacctaata gctgtttccg agggggcaac 
ttccaeggag arccttctgc cctggtaacg gecaaagagg aggagatggc gecagtcagg 
gageggcegt ggcccagaca gtgaggaagc gegaaggegg agcaaccgag gaatcctccg 



541 



gagaagaatc agagccgtcg ctaccgccac taccgccacc acc atg gaa gga gca 355 

Met Glu Gly Ala 
1 

aag ccg aca ttg cag etc gtg tac cag gca gtg cag gcg ctt tac cac 403 

Lys Pro Thr Leu Gin Leu Val Tyr Gin Ala Val Gin Ala Leu Tyr His 

5 10 15 20 

gac cca gat ccc age gga aag gag cgc gec tct ttt tgg ctt ggg qaq 451 

Asp Pro Asp Pro Ser Gly Lys Glu Arg Ala Ser Phe Trp Leu Gly Glu 

25 30 35 

ctg cag cgt teg gtt cat gca tgg gag ate tea gac cag ttg tta cag 499 
Leu Gin Arg Ser Val His Ala Trp Glu lie Ser Asp Gin Leu Leu Gin 

50 



40 45 

ate egg cag gat gtg gag tea tgc tat ttt get g 

He Arg Gin Asp Val Glu Ser Cys Tyr Phe Ala 
55 60 



533 



m 



- & 



<210> 782 
<211> 330 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . . 328 



60 



160 



208 



<400> 782 

L agactccttg cggagtcgcc gectgattet aggctggtca ctactccgag cctgtgacgt bU 

q ttgeggcage aggcegtega eg atg ccc agt gaa act etc tgg gaa att gca 112 
fy Met Pro Ser Glu Thr Leu Trp Glu He Ala 

^ a „ 1 5 10 

£ r *i 2f a 99 aaa ag9 " a att aat g ^a agt gaa ggt gat gga 

Q Lys Ala Glu Val Glu Lys Arg Gly lie Asn Gly Ser Glu Gly Asp Gly 

0 S fc 9 ?* 9 f a ^ tfct 9 " " C ttc afct ggc agt aaa «t ggg 

Ala Glu lie Ala Glu Lys Phe Val Phe Phe lie Gly Ser Lys Asn Gly 

30 35 40 

gga aag act act att att eta agg tgt ctt gac aga gat gaa cca cca 256 

Gly Lys Thr Thr lie lie Leu Arg Cys Leu Asp Arg Asp Glu Pro Pro 

45 50 55 

aaa cca acc tta get ttg gaa tat aca tat gga aga aga gca aaa ggg 

Lys Pro Thr Leu Ala Leu Glu Tyr Thr Tyr Gly Arg Arg Ala Lys Gly 

60 65 70 

cac aac aca cca aaa gat ate get ca 

His Asn Thr Pro Lys Asp He Ala 

75 80 



304 



330 



<210> 783 
<211> 413 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



542 



* # 



<222> 89. .412 



<400> 783 

atgccccgcc ccctcnccag ccccagacac ggaccccgca ggagatgggt gcccccatcc 60 
gcacactgtc ctttggccac cggacatc atg cct ccc aag aag gat gtt ccc 112 

Met Pro Pro Lys Lys Asp Val Pro 

1 5 

gtg aag aaa cca gca ggg ccc tec ate tec aaa cct get get aag cca 160 
Val Lys Lys Pro Ala Gly Pro Ser He Ser Lys Pro Ala Ala Lys Pro 

10 15 20 

gca gca gca ggg get cct cca gee aag acc aaa get gag cca get gtc 208 
Ala Ala Ala Gly Ala Pro Pro Ala Lys Thr Lys Ala Glu Pro Ala Val 
25 30 35 40 

ccc cag gee cct cag aaa acc cag gag cct cca gtc gat etc tec aaa 256 
Pro Gin Ala Pro Gin Lys Thr Gin Glu Pro Pro Val Asp Leu Ser Lys 

45 50 55 

9tg gtg ate gag ttt aac aag gac cag ctg gag gag ctg aag teg egg 3 04 

Val Val He Glu Phe Asn Lys Asp Gin Leu Glu Glu Leu Lys Ser Arg 
S 60 6 5 70 

~ s cgt gtg gac ttt gag act ttc ctg ccc atg etc cag gca gtg gee aag 352 

Arg Val Asp Phe Glu Thr Phe Leu Pro Met Leu Gin Ala Val Ala Lys 
f] 75 80 85 

yj aac cga ggc caa ggc aca tat gag gac tac ttg gar ggg ttt cgt gtg 400 
*Q Asn Arg Gly Gin Gly Thr Tyr Glu Asp Tyr Leu Glu Gly Phe Arg Val 
%8 90 95 100 

=fi ttt: 9 ac aa 9 9 aa 9 413 
~~ Phe Asp Lys Glu 

L 105 



<210> 784 
<211> 229 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . . 227 



<400> 784 

gttggagttt tggcgagagt ttgtggaag atg 

Met 
1 

ttt ggt gag egg cct cca cct aaa cga 
Phe Gly Glu Arg Pro Pro Pro Lys Arg 

10 15 
aat tat tta aaa gag cga ggg gat caa 
Asn Tyr Leu Lys Glu Arg Gly Asp Gin 
25 30 
aaa gtt gca cag aag tea tat gga aat 
Lys Val Ala Gin Lys Ser Tyr Gly Asn 
45 

cct cct tgt gta tat ctt atg ggc age 



gcg cct gtt gtg aca ggg aaa 53 
Ala Pro Val Val Thr Gly Lys 
5 

ctt act agg gaa get atg cga 101 
Leu Thr Arg Glu Ala Met Arg 
20 

aca gta ctt att ctt cat gca 149 
Thr Val Leu He Leu His Ala 

35 40 
gaa aaa agg ttt ttt tgc cca 197 
Glu Lys Arg Phe Phe Cys Pro 
50 55 
gca tg 229 



543 



Pro Pro Cys Val Tyr 
60 

<210> 785 
<211> 473 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .473 



Leu Met Gly Ser Ala 
65 



~5 s 



<400> 785 

agcccctcta cctccggaag agacgagtgc ggtaacaccg ttcacagagc tagccggacg 60 
tcctccgact caagatattt gtcaaatatt ttcagaag atg get gat cct tgg cag 116 

Met Ala Asp Pro Trp Gin 
1 5 

O gaa t9C atg gat tat gca gta act cta gca a 9 a caa 9 ct 99* gag gta 164 
y3 Glu ° yS Met Asp ^ Ala Val Thr Leu Ala Ar 9 Gin Ala Gly Glu Val 
jjfs 10 15 20 

gtt tgt gaa get ata aaa aat gaa atg aat gtt atg ctg aaa agt tct 212 
Val Cys Glu Ala He Lys Asn Glu Met Asn Val Met Leu Lys Ser Ser 

25 30 35 

\y cca gtt gat ttg gta act get acg gac caa aaa gtt gaa aaa atg ctt 
J] Pro Val Asp Leu Val Thr Ala Thr Asp Gin Lys Val Glu Lys Met Leu 
£ 40 45 50 

s ate tct tec ata aag gaa aag tat cca tct cac agt ttc att ggt gaa 

q He Ser Ser He Lys Glu Lys Tyr Pro Ser His Ser Phe He Gly Glu 
11 55 60 65 70 

- gaa tct gtg gca get ggg gaa aaa agt ate tta acc gac aac ccc aca 
~ Glu Ser Val Ala Ala Gly Glu Lys Ser He Leu Thr Asp Asn Pro Thr 
£ 75 80 85 

tkn ate att gac cct att gat gga aca act aac ttt gta cat aga ttt 
3 Xaa He He Asp Pro He Asp Gly Thr Thr Asn Phe Val His Arg Phe 
90 95 100 

cct ttt gta get gtt tea att ggc ttt get gta aat aaa aag ata gaa 
Pro Phe Val Ala Val Ser He Gly Phe Ala Val Asn Lys Lys He Glu 

!05 110 115 

ttt gga gtt gtg tac agt tgt 
Phe Gly Val Val Tyr Ser Cys 
120 125 

<210> 786 
<211> 315 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .315 



260 



308 



356 



404 



452 



473 



<400> 786 



544 



* 0 



^{ <210> 787 



<211> 244 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .243 



45 



<210> 788 
<211> 392 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



162 



210 



gctgctggaa acgcagttcc ggttaggcgg ctgagtttgt ttacgttgct aacagatcta 60 
gcccctgctt tccctagttc cagttccaag atg ggg aaa tec ttc gcc aac ttc 114 

Met Gly Lys Ser Phe Ala Asn Phe 

1 5 
atg tgc aag aaa gac ttt cat cct gcc tec aaa tec aat ate aaa aaa 
Met Cys Lys Lys Asp Phe His Pro Ala Ser Lys Ser Asn lie Lys Lys 

10 15 20 

gta tgg atg gca gaa cag aaa ata tea tat gat aag aag aaa caa gaa 
Val Trp Met Ala Glu Gin Lys He Ser Tyr Asp Lys Lys Lys Gin Glu 
^ 30 35 40 

gaa ttg atg cag caa tat ctt aaa gaa caa gaa tea tat gat aat aga 258 
Glu Leu Met Gin Gin Tyr Leu Lys Glu Gin Glu Ser Tyr Asp Asn Arq 

45 50 55 

ttg ctt atg gga gat gaa cgt gta aag aat ggc ctt aat ttc atg tat 306 
Leu Leu Met Gly Asp Glu Arg Val Lys Asn Gly Leu Asn Phe Met Tyr 
60 65 70 

gaa gcc ccc 

Glu Ala Pro 315 
75 



<400> 787 

catagcgacc ccggccgggc ccgcggcgcg cgcagtgacg gacattgagg ctgg atg 57 

Met 

ctg cga tec cgc agy rms ckc age ttg cag aag cag cca cca tgc cag 
Leu Arg Ser Arg Ser Xaa Xaa Ser Leu Gin Lys Gin Pro Pro Cys Gin 

5 10 15 

tct eta agt gcc caa aaa agt egg agt ccc tgt gga agg ggt ggg acc 
Ser Leu Ser Ala Gin Lys Ser Arg Ser Pro Cys Gly Arg Gly Gly Thr 

20 25 30 

gga agg ccc aga gga acg gcc tgc gga gca ggt ata cgc tgt gaa tgg 201 
Gly Arg Pro Arg Gly Thr Ala Cys Gly Ala Gly lie Arg Cys Glu Trp 



105 



153 



35 40 
cga eta eta tgt ggg cga gtg gaa gga caa cgt gaa aca egg g 2 44 
Arg Leu Leu Cys Gly Arg Val Glu Gly Gin Arg Glu Thr Arq 
50 55 60 



545 



<222> 96. .392 



<400> 788 

attgggagag tgcgggattc ctgggccgag agcgggtggc tgagccggga cctcgcgtga 60 
ttctcggaac ccgaggagaa gcggcgtccg gggct atg get gtg act ctg gac 113 

Met Ala Val Thr Leu Asp 
1 5 

aaa gac get tat tat egg cga gtg aag aga ctg tac age aat tgg egg 161 
Lys Asp Ala Tyr Tyr Arg Arg Val Lys Arg Leu Tyr Ser Asn Trp Arg 

10 15 20 

aaa gga gaa gat gag tat gee aac gtt gat gee att gtt gta tea gtg 209 
Lys Gly Glu Asp Glu Tyr Ala Asn Val Asp Ala He Val Val Ser Val 

25 30 35 

ggt gtt gat gaa gaa att gtt tat gee aaa tea act gee tta cag aca 257 
Gly Val Asp Glu Glu He Val Tyr Ala Lys Ser Thr Ala Leu Gin Thr 

40 45 50 

tgg etc ttt ggt tat gaa eta act gat act ate atg gtc ttt tgt gat 305 
*j Trp Leu Phe Gly Tyr Glu Leu Thr Asp Thr He Met Val Phe Cys Asp 
J 55 60 65 70 

gac aaa ate ate ttt atg gee age aag aaa aaa gtg gag ttc ttg aaa 353 
Asp Lys He He Phe Met Ala Ser Lys Lys Lys Val Glu Phe Leu Lys 

75 80 85 

cag att gee aac act aag ggc aat gag aat get aat gga 3 92 

Gin He Ala Asn Thr Lys Gly Asn Glu Asn Ala Asn Gly 
90 95 

<210> 789 
<211> 508 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 165. .506 



y 3 



<400> 789 

actgtgggta ggagaeggee gteggeggag gcgccatttt gtgtagccgc cgaaccttgt 60 
tggaggttct ggggegcaga accgctactg ctgcttcggt ctctccttgg gaaaaaataa 120 
aatttgaacc ttttggagct gtgtgctaaa tcttcagtgg gaca atg ggt tea gac 176 

Met Gly Ser Asp 



aaa 


aga 


gtg 


agt 


aga 


aca 


gag 


cgt 


agt 


gga 


aga 


tac 


1 
ggt 


tec 


ate 


ata 


224 


Lys 


Arg 


Val 


Ser 


Arg 


Thr 


Glu 


Arg 


Ser 


Gly 


Arg 


Tyr 


Gly 


Ser 


He 


He 




5 










10 










15 










20 




gac 


agg 


gat 


gac 


cgt 


gat 


gag 


cgt 


gaa 


tec 


cga 


age 


agg 


egg 


agg 


gac 


272 


Asp 


Arg 


Asp Asp 


Arg 


Asp 


Glu 


Arg 


Glu 


Ser 


Arg 


Ser 


Arg 


Arg Arg 


Asp 












25 










30 










35 






tea 


gat 


tac 


aaa 


aga 


tct 


agt 


gat 


gat 


egg 


agg 


ggt 


gat 


aga 


tat 


gat 


320 


Ser 


Asp 


Tyr 


Lys 


Arg 


Ser 


Ser 


Asp 


Asp 


Arg 


Arg Gly 


Asp 


Arg 


Tyr 


Asp 










40 










45 










50 








gac 


tac 


cga 


gac 


tat 


gac 


agt 


cca 


gag 


aga 


gag 


cgt 


gaa 


aga 


agg 


aac 


368 


Asp 


Tyr 


Arg 


Asp 


Tyr 


Asp 


Ser 


Pro 


Glu 


Arg 


Glu 


Arg 


Glu 


Arg 


Arg 


Asn 





546 



55 60 65 

agt gac cga tec gaa gat ggc tac cat tea gat ggt gac tat ggt gag 416 
Ser Asp Arg Ser Glu Asp Gly Tyr His Ser Asp Gly Asp Tyr Gly Glu 

70 75 80 

cac gac tat agg cat gac ate agt gac gag agg gmg aca aga cca tea 4 64 

His Asp Tyr Arg His Asp lie Ser Asp Glu Arg Xaa Thr Arg Pro Ser 
85 90 95 100 

tgc tgc gcg gee ttc cca tea mca tea cag aga gcg ata ttc ga 508 
Cys Cys Ala Ala Phe Pro Ser Xaa Ser Gin Arg Ala lie Phe 
105 110 

<210> 790 
<211> 415 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
^ <222> 42 . .413 

ii] <400> 790 

H= accatttcag ttgtgttctt ggttcatttc gtgtctcggc g atg ttt cct aga gtc 56 

yj Met Phe Pro Arg Val 

*H 15 

yg teg acg ttc eta cct ctt cgc ccc ctt tec cgc cac cct ttg tec tct 104 

Jfi Ser Thr Phe Leu Pro Leu Arg Pro Leu Ser Arg His Pro Leu Ser Ser 

J* 10 15 20 

99^ age ccg gag aca tea gcg get gcg att atg eta etc act gtt egg 152 
«J Gly Ser Pro Glu Thr Ser Ala Ala Ala lie Met Leu Leu Thr Val Arg 
^ 25 30 35 

cac gga aca gtc agg tac cgc agt tea gcg ctg ttg gee egg aca aaa 200 
His Gly Thr Val Arg Tyr Arg Ser Ser Ala Leu Leu Ala Arg Thr Lys 

40 45 50 

aat aac ate caa aga tat ttt ggc act aac agt gtg ate tgt age aag 24 8 

Asn Asn lie Gin Arg Tyr Phe Gly Thr Asn Ser Val lie Cys Ser Lys 

55 60 65 

aaa gat aag cag tct gtt cga act gag gag act tec aag gag act tea 2 96 

Lys Asp Lys Gin Ser Val Arg Thr Glu Glu Thr Ser Lys Glu Thr Ser 
70 75 80 85 

gag age caa gac agt gaa aag gaa aat acg aaa aaa gac ttg tta ggc 344 
Glu Ser Gin Asp Ser Glu Lys Glu Asn Thr Lys Lys Asp Leu Leu Gly 

90 95 100 

att att aag ggc atg aaa gtt gaa tta age aca gta aat gta cga aca 3 92 

He He Lys Gly Met Lys Val Glu Leu Ser Thr Val Asn Val Arg Thr 

105 110 115 

aca aag ccc ccc aaa aga aga cc 415 
Thr Lys Pro Pro Lys Arg Arg 
120 

<210> 791 

<211> 431 

<212> DNA 

<213> Homo sapiens 



5* = 



547 




<220> 
<221> CDS 
<222> 151. .429 



<400> 791 

tttttggcgt ggggcgcact gttcagttgc tctcctggat ggctttatgt ctccgcggtg 60 

tttcctagag tctcggcgtt tctacctctt cgcacccttt cctgccaccc tttgtcccct 120 

ggaagcccgg agacatcagc ggctgcaatt atg eta etc act gtt egg cac gga 174 



Met Leu Leu Thr Val Arg His Gly 
1 5 





aca 


gtc 


agg 


tac 


cgc 




n r~> n 


ctg 


utg 


gee 


egg 


aca 


aaa 


aat 


aac 


222 




Thr 


val 


Arg 


Tyr 


Arg 


Ser Ser 


Ala 


Leu 


Leu 


Ala 


Arg 


Thr 


Lys 


Asn 


Asn 








10 








15 










20 












ate 


caa 


aga 


tat 


ttt 


yyt- dot. 


aac 


ay L 


gtg 


ace 


4_.__.1_ 

tgt 


age 


aag 


aaa 


gat 


270 




lie 


Gin 


Arg 


Tyr 


Phe 


uiy xij.1. 


Asn 


C* 1 <~> -v- 

oeir 


val 


Tic 

i j.e 


Cys 


Ser 


Lys 


Lys 


Asp 






25 










30 








35 








40 






aag 


cag 


tct 


gtt 


cga 


apt- nan 


nan 




tec 


aag 


9ag 


-a <-t 4- 

acc 


*- /~i -i 
tea 


gag 


age 


318 




Lys 


Gin 


Ser 


Val 


Arg 


Thr Glu 


Glu 


Thr 


Ser 


Lys 


Glu 


Thr 


Ser 


Glu 


Ser 




m 










45 


















DO 








caa 


gac 


agt 


gaa 


aag 


gaa aat 


acg 


aaa 


aaa 


gac 


ttg 


tta 


ggc 


att 


att 


-? O O 




Gin 


Asp 


Ser 


Glu 


Lys 


Glu Asn 


Thr 


Lys 


Lys 


Asp 


Leu 


Leu 


Gly 


He 


He 












60 








65 










70 










aag 


ggc 


atg 


aaa 


gtt 


gaa tta 


age 


aca 


gta 


aat 


gta 


cga 


aca 


aca 


aag 


414 




Lys 


Gly 


Met 


Lys 


Val 


Glu Leu 


Ser 


Thr 


Val 


Asn 


Val 


Arg 


Thr 


Thr 


Lys 










75 








80 










85 










ccc 


ccc 


aaa 


aga 


aga 


cc 




















*± j X 




Pro 


Pro 


Lys 


Arg 


Arg 
























ft 




90 






























r, ~7 


<210> 792 






























<211> 261 






























<212> DNA 






























<213> Homo sapiens 


























<220> 
































<221> CDS 






























<222> 102 . .260 




























<400> 792 






























ttttaacttk ayttttattt gtwtagagat tttaagttgg 


aacagtattt tcccattgac 


60 




tacttttcat tcttcactgt agttttaaag aagaactgta 


a atg acg gtg eta tac 


116 
























Met Thr Val Leu Tyr 

1 r- 






aag 


tea 


aaa 


aat 


aca 


tgc ctg 


cct 


cgt 


agt 


gaa 


gtt 


gta 


gen 


etc 


cgt 


164 




Lys 


Ser 


Lys 


Asn 


Thr 


Cys Leu 


Pro 


Arg 


Ser 


Glu 


Val 


Val 


Ala 


Leu 


Arg 














10 








15 










20 






aat 


atg 


tat 


att 


tta 


etc agt 


ttt 


caa 


cat 


ttt 


gtg 


aat 


gtt 


gac 


tac 


212 




Asn 


Met 


Tyr 


He 


Leu 


Leu Ser 


Phe 


Gin 


His 


Phe 


Val 


Asn 


Val 


Asp 


Tyr 












25 








30 










35 






ctg 


aag 


ttc 


ctt 


ttt 


aga tgw 


get 


att 


aac 


att 


ctg 


ttg 


gat 


tea 


gag g 


261 




Leu 


Lys 


Phe 


Leu 


Phe 


Arg Xaa 


Ala 


He 


Asn 


He 


Leu 


Leu 


Asp 


Ser 


Glu 





548 



<210> 793 
<211> 214 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 3 . .212 



<400> 793 

ta atg gag aag ttt aac ttg gat eta tea aca gtt aca cag gec ttc 47 
Met Glu Lys Phe Asn Leu Asp Leu Ser Thr Val Thr Gin Ala Phe 
15 10 15 

eta aaa aat agt ggt gag ctg gag get act tec gee ttc tta gcg tct 95 
Leu Lys Asn Ser Gly Glu Leu Glu Ala Thr Ser Ala Phe Leu Ala Ser 

20 25 30 

ggt cag aga get gat gga tat ccc att tgg tec cga caa gat gac ata 143 
Gly Gin Arg Ala Asp Gly Tyr Pro lie Trp Ser Arg Gin Asp Asp lie 

35 40 45 

gat ttg caa aaa gat gat gar gat acc aga gag gca ttg gtc aaa aaa 191 
Asp Leu Gin Lys Asp Asp Glu Asp Thr Arg Glu Ala Leu Val Lys Lys 

50 55 60 

ttt ggt get cag aat gta get eg 214 
Phe Gly Ala Gin Asn Val Ala 
s 65 70 

SI <210> 794 

^ <211> 448 

v £ <212> DNA 

4 s <213> Homo sapiens 

5 5 

O <220> 

<221> CDS 
<222> 190 . .447 



<400> 794 

agaccgagta gettgagege ctcttccggt taccttttcc cagcgccaga ggegectagg 60 
gttggggtcc tcgctcaggc acagagaccc gacaccgagc ggcggcttcc cegggatega 12 0 
gggacgegea cgccagagga gacgaaagga acccgggtcg gaccagatcg gaaccactga 180 
ccattgccc atg gcg gee eta ggc cct age age cag aat gtc act gaa tac 231 

Met Ala Ala Leu Gly Pro Ser Ser Gin Asn Val Thr Glu Tyr 

1 5 10 

gtc gtt cga gtt cct aag aat aca acc aaa aaa tat aac ate atg get 279 
Val Val Arg Val Pro Lys Asn Thr Thr Lys Lys Tyr Asn He Met Ala 
15 20 25 30 

ttt aat gca gee gac aaa gtc aac ttt get acg tgg aat cag get egg 327 
Phe Asn Ala Ala Asp Lys Val Asn Phe Ala Thr Trp Asn Gin Ala Arg 

35 40 45 

ctg gag egg gac ttg age aac aag ann kct acc aag agg agg aga tgc 375 
Leu Glu Arg Asp Leu Ser Asn Lys Xaa Xaa Thr Lys Arg Arg Arg Cys 



549 



50 55 60 

ccg aat egg gcg egg gca gtg agt tea ace gca age ttc ggg agg agg 42 3 

Pro Asn Arg Ala Arg Ala Val Ser Ser Thr Ala Ser Phe Gly Arg Arg 

65 70 75 

etc gga gga aga agt acg gca teg t 44 8 

Leu Gly Gly Arg Ser Thr Ala Ser 
80 85 

<210> 795 
<211> 326 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .324 



m <400> 795 

^ aagtcaatgg aggaagactg gacctactga ttcaacttgg ag atg age ggg tct 54 
^ Met Ser Gly Ser 

1 

gtc etc ttc acg gcg gga gag agg tgg aga tgc ttt ctg ace ccg teg 102 
UJ Val Leu Phe Thr Ala Gly Glu Arg Trp Arg Cys Phe Leu Thr Pro Ser 
■43 5 10 15 20 

dp agg tea tec ctg tac tgg gee tta cat aat ttc tgc tgt egg aaa aaa 150 
^ Arg Ser Ser Leu Tyr Trp Ala Leu His Asn Phe Cys Cys Arg Lys Lys 
7* 25 30 35 

^ tec act aca cct aag aaa att act ccc aat gtt act ttt tgt gat gaa 198 
p Ser Thr Thr Pro Lys Lys lie Thr Pro Asn Val Thr Phe Cys Asp Glu 

m 40 45 50 

aat gca aag gag ccc gaa aat gca ctt gac aag etc ttc tct tea gaa 246 

4* Asn Ala Lys Glu Pro Glu Asn Ala Leu Asp Lys Leu Phe Ser Ser Glu 

U 55 60 65 

Q cag cag get tec ate ttg cat gtg ttg aat aca gca tct act aaa gaa 2 94 

Gin Gin Ala Ser He Leu His Val Leu Asn Thr Ala Ser Thr Lys Glu 

70 75 80 

ctt gaa get ttc cga ttg ctt cgt gga aga ag 326 
Leu Glu Ala Phe Arg Leu Leu Arg Gly Arg 
85 90 



<210> 796 
<211> 300 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144 . .299 



<400> 796 

gaagagegag ccagcgcccg gagcaagegg astcccccaa gagceggaaa gggaagaaaa 60 
aatcccagga aaataaaaac aaaggaaaca aaatccaaga catacaactg aagacaagtg 120 



550 



* 0 



agccagattt cacctctgca aat atg aga gat tct gca gaa ggt cct aaa gaa 173 

Met Arg Asp Ser Ala Glu Gly Pro Lys Glu 
15 10 
gac gaa gag aag cct tea gec tea gca ctt gag cag ccg gec acc etc 221 
Asp Glu Glu Lys Pro Ser Ala Ser Ala Leu Glu Gin Pro Ala Thr Leu 

15 20 25 

cag gag gtg gee agt cag gag gtg cct cca gaa eta gca acc cct gec 269 
Gin Glu Val Ala Ser Gin Glu Val Pro Pro Glu Leu Ala Thr Pro Ala 

30 35 40 

cct gee tgg gag cca cag cca gaa cca gac g 300 
Pro Ala Trp Glu Pro Gin Pro Glu Pro Asp 
45 50 



<210> 797 
<211> 503 
<212> DNA 
<213> Homo sapiens 



m 



3B 



<220> 
<221> CDS 
<222> 99. .503 



UJ <400> 797 



60 



260 



308 



attttnegee tccctcacag aaggcagtca ctgcaacgtg cgtggcctca gttgegtcat 
atccggccct tgegatcagg gcttgaggaa cccgcgcc atg aag tgc gtg ttt gtt 116 

Met Lys Cys Val Phe Val 
1 5 

acc gta ggg acc acc age ttt gac gac etc att gcg tgt gtg teg gcg 164 
Thr Val Gly Thr Thr Ser Phe Asp Asp Leu He Ala Cys Val Ser Ala 

10 15 20 

ccc gac agt ctg caa aaa ate gag age ctt ggt tac aac cga ctt ate 212 
Pro Asp Ser Leu Gin Lys He Glu Ser Leu Gly Tyr Asn Arg Leu He 

25 30 35 

ctg caa att ggt aga gga acg gtg gta cct gaa ccc ttc agt act gag 
Leu Gin He Gly Arg Gly Thr Val Val Pro Glu Pro Phe Ser Thr Glu 

40 45 50 

teg ttt act ctg gat gtt tac agg tac aag gat tec ttg aaa gaa gac 
Ser Phe Thr Leu Asp Val Tyr Arg Tyr Lys Asp Ser Leu Lys Glu Asp 
55 60 65 70 

att cag aaa gca gat ctt gtt att agt cac gca ggt gca gga age tgt 356 
He Gin Lys Ala Asp Leu Val He Ser His Ala Gly Ala Gly Ser Cys 

75 80 85 

ttg gag act ctg gaa aaa gga aag cca etc gta gtg gtt ata aac gaa 4 04 

Leu Glu Thr Leu Glu Lys Gly Lys Pro Leu Val Val Val He Asn Glu 

90 95 100 

aag ttg atg aac aat cat cag ctg gaa ctg gca aag cag eta cac aaa 452 
Lys Leu Met Asn Asn His Gin Leu Glu Leu Ala Lys Gin Leu His Lys 

105 no us 

gag ggt cat etc ttc tat tgt acc tgc age acg ctt cct ggg ctg tta 
Glu Gly His Leu Phe Tyr Cys Thr Cys Ser Thr Leu Pro Gly Leu Leu 
120 125 130 

cag 
Gin 



500 



503 



551 



135 

<210> 798 

<211> 322 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 44 . . 322 



<400> 798 

cacaatcctt cgcgctcttc ctttccaact tggacgctgc aga atg get ccc gca 55 

Met Ala Pro Ala 
1 

aag aag ggt ggc gag aag aaa aag ggc cgt tct gec ate aac gaa gtg 103 
Lys Lys Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala lie Asn Glu Val 
Q 5 10 15 20 

^ nta acc cga gaa tac ace ate aac att cac aag cgc ate cat gga gtg 151 
^ Xaa Thr Arg Glu Tyr Thr lie Asn lie His Lys Arg lie His Gly Val 

y! 25 30 35 

H ttc aag aag cgt gca cct egg gca etc aaa gag att egg aaa ttt 199 

4f Gly Phe Lys Lys Arg Ala Pro Arg Ala Leu Lys Glu lie Arg Lys Phe 
40 45 50 

gee atg aag gag atg gga act cca gat gtg cgc att gac acc agg etc 247 

Ala Met Lys Glu Met Gly Thr Pro Asp Val Arg lie Asp Thr Arg Leu 

s 55 60 65 

p aac aaa get gtc tgg gee aaa gga ata agg tgc waa agt tat ctg tat 2 95 

n f Asn Lys Ala Val Trp Ala Lys Gly lie Arg Cys Xaa Ser Tyr Leu Tyr 

jpH 70 75 80 

"i; teg awg gtg aac ttt tgc ast gac acc 322 

j Ser Xaa Val Asn Phe Cys Xaa Asp Thr 
U 85 90 

<210> 799 
<211> 380 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 44 . .379 



<400> 799 

cacaatcctt cgcgctcttc ctttccaact tggacgctgc aga atg get ccc gca 55 

Met Ala Pro Ala 
1 

aag aag ggt ggc gag aag aaa aag ggc cgt tct gee ate aac gaa gtg 103 

Lys Lys Gly Gly Glu Lys Lys Lys Gly Arg Ser Ala He Asn Glu Val 

5 10 15 20 

gta acc cga gaa tac acc ate aac att cac aag cgc ate cat gga gtg 151 

Val Thr Arg Glu Tyr Thr He Asn He His Lys Arg He His Gly Val 



552 





25 30 35 





LCC 


aag 


aag 


cgt 


gca 


cct 


egg 


gca 


etc 


aaa 


gag 


att 


egg 


aaa 


ttt 


y 


rile 


Lys 


Lys 


Arg 


Ala 


Pro Arg Ala 


Leu 


Lys 


Glu 


He 


Arg 


Lys 


Phe 








4 U 










45 










50 




gcc 


atg 


aag 


gag 


atg 


gga 


act 


cca 


gat 


gtg 


cgc 


att 


gac 


acc 


agg 


etc 


ax a 


Met 


Lys 


Glu 


Met 


Gly 


Thr 


Pro 


Asp 


Val 


Arg 


He 


Asp 


Thr 


Arg 


Leu 






55 










60 










65 






aac 


aaa 


get 


gtc 


tgg 


gcc 


aaa 


gga 


ata 


agg 


aat 


gtg 


cca 


tac 


cga 


ate 


Asn 


Lys 


Ala 


Val 


Trp 


Ala 


Lys 


Gly 


He 


Arg Asn 


Val 


Pro 


Tyr 


Arg 


He 




70 










75 










80 






cgt 


gtg 


egg 


ctg 


tec 


aga 


aaa 


cgt 


aat 


gag 


gat 


gaa 


gat 


tea 


cca 


aat 


Arg 


Val 


Arg 


Leu 


Ser 


Arg 


Lys 


Arg 


Asn 


Glu 


Asp 


Glu 


Asp 


Ser 


Pro 


Asn 


85 










90 










95 








100 


aag 


eta 


tat 


act 


ttg 


ktt 


acc 


tat 


acw 


gtc 


aat 


gtg 


g 








Lys 


Leu 


Tyr 


Thr 


Leu 
105 


Xaa 


Thr 


Tyr 


Thr 


Val 
110 


Asn 


Val 











<210> 800 

■£3 <211> 326 

^ <212> DNA 

r K <213> Homo sapiens 

f; <220> 

^ <221> CDS 

*Q <222> 3 . .326 



199 



247 



295 



343 



380 



s <400> 800 

Q gg atg tgg gtg agt tea ttt get cgc gtg cag ggg aag tct gga gaa 47 
|U Met Trp Val Ser Ser Phe Ala Arg Val Gin Gly Lys Ser Gly Glu 

fjs 1 5 10 15 

""2 99 c att gtt tea att att aaa agt gtg ggg gca gtg ggc gga aca aac 95 
C G1 Y Ile Va l Ser He He Lys Ser Val Gly Ala Val Gly Gly Thr Asn 
t 20 25 30 

J gcg ccg act aca gag get gga cgt aag ctt age ggt ggc gcg cgt gcg 143 
Ala Pro Thr Thr Glu Ala Gly Arg Lys Leu Ser Gly Gly Ala Arg Ala 

35 40 45 

cag cgc egg ccc gag ttg cca aaa caa agg gga ttt ggt gat gga ggc 191 
Gin Arg Arg Pro Glu Leu Pro Lys Gin Arg Gly Phe Gly Asp Gly Gly 

50 55 60 

ttt gtt aga agg aat aca aaa teg agg gca tgg tgg ggg att ttt gac 23 9 

Phe Val Arg Arg Asn Thr Lys Ser Arg Ala Trp Trp Gly Ile Phe Asp 

65 70 75 

ate ttg cga asa gaa eta cag gag etc atg aaa cag att gac ata atg 287 
Ile Leu Arg Xaa Glu Leu Gin Glu Leu Met Lys Gin Ile Asp Ile Met 
80 85 90 95 

gtg get cat aaa aaa tct gaa tgg gaa gga egg tac aca 326 
Val Ala His Lys Lys Ser Glu Trp Glu Gly Arg Tyr Thr 
100 105 

<210> 801 
<211> 497 
<212> DNA 

<213> Homo sapiens 



553 



<220> 
<221> CDS 
<222> 194 . .496 



<400> 801 

ctcccccttc gtcgcctgtg acaaccggaa gcggaagtga aaatgggtgt ccctgctgcc 60 
tcttagcaac aagaggggtc aagtgacaca accagctgac tcccgtagag gaagacactg 12 0 
tggaggccag ttctggagct attgcagcct cggttgcccg gccggggacc cgagccgaaa 180 
agttatcgtc aga atg teg ggc aaa gac cga att gaa ate ttt ccc teg 229 
Met Ser Gly Lys Asp Arg lie Glu lie Phe Pro Ser 
15 10 
cga atg gca cag acc ate atg aag get cgt tta aag gga gca cag aca 2 77 

Arg Met Ala Gin Thr He Met Lys Ala Arg Leu Lys Gly Ala Gin Thr 

15 20 25 

ggt cga aac etc ctg aag aaa aaa tct gat gee tta act ctt cga ttt 325 
Gly Arg Asn Leu Leu Lys Lys Lys Ser Asp Ala Leu Thr Leu Arg Phe 
30 35 40 

,7* c 9 a cag ate eta aag aag ata ata gag act aaa atg ttg atg ggc gaa 373 

m 



Arg Gin He Leu Lys Lys He lie Glu Thr Lys Met Leu Met Gly Glu 
45 50 55 60 



gtg atg aga gaa get gee ttt tea eta get gaa gee aag ttc aca gca 421 
Val Met Arg Glu Ala Ala Phe Ser Leu Ala Glu Ala Lys Phe Thr Ala 

65 70 75 

ggt gac ttc age act aca gtt ate caa aat gtc aat aaa gcg caa gtg 469 
Gly Asp Phe Ser Thr Thr Val He Gin Asn Val Asn Lys Ala Gin Val 

80 85 90 

aag att cga gcg aag aaa gat aat gta g 4 97 

Lys He Arg Ala Lys Lys Asp Asn Val 
95 100 

<210> 802 
<211> 299 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .297 



<400> 802 

tatgeagcat gtgtgatttt taaaaaggtg cacattaata aaaaatgact tagtcattat 60 
taattcttaa ctcactggaa tatctctcag aacttcttcc ttgac atg gtc ctt tgg 117 

Met Val Leu Trp 

1 

aaa gtt gtg ttc aac cga gac aaa caa gga gag tat egg ttc age acc 165 

Lys Val Val Phe Asn Arg Asp Lys Gin Gly Glu Tyr Arg Phe Ser Thr 

5 10 15 20 

aca cag cca ccg cag gag tea gtg gat egg tgg gga aaa tgc tgc tta 213 

Thr Gin Pro Pro Gin Glu Ser Val Asp Arg Trp Gly Lys Cys Cys Leu 

25 30 35 

ccc tgg gee ctg ggc tgt aga aag aag aca cca aag gca aag tac atg 261 



554 




Pro Trp Ala Leu Gly Cys Arg Lys Lys Thr Pro Lys Ala Lys Tyr Met 

40 45 50 

tat ctg gcg cag gag etc ttg gtt gat cca gaa tgg cc 299 
Tyr Leu Ala Gin Glu Leu Leu Val Asp Pro Glu Trp 
55 60 

<210> 803 
<211> 488 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 214 . .486 

<400> 803 

cttccacgtc agecaaggae tctggagccg ccgccgccgc tgctgcggtt catatcegga 60 
O gtagaeggag cegcagtaga cggatccgcg gctgcaccaa accactgccc ctcggagcct 120 
*g 99 ta 9tgggc cacaagcccc cagtcccaga ggcgtgattt tctggcatcc ttaaatcttg 180 

tgtcaaggat tggttataat ataaccagaa acc atg acg gcg get gag aac gta 234 
y| Met Thr Ala Ala Glu Asn Val 

I- 1 5 

tgc tac acg tta att aac gtg cca atg gat tea gaa cca cca tct gaa 282 
%y Cys Tyr Thr Leu He Asn Val Pro Met Asp Ser Glu Pro Pro Ser Glu 
m 10 15 20 

-J a tt age tta aaa aat gat eta gaa aaa gga gat gta aag tea aag act 330 
3 He Ser Leu Lys Asn Asp Leu Glu Lys Gly Asp Val Lys Ser Lys Thr 

O 25 30 35 

Si gaa get ttg aag aaa gta ate att atg att ctg aat ggt gaa aaa ctt 
£ Glu Ala Leu Lys Lys Val He He Met He Leu Asn Gly Glu Lys Leu 
if 2 40 45 50 55 

j cct gga ctt ctg atg acc ate att cgt ttt gtg eta cct ctt cag gat 
U Pro Gly Leu Leu Met Thr He He Arg Phe Val Leu Pro Leu Gin Asp 
U 60 65 70 

cac act ate aag aaa tta ctt ctn gka ttt tgg gaa att gtt cct aaa 474 

His Thr He Lys Lys Leu Leu Leu Xaa Phe Trp Glu He Val Pro Lys 
75 80 85 

aca act cca gat gg 

Thr Thr Pro Asp 
90 

<210> 804 
<211> 453 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 179. .451 



378 



426 



488 



<400> 804 

cttccacgtc agecaaggae tctggagccg ccgccgccgc tgctgcggtt catatcegga 



60 



555 



f u 



gtagacggag ccgcagtaga cggatccgcg gctgcaacaa accactgccc ctcggagcct 12 0 

gattttctgg catccttaaa tcttgtgtca aggattggtt ataatataac cagaaacc 178 

atg acg gcg get gag aac gta tgc tac acg tta att aac gtg cca atg 226 

Met Thr Ala Ala Glu Asn Val Cys Tyr Thr Leu lie Asn Val Pro Met 

1 5 10 15 

gat tea gaa cca cca tct gaa att age tta aaa aat gat eta gaa aaa 274 

Asp Ser Glu Pro Pro Ser Glu lie Ser Leu Lys Asn Asp Leu Glu Lys 

20 25 3 0 

gga gat gta aag tea aag act gaa get ttg aag aaa gta ate att atg 322 
Gly Asp Val Lys Ser Lys Thr Glu Ala Leu Lys Lys Val He He Met 

35 40 45 

att ctg aat ggt gaa aaa ctt cct gga ctt ctg atg acc ate att cgt 370 
He Leu Asn Gly Glu Lys Leu Pro Gly Leu Leu Met Thr He He Arq 

50 55 60 

ttt gtg eta cct ctt cag gat cac act ate aag aaa tta ctt ctn gka 418 
Phe Val Leu Pro Leu Gin Asp His Thr He Lys Lys Leu Leu Leu Xaa 

65 70 75 so 

ttt tgg gaa att gtt cct aaa aca act cca gat gg 
Phe Trp Glu He Val Pro Lys Thr Thr Pro Asp 
85 go 





<210> 


805 




<211> 


445 


UJ 


<212> 


DNA 




<213> 


Homo 










<220> 






<221> 


CDS 




<222> 


70 . 





<400> 805 

agctttgttt eggageggga gctcttccga gaegcactgg gggccggatg aatcctgett 
atctgtgaa atg cag tta aca cat cag ctg gac eta ttt ccc gaa tgc agg 
Met Gin Leu Thr His Gin Leu Asp Leu Phe Pro Glu Cys Arg 
15 10 



gta 


acc 


ctt 


ctg 


Val 


Thr 


Leu 


Leu 


15 








aga 


aag 


gec 


atg 


Arg 


Lys 


Ala 


Met 


gtg 


att 


gtt 


gat 


Val 


He 


Val 


Asp 








50 


cac 


etc 


tac 


aaa 


His 


Leu 


Tyr 


Lys 






65 




att 


att 


ttc 


aac 


He 


He 


Phe 


Asn 




80 






aaa 


ttt 


ggt 


ate 


Lys 


Phe 


Gly 


He 


95 









20 



35 



70 



85 



453 



60 
111 



100 



gta 


aaa 


aat 


gcg 


gga 


gac 


ttg 


aga 


159 


Val 


Lys 


Asn 


Ala 


Gly Asp 


Leu 


Arg 








25 










30 




gat 


gga 


tea 


ctg 


ata 


aat 


cct 


aca 


207 


Asp 


Gly 


Ser 


Leu 


He 


Asn 


Pro 


Thr 






40 










45 






ctt 


gtg 


gca 


gca 


aac 


aaa 


gca 


gtt 


255 


Leu 


Val 


Ala 


Ala 


Asn 


Lys 


Ala 


Val 




55 










60 








aag 


aca 


aga 


act 


eta 


tct 


act 


gaa 


303 


Lys 


Thr 


Arg 


Thr 


Leu 


Ser 


Thr 


Glu 




aac 


aat 


att 


tea 


75 
gag 


get 


ttg 


aaa 


351 


Asn 


Asn 


He 


Ser 


Glu 


Ala 


Leu 


Lys 










90 










act 


tea 


att 


eta 


att 


gtt 


tac 


att 


399 


Thr 


Ser 


He 


Leu 


He 


Val 


Tyr 


lie 





105 no 



556 



t» # 



gaa gag gga gaa aaa caa ata aat caa gaa tac eta ata tct caa 
Glu Glu Gly Glu Lys Gin He Asn Gin Glu Tyr Leu He Ser Gin 
115 120 125 

<210> 806 
<211> 415 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76. .414 



si! 
fa 



303 



<400> 806 

ttccgggagt tttcaagccg actgtgtggc agctgagaag agttttgcac gtggatcgcc 60 
gttcgggtgg gcgag atg gag aca gec ccc aag ccg ggc aag gat gtc ccg ill 
Met Glu Thr Ala Pro Lys Pro Gly Lys Asp Val Pro 
1 5 10 

ccc aag aaa gac aaa ctt cag acc aag aga aag aaa ccg egg cga tac 159 
Pro Lys Lys Asp Lys Leu Gin Thr Lys Arg Lys Lys Pro Arg Arg Tyr 

15 20 25 

tgg gag gaa gag acc gtt ccg acc aca gee gga gee tct cca ggg cct 2 07 

W Trp Glu Glu Glu Thr Val Pro Thr Thr Ala Gly Ala Ser Pro Gly Pro 
*U 30 35 40 

*Q cct cgt aac aag aag aat egg gag etc cgt cct cag aga cca aaa aat 255 
yj Pro Arg Asn Lys Lys Asn Arg Glu Leu Arg Pro Gin Arg Pro Lys Asn 

45 50 55 60 

q get tac ate tta aag aag tct egg ate tct aag aag cct cag gtc ccg 
pj Ala Tyr He Leu Lys Lys Ser Arg He Ser Lys Lys Pro Gin Val Pro 

65 70 75 

aag aaa ccc cga gaa tgg aag aac ccg gag tec cag cgc ggc ttg tec 351 
^ Lys Lys Pro Arg Glu Trp Lys Asn Pro Glu Ser Gin Arg Gly Leu Ser 

2? 80 85 90 

O 999 gec caa gat cca ttc cca ggc ccc rcc ccc gtc cct gtg gaa gtg 
Gly Ala Gin Asp Pro Phe Pro Gly Pro Xaa Pro Val Pro Val Glu Val 

95 100 105 

gtc cag aag ttc tgt c 
Val Gin Lys Phe Cys 
110 

<210> 807 
<211> 478 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .478 



399 



415 



<400> 807 

gattttcatt tctcgcgtct geegtacttg gtttegctte gctagtccca gaggeccaga 
gtggctcgcc tggagtctct gtggcgcggt ttcctgtacc tgccttggga teeggaggga 



557 




220 



268 



460 



478 



ggaagctggg acacccggga gtcaggaa atg gac teg gtg get ttt gag gat 172 

Met Asp Ser Val Ala Phe Glu Asp 
1 5 
gta gat gtg aac ttc acc cag gag gag tgg get ttg eta gat cct tec 
Val Asp Val Asn Phe Thr Gin Glu Glu Trp Ala Leu Leu Asp Pro Ser 

10 15 20 

cag aag aat etc tac aga gat gtg atg tgg gaa acc atg agg aat ctg 
Gin Lys Asn Leu Tyr Arg Asp Val Met Trp Glu Thr Met Arg Asn Leu 
25 3° 35 40 

gec tct ata ggg aaa aaa tgg aag gac cag aac att aaa gat cac tac 316 
Ala Ser He Gly Lys Lys Trp Lys Asp Gin Asn He Lys Asp His Tyr 

45 50 55 

aaa cac cga ggg aga aat eta aga agt cat atg tta gaa aga etc tat 3 64 

Lys His Arg Gly Arg Asn Leu Arg Ser His Met Leu Glu Arg Leu Tyr 

60 65 70 

caa ret aag gat ggt agt cag cgt gga gga att ttt age cag ttt gca 412 
Gin Xaa Lys Asp Gly Ser Gin Arg Gly Gly He Phe Ser Gin Phe Ala 
75 80 85 

p aat cag aat ctg age aag aaa ate cct gga gtg aaa etc tgt gaa age 
ifi Asn Gin Asn Leu Ser Lys Lys He Pro Gly Val Lys Leu Cys Glu Ser 
in 90 95 100 

f: att 9 ta tat gga gaa gtc 
He Val Tyr Gly Glu Val 

yj 105 no 

<210> 808 

J3 <211> 495 

s <212> DNA 

r*~ <213> Homo sapiens 

m 

=s <220> 

^ <221> CDS 

4* <222> 166. .495 

o 

<400> 808 

gactcccagg cgtcttgcac caaagggagg tegggatetc ggttttccgg ccccgagagg 60 
maccaggtgc ctccgccata gcttctgtcg ctccatcgcc cgcactgtga ctggactgtt 12 0 
agagggatcc gtggagagga ggecaggaca cctggaagcc rggaa atg gay tcr gtg 177 

Met Asp Ser Val 

1 

gym ttt gag gat gta gat gtg aac ttc acc cag gag gag tgg get ttg 225 

Xaa Phe Glu Asp Val Asp Val Asn Phe Thr Gin Glu Glu Trp Ala Leu 

5 10 15 20 

eta gat cct tec cag aag aat etc tac aga gat gtg atg tgg gaa acc 273 

Leu Asp Pro Ser Gin Lys Asn Leu Tyr Arg Asp Val Met Trp Glu Thr 

25 30 35 

atg agg aat ctg gee tct ata ggg aaa aaa tgg aag gac cag aac att 321 
Met Arg Asn Leu Ala Ser He Gly Lys Lys Trp Lys Asp Gin Asn He 

40 45 50 

aaa gat cac tac aaa cac cga ggg aga aat eta aga agt cat atg tta 369 
Lys Asp His Tyr Lys His Arg Gly Arg Asn Leu Arg Ser His Met Leu 

55 60 65 

gaa aga etc tat caa ret aag gat ggt agt cag cgt gga gga att ttt 417 



558 




Glu Arg Leu Tyr Gin Xaa Lys Asp Gly Ser Gin Arg Gly Gly He Phe 

70 75 80 

age cag ttt gca aat cag aat ctg age aag aaa ate cct gga gtg aaa 465 
Ser Gin Phe Ala Asn Gin Asn Leu Ser Lys Lys He Pro Gly Val Lys 
85 90 95 100 

etc tgt gaa age att gta tat gga gaa gtc 495 
Leu Cys Glu Ser He Val Tyr Gly Glu Val 
105 no 

<210> 809 
<211> 499 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 170 . .499 



HI 

3' W 

ru 



^ <400> 809 

J agaggagggt gtgacgttcc aggagctagt ggcctcttca ccctggtgac ctctgttccg 60 

tattctgtca ctgagagacg ccctgggaca tctgtggtgg ettttgtege gctgggacct 120 

f*j accctgacta cgggagttgg gaggaccegg gacaccgcac agecrggaa atg gac tcr 178 

* Met Asp Ser 

W 1 

*9 gt9 gem ttt gag gat gtr gmt gtg aac ttc ace cak gag gag tgg get 226 
^ Val Ala Phe Glu Asp Val Xaa Val Asn Phe Thr Xaa Glu Glu Trp Ala 
~ 5 10 15 

s*i ttg ctr grt ccw tern cag aag aat etc tac aga gat gtg atg tgg gaa 274 
Leu Leu Xaa Pro Ser Gin Lys Asn Leu Tyr Arg Asp Val Met Trp Glu 
20 25 30 35 

acc atg agg aat ctg gec tct ata ggg aaa aaa tgg aag gac cag aac 322 
Thr Met Arg Asn Leu Ala Ser He Gly Lys Lys Trp Lys Asp Gin Asn 

40 45 50 

att aaa gat cac tac aaa cac cga ggg aga aat eta aga agt cat atg 3 70 

He Lys Asp His Tyr Lys His Arg Gly Arg Asn Leu Arg Ser His Met 

55 60 65 

tta gaa aga etc tat caa ret aag gat ggt agt cag cgt gga gga att 418 
Leu Glu Arg Leu Tyr Gin Xaa Lys Asp Gly Ser Gin Arg Gly Gly He 

70 75 80 

ttt age cag ttt gca aat cag aat ctg age aag aaa ate cct gga gtg 466 
Phe Ser Gin Phe Ala Asn Gin Asn Leu Ser Lys Lys He Pro Gly Val 

85 90 95 

aaa etc tgt gaa age att gta tat gga gaa gtc 499 
Lys Leu Cys Glu Ser He Val Tyr Gly Glu Val 
100 105 110 

<210> 810 
<211> 370 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



559 



<222> 163 . . 369 



<400> 810 

caaagcccga agcggtctca tttcccgccg gccccccatt cgggtycggg ttttagttcc 
tcggggagcc cctggtgccc cggatacggc tgattttgtc gtg?gggacc tgttcSqct 
gctccagccc caggaaggac ccaggacacc cggaagccgg L aifgac tea gtf 

Met Asp Ser Val 

9 ? C It* 9 f 9 9at 9t9 9Ct 9tg aac ttc acc ca 9 gag tag get ttq 

Ala Phe Glu Asp Val Ala Val Asn Phe Thr Gin Glu Glu T^p £ lei 

10 15 20 

ctg agt cct tec cag aag aat etc tac aga gat gtg acg ctq qaa acc 
Leu Ser Pro Ser Gin Lys Asn Leu Tyr Arg Asp Va? Thl Leu g" ?hr 

25 30 35 

ttc agg aac ctg gee teg gtc gga ate caa tgg aaa gac cag gac att 

Phe Arg Asn Leu Ala Ser Val Gly lie Gin Trp Lys Isp Gin Lp Tie 
40 45 50 

° ri? r Ct9 l BC ° aa aaC Ct9 999 att aag cta a 9a agt ctg gtg gag 
$ Glu Asn Leu Tyr Gin Asn Leu Gly lie Lys Leu Arg Ser Leu Sal 111 



pi 



aga c 
Arg 



55 SO 65 



<210> 811 
<211> 431 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162 . .431 



<400> 811 

aaaatgcgtg ctacgtcact gtgegategg gttgtgctta gcttggggtc tcctggccce 
ttgaegcgtc aggttgetgt acccctgcat eggatgeget gtaccc?gcg ctggcLcgt 
gaacettagg gacaacaecg ggaeacccgc gaggceggaa a atg gac tea gtg get 

Met Asp Ser Val Ala 

lit r a9 gat f ? tct 9tg agc ttc agc cag gag gag tgg g<* ct g ct g 

Phe Glu Asp val ser Val Ser Phe Ser Gin Glu Glu Trp Ala Leu Leu 

111 Pro Ser X? f" 9 ^ ^ *** ^ 9t9 * tg C3g gaa ttc 

Ala Pro Ser Xaa Lys Lys Leu Tyr Arg Asp Val Met Gin Glu Thr Phe 

25 3 0 35 

aag aac ctg gca tct ata ggg gaa aaa tgg gaa gac ccg aat gtt qaa 
Lys Asn Leu Ala Ser He Gly Glu Lys Trp Glu Lp Pro Asn Val Xu 

40 45 50 

gat caa cac aaa aac caa gga cga aat cta aga agc cat acg gga qaq 
Asp Gin H 1S Lys Asn Gin Gly Arg Asn Leu Arg Ser His Th^ cfy III 

55 60 65 

aga etc tgt gaa ggt aaa gaa ggt agt caa tgt gca gaa aac ttc aat 
Arg Leu Cys Glu Gly Lys Glu Gly Ser Gin Cys La llu Asn Hi Ser 



60 
120 
174 



222 



270 



318 



366 



370 



60 
120 
176 



224 



272 



320 



368 



416 



560 



m # 



70 75 80 85 

ccc aat etc agt gtg 431 
Pro Asn Leu Ser Val 
90 

<210> 812 
<211> 338 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 107 . .337 



<400> 812 

acctcacctt tgtccctgcg egggctgegg ctgggatccg gtctttccag ccccgagagg ou 

gacctggttc ctctgcccag gcttctgtca ctctgtcacc tacget atg ccc tgc lis 

U Met Pro Cys 



m 


tgt 


agt 


cac 


agg 




Cys 


Ser 
5 


His 


Arg 


yj 


gaa 


atg 


gac 


cca 




Glu 


Met 


Asp 


Pro 




20 








. *~ 

i 


gag 


gag 


tgg 


get 




Glu 


Glu 


Trp 


Ala 


na ; 

su 


gtg 


atg 


ctg 


gaa 


m 


Val 


Met 


Leu 


Glu 










55 




aaa 


gac 


cag 


aac 




Lys 


Asp 


Gin 


Asn 






70 





1 



75 



<210> 813 
<211> 411 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .410 



60 



agg 


tgt 


aga gag 


gmc 


ccc 


ggg 


aca 


tct 


gaa 


age 


cag 


163 


Arg Cys Arg Glu 


Xaa 


Pro 


Gly Thr 


Ser 


Glu 


Ser 


Gin 








10 








15 












gtg 


gec 


ttt gat 


gat 


gtt 


get 


gtg 


aac 


ttc 


acc 


cag 


211 


Val 


Ala 
25 


Phe Asp 


Asp 


Val 


Ala 
30 


Val 


Asn 


Phe 


Thr 


Gin 
35 




ttg 


ctg 


gat att 


tec 


cag 


agg 


aaa 


etc 


tac 


aag 


gaa 


259 


Leu 


Leu 


Asp He 


Ser 


Gin 


Arg 


Lys 


Leu 


Tyr 


Lys 


Glu 




40 








45 










50 






act 


ttc 


agg aac 


ctg 


ace 


tct 


gta 


gga 


aaa 


agt 


tgg 


307 


Thr 


Phe 


Arg Asn 


Leu 


Thr 


Ser 


Val 


Gly Lys 


Ser 


Trp 










60 










65 






att 


gaa 


tat gag 


tac 


caa 


a 












338 


He 


Glu 


Tyr Glu 


Tyr 


Gin 















<400> 813 

gcatctgcct ggggccagtg aggagaatgc atctagacag agettttegt getgetgaga 
tctgttacct aaagcaataa aaa atg gee aga gga tea gtg tec gat gag gaa 

Met Ala Arg Gly Ser Val Ser Asp Glu Glu 
1 5 10 

atg atg gag etc aga gaa get ttt gee aaa gtt gat act gat ggc aat 
Met Met Glu Leu Arg Glu Ala Phe Ala Lys Val Asp Thr Asp Gly Asn 
15 20 25 



561 



* 0 



s ■ - 



gga tac ate age ttc aat gag ttg aat gac ttg ttc aag get get tgc 
Gly Tyr lie Ser Phe Asn Glu Leu Asn Asp Leu Phe Lys Ala La Cys 
30 35 



40 



Hu p™ r t9 n Ct 9 ? 9 a9a gta Cga gan att aca 9" aac ctg atg 

Leu Pro Leu Pro Gly Tyr Arg Val Arg Xaa lie Thr Glu Asn Leu Met 



« 50 



<220> 
<221> CDS 
<222> 121. .453 



Pin Two t^i t ; ~ — 3 3 yuy ydd cac ttc 

Glu Lys Val Leu Asp Arg Arg Val Val Asn Gly Lys Val Glu Tyr Phe 

35 40 45 

ctg aag tgg aag gga ttt aca gat get gac aat act tgg g aa cct gaa 

Leu Lys Trp Lys Gly Phe Thr Asp Ala Asp Asn Thr Tr? Glu Pro Glu 

Tin A^n tt9 a " 9aa " fc ctt ««c tct cag 

Glu Asn Leu Asp Cys Pro Glu Leu lie Glu Ala Phe Leu Asn Ser Gin 



J 1*1 ggc f aa 9f a aaa 9 at 99t aca aaa aga aaa tct tta tct gac 
Lys Ala Gly Lys Glu Lys Asp Gly Thr Lys Arg Lys Ser Leu Ser Lp 

85 90 95 

K c Ct ? at 93C 390 aaa tCa aag aa 9 aaa a 9 a 9 a t get get g 
Ser Glu Ser Asp Asp Ser Lys Ser Lys Lys Lys Arg Asp Ala La 



105 110 

<210> 815 



209 



257 



™* H 9t 9at Ctg 9aC Caa gat agg ate age ttt gat gag ttt 305 

Ala Thr Gly Asp Leu Asp Gin Asp Gly Arg lie Ser Phe Lp Pne 

60 65 70 

ate rag att ttc cat ggc eta aaa age aca gat gtt gee aag acc ttt 353 
lie Xaa lie Phe His Gly Leu Lys Ser Thr Asp Val La Lys ?hr Phe 

80 85 90 

aga raa gcr ate aat aag aag gaw ggg att tgt gca ate ggt ggt act 401 
Arg xaa Ala lie Asn Lys Lys Xaa Gly lie Cys Ala lie Sy Gly 5£ 
95 100 105 

tea gag cag t 

Ser Glu Gin 411 

<210> 814 
IJ <211> 454 
tf <212> DNA 

<213> Homo sapiens 



f= ; <400> 814 

5 ctccctcccc etteggatgt ggcttgagct gtaggegegg agggceggag acqctqeaqa 

W atq^L'tL 99 ^ 390 ^ ggaggCggtg aataatagct cSaagtc? gcaataaaaa X20 

£ m! 9 ?? e aaC aCt aCa ttg caa aaa at 9 gga aaa aaa cag aat 

J Met Ala Ser Asn Lys Thr Thr Leu Gin Lys Met Gly Lys Lys Gin Asn 

M G?v Lv 9 T f aa 9 ^ " a 939 gCa gag Cct 9aa gaa ttt gte gtg 
Gly Lys Ser Lys Lys Val Glu Glu Ala Glu Pro Glu Glu Phe Val Val 

mu i ta m c *i ?h aat ** «• l~ ^ «c 



60 
20 
168 

216 



264 



312 



360 



408 



562 



<211> 719 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 347. .718 



<400> 815 

atcttataca tcctggttcg aacattttct ccctgccatt ttgagttgtc tagtggtata 
a?taf?S 9C l^ taaCt agCtt 9 aaa 9 aaattcagtc tagttataga catcStggc 
cttctctS tgtttactag tgatatctca tgctaggcag ttatgctttg cttctagggg 180 
cttctctttt taaaacaaaa gaaagctctt ttcgttttct gtgtgctgca tgctccaqta 240 
Itl tattat C *t CatC ^ tcttctccct ctagagatta IcLLcLc cSgctgt? 
ggattgttat tttgagcaat atgttttgga aaggttggtt ttcatc atg agt gca 



Met Ser Ala 

cgc aaa tea tea gat gca tct get tgc tec tct tea gaa^ta tct gtg 
Arg Lys Ser Ser Asp Ala Ser Ala Cys Ser Ser Ser Glu lie Ser Val 
5 10 15 

p 39 9 ? C 9CC 3aa 9aa gac fctt "9 ^a aaa tgg gag 

Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys Lys Trp 5lu 

° 25 30 35 

aat cca act cag aat aat gee gga ctt gaa gat ttt gaa agg aaa aaa 
Asn Pro Thr Gin Asn Asn Ala Gly Leu Glu Asp Phe (L Lys Lys 

a Z T Ctt ?? a g f tca ttfc 99a aga gtc atg ttg gta aaa cac aaa 
Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val Lys His Lys 

55 60 65 

gee act gan ngg tat tat gee atg aag ate tta gat aag cag aag gtt 
Ala Thr Xaa Xaa Tyr Tyr Ala Met Lys lie Leu Asp Lys Gin Lys S£ 

gtt aaa ctg aag caa ata gag cat act ttg aat gag aaa aga ata tta 
Val Lys Leu Lys Gin lie Glu His Thr Leu Asn Glu Lys Arg lie Leu 
85 90 95 

Gin SI Si? T T Ctt 9tt Cga Ctg gag tat gct tfct ^g 
Gin Ala Val Asn Phe Pro Phe Leu Val Arg Leu Glu Tyr Ala Phe Lys 

° 105 110 ^5 

gat aat tct aat twa tac atg gtt atg g 
Asp Asn Ser Asn Xaa Tyr Met Val Met 
120 

<210> 816 
<211> 312 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .312 



60 
120 
180 



355 



403 



451 



499 



547 



595 



643 



691 



719 



<400> 816 



563 



acacagcatt ttaatatcag tgaggtccac agctagcagt aagagctggt gtaattgaaa 60 
gacgtttagg tgcaatcatt ctgctgtttg ctccttgcca ggttcaac atg gga ttg 117 

Met Gly Leu 

tea cgc aaa tea tea gat gca tct get tgc tec tct tea gaa ata tct i 65 
Ser Arg Lys Ser Ser Asp Ala Ser Ala Cys Ser Ser Ser Glu He Ser 

5 10 15 

gtg aaa gag ttt eta gcc aaa gcc aaa gaa gac ttt ttg aaa aaa tgg 213 
Val Lys Glu Phe Leu Ala Lys Ala Lys Glu Asp Phe Leu Lys Lys Trp 

gag aat cca act cag aat aat gcc gga ctt gaa gat ttt gaa agg aaa 261 
Glu Asn Pro Thr Gin Asn Asn Ala Gly Leu Glu Asp Phe Glu Arg Lys 

40 45 50 

aaa ace ctt gga aca ggt tea ttt gga aga gtc atg ttg gta aaa cac 309 
Lys Thr Leu Gly Thr Gly Ser Phe Gly Arg Val Met Leu Val Lys His 
55 60 65 





aaa 






Lys 




0 








<210> 


817 




<211> 


371 


HI 


<212> 


DNA 




<213> 


Homo 




<220> 










<221> 


CDS 




<222> 


110. 



31 <400> 817 

U tcccggaacg cgcgcaccgc ataeggegeg gategcaggg agccggtccg ccgccgkwac 60 

p gggagcctgg gtgtgcgtgt ggagtccgga ctcgtggkab aegatcgeg atg aac acg lis 
h Met Asn Thr 

3 ?!? p? 9 ^ C 5" 993 Ctg ttg 039 tk9 aat a 99 9 ca 9 ct act 9gg aag 166 
Val Gly Thr Trp Arg Leu Leu Gin Xaa Asn Arg Ala Ala Thr Gly Lys 

5 10 15 

atg gag atg gag atg gag cag gtg ttt gag atg aag gtc aaa gaa aaa 214 

Met Glu Met Glu Met Glu Gin Val Phe Glu Met Lys Val Lys Glu Lys 



312 



20 25 30 35 

gtt caa aaa ctg aag gac tct gaa get gag etc cag cgn cgc cat gag 
Val Gin Lys Leu Lys Asp Ser Glu Ala Glu Leu Gin Arg Arg His Glu 

40 45 50 

caa atg aaa aag aat ttg gaa gca cag cac aaa gaa ttg gag gaa aaa 
Gin Met Lys Lys Asn Leu Glu Ala Gin His Lys Glu Leu Glu Glu Lys 

55 60 65 

cgt cgt cag tkc gag gat gag aaa gca aac tgg gaa get caa caa cgt 
Arg Arg Gin Xaa Glu Asp Glu Lys Ala Asn Trp Glu Ala Gin Gin Arq 

70 75 80 

att tta gaa caa c 
He Leu Glu Gin 
85 



262 



310 



358 



<210> 818 



564 



<211> 568 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . . 567 



<400> 818 

aaagtaaagc ggaggcagcg ggggaag atg gcg gcg gcc gtt cca cag egg gcg 54 

Met Ala Ala Ala Val Pro Gin Arg Ala 
1 5 

tgg acc gtg gag cag ctg cgc agt gag cag ctg ccc aag aag gac att 102 
Trp Thr Val Glu Gin Leu Arg Ser Glu Gin Leu Pro Lys Lys Asp lie 
10 15 20 25 

ate aag ttt ctg cag gaa cac ggt tea gat teg get gga gtg cag trg 150 
He Lys Phe Leu Gin Glu His Gly Ser Asp Ser Ala Gly Val Gin Xaa 
p 30 35 40 

^ cgc gat etc ggc tea ctg caa cct ccg cct ccc ggg ttc aaa cga ttc 198 
* Arg Asp Leu Gly Ser Leu Gin Pro Pro Pro Pro Gly Phe Lys Arg Phe 

L s 45 50 55 

^ tec tgc etc tgc etc teg agt age tgg gac tac agg cgc gtg cca cca 246 

? tf Ser CyS Leu Cys Leu Ser Ser Ser Tr P As P Tyr Arg Arg Val Pro Pro 
*S 60 65 70 

*0 cgc cag trt ctt gca gaa cat aaa tta tta gga aac att aaa aat gtg 294 
ypj Arg Gin Xaa Leu Ala Glu His Lys Leu Leu Gly Asn He Lys Asn Val 
3 75 80 85 

q gee aag aca get aac aag gac cac ttg gtt aca gcc tat aac cat ctt 342 
ni Ala Lys Thr Ala Asn Lys Asp His Leu Val Thr Ala Tyr Asn His Leu 
^ 90 95 100 105 

ttt gaa act aag cgt ttt aag ggt act gaa agt ata agt aaa gtg tct 390 
Phe Glu Thr Lys Arg Phe Lys Gly Thr Glu Ser He Ser Lys Val Ser 

HO 115 120 

gag caa gta aaa aat gtg aag ctt aat gaa gat aaa ccc aaa gaa acc 438 
Glu Gin Val Lys Asn Val Lys Leu Asn Glu Asp Lys Pro Lys Glu Thr 

125 130 135 

aag tct gaa gag acc ctg gat gag ggt cca cca aaa tat act aaa tct 486 
Lys Ser Glu Glu Thr Leu Asp Glu Gly Pro Pro Lys Tyr Thr Lys Ser 

140 145 150 

gtt mtg aaa aag gga gat aaa cca act ttc cca aaa agg gag atg ttg 534 
Val Xaa Lys Lys Gly Asp Lys Pro Thr Phe Pro Lys Arg Glu Met Leu 

155 160 165 

ttc act get ggt ata cag gra cac tac aag atg g 568 
Phe Thr Ala Gly He Gin Xaa His Tyr Lys Met 
17 ° 175 180 

<210> 819 
<211> 489 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



565 



* 0 



<222> 138 . .488 



<400> 819 

ggctggtttg gatccgggtc agtcgggkgc cgagatttgg gagagacgct ctgaactgac 60 
tgccccgcat caccggagcg tcccagctgc gaggagtgta aacaggaaca tcgataagta 12 0 
gtgtaaaaac ttgcaca atg aaa tec gaa gec aag gat gga gag gag gag 170 

Met Lys Ser Glu Ala Lys Asp Gly Glu Glu Glu 
15 10 
agt eta cag act get ttc aaa aaa tta aga gtg gat gca tea ggg tct 218 
Ser Leu Gin Thr Ala Phe Lys Lys Leu Arg Val Asp Ala Ser Gly Ser 

15 20 25 

gta gca tct ctg tct gtt gga gaa ggc aca ggt gtc aga gca cca gtc 266 
Val Ala Ser Leu Ser Val Gly Glu Gly Thr Gly Val Arg Ala Pro Val 

30 35 40 

aga aca gca aca gat gat acc aaa cct aaa acc aca tgt gca tct aaa 314 
Arg Thr Ala Thr Asp Asp Thr Lys Pro Lys Thr Thr Cys Ala Ser Lys 
45 50 55 

q gac agt tgg cac ggg tct aca agg aag tct tea cga gga gca gtg aga 3 62 

Asp Ser Trp His Gly Ser Thr Arg Lys Ser Ser Arg Gly Ala Val Arg 
J 60 65 70 75 

't& aCt Cag Cgt Cgt ° ga Cgt tGt aag tct Cct gtc ctt cat cct cca aa 9 4 10 
_f; Thr Gin Arg Arg Arg Arg Ser Lys Ser Pro Val Leu His Pro Pro Lys 

^ 80 85 90 

m ttt ata cat tgc agt aca ata gcg tct tct tec age agt caa etc aag 458 

*0 Phe He His Cys Ser Thr He Ala Ser Ser Ser Ser Ser Gin Leu Lys 

& 95 100 105 

g cac aaa ags cag act gnc tea cct gat ggc a 489 

pi His Lys Xaa Gin Thr Xaa Ser Pro Asp Gly 

fy HO 115 

r 3 5 

f jf <210> 820 

<211> 471 
U <212> DNA 

O <213> Homo sapiens 

<220> 
<221> CDS 
<222> 25 . .471 



<400> 820 

gaggggaegg ggtccgactc agaa atg gcg gee tec atg ttc tac ggc agg 51 

Met Ala Ala Ser Met Phe Tyr Gly Arg 
1 5 

eta gtg gee gtg gee acc ctt egg aac cac egg cct egg acg gee cag 99 

Leu Val Ala Val Ala Thr Leu Arg Asn His Arg Pro Arg Thr Ala Gin 

1° 15 20 25 

egg get get get cag gtt ctg gga agt tct gga ttg ttt aat aac cat 147 

Arg Ala Ala Ala Gin Val Leu Gly Ser Ser Gly Leu Phe Asn Asn His 

30 35 40 

gga etc caa gta cag cag caa cag caa agg aat etc tea eta cat gaa 195 
Gly Leu Gin Val Gin Gin Gin Gin Gin Arg Asn Leu Ser Leu His Glu 
45 50 55 



566 



m 



%3 



r3 = 
5%3 



m ? c 9 t 9 9 f a " a " 9 Caa gaa gct ggt gtc tec gtt ccc aaa 
Tyr Met Ser Met Glu Leu Leu Gin Glu Ala Gly Val Ser Val Pro Lys 
60 65 70 

J!? J?" 9at 933 9Ct tat gCa att gcc aaa aaa 

Gly Tyr Val Ala Lys Ser Pro Asp Glu Ala Tyr Ala lie Ala Lys Lys 

75 8 ° 85 

tta ggt tea aaa gat gtc gtg ata aag gca cag gtt tta gct ggt ggt 
Leu Gly ser Lys Asp Val Val lie Lys Ala Gin Val Leu Ala Sly It 

95 100 10 5 

aga gga aaa gga aca ttt gaa agt ggc etc aaa gga gga gtg aag ata 
Arg Gly Lys Gly Thr Phe Glu Ser Gly Leu Lys Gly Gly Val Lys lie 
110 115 120 

J 11 ? oi° o Ct 933 933 9Ca aaa gct gtt tct tca ca * atg att ggg 

Val Phe Ser Pro Glu Glu Ala Lys Ala Val Ser Ser Gin Met lie Gly 

125 130 135 

aaa aaa ttg ttt acc aag caa acg gga gaa agg gca 

Lys Lys Leu Phe Thr Lys Gin Thr Gly Glu Arq Ala 

I" 145 

<210> 821 
<211> 504 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 163 . .504 



<400> 821 

atacccctcc gggttaggcg getgtagegg agctcgaaaa gagtggcgca gggtcqcqcq 
gcecegectc ettccccgcc cagegaastc tctgaccacc ctct^tcta StStgc? 
tcgcttcecg gcgcggtcgc agcccteagc ccacttagga ta atg gcg aefget 

Met Ala Thr Ala 

Ilu r Ct9 f C T 9 f ^ 333 tta tat gag ggt ' aaa aca aaa 3aa 
Glu Val Leu Asn lie Gly Lys Lys Leu Tyr Glu Gly Lys Thr Lys Glu 

\ 10 15 20 

Val Tin r tta f" c 9 ' CC3 993 *** gtC CtC ctg ca 9 tcc aa 9 
Val Tyr Glu Leu Leu Asp Ser Pro Gly Lys Val Leu Leu Gin Ser Lys 

25 30 35 

gac cag att aca gca gga aat gca gct aga aaa aac cac ctg gaa qqa 
Asp Gin lie Thr Ala Gly Asn Ala Ala Arg Lys Asn His Leu Glu Sy 
40 45 bo Y 

aaa gct gca ate tca aat aaa ate acc agt tgt att ttt caq tta tta 
Lys Ala Ala lie Ser Asn Lys lie Thr Ser Cys lie Phe Gin Leu Leu 

55 60 gs 

cag gaa gca ggt att aaa act gec ttc acc aga aaa tgt ggg gag acw 
Gin Glu Ala Gly He Lys Thr Ala Phe Thr Arg Lys Cys lly Glu T~hr 
, 70 75 80 

kct ttc att gca ccg cag tgt gaa atg att cca att gaa tgg gtt tqc 
Xaa Phe lie Ala Pro Gin Cys Glu Met He Pro He Glu T^p vll Cys 

^ 95 100 

aga aga ata gca act ggt tct ttt etc aaa aga aat cct ggt 



243 



291 



339 



387 



435 



471 



60 
120 
174 



222 



270 



318 



366 



414 



462 



504 



567 



* # 



Arg Arg lie Ala Thr Gly Ser Phe Leu Lys Arg Asn Pro Gly 
105 110 

<210> 822 
<211> 381 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 42 . .380 



<400> 822 

aaacagattt tcaggttgat tgatgtggga cagcagccac a atg agg aac tec tat 56 

Met Arg Asn Ser Tyr 

s m m m m m s s m tt ss li s s si - 



10 -, c 

15 20 



Pro Glu Sn r 9 ' "* " a " a aat 9aa * ta -« cct 

Pro Glu Asp Val Cys Glu Lys lie He Gly Gly Asn Glu Val Thr Pro 



30 



S£ E % lit Z nil z s t tit - - - £ - - 



40 45 



Cvs S G?v S r" 9 !?' 9aC t99 9tg ttg 9" S« cac 

Cys Ala Gly Ala Leu lie Ala Lys Asp Trp Val Leu Thr Ala Ala His 



55 60 



tgt aac ttg aac aaa agg tec cag gtc att ctt ggg get cac tea ai-a 
Cys Asn Leu Asn Lys Arg Ser Gin Val lie Leu Sy lit His Ser ill 

Thr S Glu ??? atg gtt aa * aaa "t 

Thr Arg Glu Glu Pro Thr Lys Gin lie Met Leu Val Lys Lys Glu Phe 

95 

ccc tat cca tgc tat gac cca gec aca cgc gaa ggt 
Pro Tyr Pro Cys Tyr Asp Pro Ala Thr Arg Glu Gly 



105 

<210> 823 
<211> 661 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 381. . 659 



152 



200 



248 



296 



344 



100 

9 381 



<400> 823 



aggcgtccgc gcggcggcca ttttgtcttg tcggctcctg tgtgtaggag gqatttcaac 
9CC9a " a9a "^egaegg tgtcgccg4 ttttcg^gg ^ggtgcSg 
ggctggtggg aacagccgcc cgaaggaagc accatgattt cggccgcgca g^tSS? 
gagttaatgg gccgggaccg aaacctagcc ceggacgaga agcgcLaac Itgcggtfgg 



60 
120 
180 
240 



568 



=3 1 



accacgagag cgtttgtaaa tattatctct gtggtttttg tcctgcggaa ttgttcacaa 300 
atacacgttc tgatcttggt ccgtgtgaaa aaattcatga tgaaaatcta cgaaaacagt 360 
atgagaagag ctctcgtttc atg aaa gtt ggc tat gag aga gat ttt ttg cga 413 

Met Lys Val Gly Tyr Glu Arg Asp Phe Leu Arg 
5 io 



tac tta 


cag 


age 


tta 


ctt 


gca 


gaa 


gta 


Tyr Leu 


Gin 


Ser 


Leu 


Leu 


Ala 


Glu 


Val 






15 










o n 


cat get 


cgt 


ttg 


gca 


tta 


tct 


caa 


aac 


His Ala 


Arg 


Leu 


Ala 


Leu 


Ser 


Gin 


Asn 




30 










35 




ggc cna 


aca 


ggc 


aaa 


aat 


gaa 


gaa 


aaa 


Gly Xaa 


Thr 


Gly 


Lys 


Asn 


Glu 


Glu 


i-j y a 


45 










50 




att gat 


gta 


ctt 


ctg 


caa 


cag 


att 


gaa 


He Asp 


Val 


Leu 


Leu 


Gin 


Gin 


He 


Glu 


60 








65 








gta gaa 


gaa 


gec 


cag 


ggg 


atg 


atg 


aaa 


Val Glu 


Glu 


Ala 


Gin 


Gly 


Met 


Met 


Lys 








80 








gag aga 


ga 














Glu Arg 
















<210> 824 














<211> 352 














<212> DNA 














<213> Homo sapiens 










<220> 
















<221> CDS 














<222> 153 . .350 













25 



40 



55 



70 75 



o 

I 80 85 90 



461 



509 



557 



605 



653 



661 



<400> 824 

aggcgtccgc gcggcggcca ttttgtcttg tcggctcctg tgtgtaggag ggatttegge 60 
ctgagagegg gecgaggaga ttggcgacgg tgtcgccgtg ttttcgttgg cgggtgcctg 12 0 
ggctggtggg aacagccgcc cgaagaagca cc atg att teg gec gcg cag ttg 173 

Met He Ser Ala Ala Gin Leu 

1 5 

ttg gat gag tta atg ggc egg gac cga aac eta gee ccg gac gag aaq 221 
Leu Asp Glu Leu Met Gly Arg Asp Arg Asn Leu Ala Pro Asp Glu Lys 

10 15 20 

cgc asa acg tgc ggt ggg ace acg aga gcg ttt gta aat att ate tct 
Arg Xaa Thr Cys Gly Gly Thr Thr Arg Ala Phe Val Asn lie He Ser 

25 30 35 

gtg gtt wtt gtc ctg egg aan tgt tea caa ata cac gtt ctg ate ttg 
Val Val Xaa Val Leu Arg Xaa Cys Ser Gin He His Val Leu He Leu 
40 45 50 55 

atg tat ttg gaa gag gag ata aac att aga gat gt 
Met Tyr Leu Glu Glu Glu He Asn He Arg Asp 
60 65 



269 



317 



352 



<210> 825 
<211> 393 



569 




y i 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 189. .392 



<400> 825 

l^n 9 ,n a t g Ca9CCCgc 9 c c gggg9tttc tgggaaaagg cttgtgaacg gcgtttctgc 
9 9»«9<*aas tgctgcggtt cctgagccgg agggcgagtg eetgtgaaga 
aaacggggta ttgccctgag gcttatattc tgcctcagtt gtcttttctt gaaatattat 
aaatcaga atg tct gca cag tea gtg gaa gaa gat tea ata ctt ate ate 
Met Ser Ala Gin Ser Val Glu Glu Asp Ser He Leu lie lie 

. 1 5 " 

^ gat 933 939 9aa aaa att ct 9 a 9 a aag ttg gag gag 

Pro Thr Pro Asp Glu Glu Glu Lys lie Leu Arg Val Lys Leu 111 III 

20 25 3 0 

gat cct gat ggc gaa gag gga tea agt ate ccc tgg aac cat etc cca «s 
Pr ° As P «u Glu Gly Ser Ser lie Pro Trp Asn His Leu Pro 



n 35 40 45 



^ 9 fc u C C9a Ca9 C9a " C agg ca ^ ttfc 99a tac cag gat 

Asp Pro Glu lie Phe Arg Gin Arg Phe Arg Gin Phe Gly Tyr Gin Asp 

50 55 60 

tea mmt ggg ccc cgt gag g 
Ser Xaa Gly Pro Arg Glu 



65 

<210> 826 
<211> 445 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .444 



<400> 826 

gcattctggg gaaggagcag caccaaatcc aag atg gcg gec age agg agg ctg 

Met Ala Ala Ser Arg Arg Leu 



10 



25 



40 45 



60 



30 



60 
120 
180 
230 



278 



374 



393 



54 







1 








5 








cgc 


aaa 


tgt 


ggg 


atg 


aaa 


aac 


ttc 


cgt 


102 


Arg 


Lys 


Cys 


Gly Met 


Lys 


Asn 


Phe 


Arg 




15 










20 








aat 


tta 


ttg 


act 


tgg 


caa 


ggg 


ctt 


att 


150 


Asn 


Leu 


Leu 


Thr 


Trp 
35 


Gin 


Gly 


Leu 


He 


gat 


aag 


gga 


gec 


ttc 


aga 


ate 


gaa 


ate 


198 


Asp 


Lys 


Gly 


Ala 


Phe 


Arg 


He 


Glu 


He 


ttc 






50 










55 




aaa 


cca 


ccg 


aag 


ate 


aca 


ttt 


aaa 


246 


Phe 


Lys 


Pro 


Pro 


Lys 


He 


Thr 


Phe 


Lys 






65 










70 





570 



aca aag ate tat cac cca 
Thr Lys He Tyr His Pro 
75 

cca gta att agt gec gaa 
Pro Val He Ser Ala Glu 
90 

ggt aag aca tgt gec tgt 
Gly Lys Thr Cys Ala Cys 
105 

tgc tct ggg gtg ggg get 
Cys Ser Gly Val Gly Ala 
"0 125 
ate ttt c 
He Phe 



aac ate gac gaa aag gen 
Asn He Asp Glu Lys Ala 
80 

aac tgg aag cca gca acc 
Asn Trp Lys Pro Ala Thr 
95 

gtc ttc etc gga agg ggt 
Val Phe Leu Gly Arg Gly 
110 115 
tct ggt acc aga tea gac 
Ser Gly Thr Arg Ser Asp 
130 



nag gtc tgt ctg 294 
Xaa Val Cys Leu 
85 

aaa acc gac caa 342 

Lys Thr Asp Gin 

100 

ctw tgg ggg tgc 390 
Leu Trp Gly Cys 

aga ate cag aga 438 
Arg He Gin Arg 
135 

445 



<210> 827 
<211> 459 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 219. .458 



<400> 827 



Ir^ft lf tcaagtaact ctaagaaggg ccattttccc ttgttgtctt tgaaaatact 
tcattttctt agcatttcag gagattataa catcctgtat ttcaqtttct llatltltZn 
tgactgattt ccctattcaa aacaatcctc atttcc?ac. tttctgaaqa Saaa^ 
tggactactg ttgaaaaaat ttccagtgag gctcactt atg'tc?^.^^ 9 ^ 

Met Ser Val Lys Met Gly 

aaa aaa tac aag aac att gtt eta eta aaa gga tta gag gtc ate aat 
Lys Lys Tyr Lys Asn lie val Leu Leu Lys Gly Leu Glu Tzl H e ^ 

15 2 
gat tat cat ttt aga atg gtt aag tec tta ctg age aac lit tta aaa 
^ Phe ^ ^ Val Lys Ser Leu Leu Ser Asn Sp Leu Lyl 

a** T tta ^ atg aga gaa ga 9 tat aac *** att cag att act aac 
Leu Asn Leu Lys Met Arg Glu Glu Tyr Asp Lys lie Gin lie Ila Sp 

ttg atg gaa gaa aag ttc cga ggt gat get ggt ttq qac aaa rt-„ »t- a 
Leu Met Glu Glu Lys Phe Arg Gly Asp La lly S ITy ™ Leu At 



60 " 70 



75 

<210> 828 
<211> 504 
<212> DNA 
<213> Homo sapiens 

<220> 



60 
120 
180 
236 



284 



332 



380 



428 



aaa att ttc gaa gat ata cca acg ctt gaa a 
Lys He Phe Glu Asp He Pro Thr Leu Glu 459 

80 



571 



<221> CDS 
<222> 264. .503 



<400> 828 

attttctctg gggcaatagc agaataggag caagccagca ctagtcagct aactaagtga 60 
ctcaaccaag gccttttttc cttgttatct ttgcagatac ttcatttLt tagcgStrt 120 
IcacaL^ aCa ' CC T 9 gttCC ^"c tgggaacttt actgatttat ctcccccctc 180 
acacaaataa gcattgattc ctgcatttct gaagatctca agatctggac tactgttgaa 240 
aaaatttcca gtgaggctca ctt atg tct gta aag atg gga aaa aaa tac aag 

Met Ser Val Lys Met Gly Lys Lys Tyr Lys 

Aon Til r Cta "* *** * tC &tC * at tat Cat 

Asn lie Val Leu Leu Lys Gly Leu Glu Val lie Asn Asp Tyr His Phe 

ITa Me? Si? r 9 T° "* ^ * 9C MC 9 * fc " a aaa Ctt aat "a aaa 
Arg Met Val Lys Ser Leu Leu Ser Asn Asp Leu Lys Leu Asn Leu Lys 

30 35 40 

Q atg aga gaa gag tat gac aaa att cag att get gac ttq ata aaa aaa 
m Met Arg Glu Glu Tyr Asp Lys lie Gin lie La Lp lei Met Tin Tin 
m 45 50 55 

1 w? lt° f 9& *f gat 9Ct 99t ttg " c aaa cta ata aa * att ttc gaa 
- Lys Phe Arg Gly Asp Ala Gly Leu Gly Lys Leu lie Lys lie Phe Glu 

"t 65 70 

gat ata cca acg ctt gaa g 

*Q Asp He Pro Thr Leu Glu 
m 75 80 

p% <210> 829 

m <211> 640 

^ <212> DNA 

<213> Homo sapiens 



U <220> 

O <221> CDS 

<222> 400 . . 639 



180 
240 
293 

341 

389 

437 

485 

504 



<400> 829 

""J!"?? ca tcctgggg ttacagcacg ctaaagggca cccactgtcc ttaacagaga 
aaaatacact gctgagcaga ggattaaaca gactcctcac actaceggaa gttcagtgca 120 
SJtccS" ttc ^tgctg tcatgttgag agtccacTat ccacg^g? so 

ttatccagga ataatgeaga aaatctgagc attcgtgaat ctaatcattg agatacttca 240 
attScS TalT attaC3aCat cctgcggttc cgtttctgcj aactttactg 00 
c 3 "! cccctcacac aaataagcat tgattcctgc atttctgaag atctcaagat 360 

ctggactact gttgaaaaaa tttccagtga ggctcactt atg tct gta aag atg 414 

Met Ser Val Lys Met 
1 5 

gga aaa aaa tac aag aac att gtt cta cta aaa gga tta gag gtc ate 462 
Gly Lys Lys Tyr Lys Asn lie Val Leu Leu Lys Gly Leu 111 Val 

10 15 20 

aat gat tat cat ttt aga atg gtt aag tec tta ctg age aac gat tta 510 
Asn Asp Tyr His Phe Arg Met Val Lys Ser Leu Leu sir Asn Lp Leu 
25 30 35 



60 
120 



572 



in 



558 



606 



65 

9 640 



aaa ctt aat tta aaa atg aga gaa gag tat gac aaa att cag att get 
Lys Leu Asn Leu Lys Met Arg Glu Glu Tyr Asp Lys He Gin He Ala 

40 45 50 

gac ttg atg gaa gaa aag ttc cga ggt gat get ggt ttg ggc aaa eta 
Asp Leu Met Glu Glu Lys Phe Arg Gly Asp Ala Gly Leu Gly Lys Leu 

55 60 
ata aaa att ttc gaa gat ata cca acg ctt gaa 
He Lys He Phe Glu Asp He Pro Thr Leu Glu 
70 75 80 

<210> 830 

<211> 283 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 10 . . 282 

<400> 830 

gaggattct atg atg gaa tac ctg aag att gca caa gat eta gaa atg tat 51 
Met Met Glu Tyr Leu Lys He Ala Gin Asp Leu Glu Met Tyr 
1 5 10 

gga gtc aac tat ttt gaa ata aaa aat aaa aaa gga act gaa ttg tqq 99 
Gly Val Asn Tyr Phe Glu He Lys Asn Lys Lys Gly Thr Glu Leu Trp 
" 20 25 30 V 

eta ggt gtt gat get ttg ggt ctg aat att tat gag cat gac gac aag 147 
Leu Gly Val Asp Ala Leu Gly Leu Asn He Tyr Glu His Asp Asp Lys 
35 40 45 

J tta aca cct aaa att ggt ttt ccc tgg agt gaa ate aga aat att tea 195 
- Leu Thr Pro Lys He Gly Phe Pro Trp Ser Glu He Arg Asn He Ser 
X 50 55 60 

^ ttt aat gac aaa aaa ttt gtt ata aag cca ate gac aaa aag gca cct 243 
U Phe Asn Asp Lys Lys Phe Val He Lys Pro He Asp Lys Lys Ala Pro 
65 70 75 

gat ttt gtg ttt tat gca cct cgt ctg aga ate aat aag 
Asp Phe Val Phe Tyr Ala Pro Arg Leu Arg He Asn Lys 
80 85 



C 283 



90 



<210> 831 
<211> 430 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125. .430 



<400> 831 

atcatcactt ccggtaaccc cgccggccgc 
aakgagggaa cgagtggaag attgegtcac 
ccaa atg aca acg gca aca cga caa 



cagctccagg agggagaatg ggagaggggc 60 
grnsgcacat aaagaegtae gaagcegteg 120 
gaa gtc ctt ggc etc tac cgc age 169 



573 



ru 

Hi 



Met Thr Thr Ala Thr Arg Gin Glu Val Leu Gly Leu Tyr Arg Ser 

?^ ^ C *" C " gC9 a " aaa fc 99 ca 9 9cg aca tea ggg caq ate all 
He Phe Arg Leu Ala Arg Lys Trp Gin Ala Thr Ser Sy Gin Mel Glu 



25 30 



2 2 S 2 E 2 X 2 2 2 2 E E 2 2 2 



40 



ES22 2 2222222 2 222 

^ 60 

2 5 E 2 2 E 2 2 E 2 5 2 E 2 2 S 



™ 75 



r; <2io> 832 

! t <211> 384 

^ <212> DNA 

"tf <213> Homo sapiens 

%D <220> 

s <221> CDS 

Q <222> 76. .384 



<400> 832 



Met Ser Ala Thr Val Val Asp Ala U Asn S S 

S22522E222ES2222 
2 2 E 2 5 2 2 5 2 E 2 E E 2 2 2 



35 40 



2 2 2 E 2 E E 2 5 E E 2 2 2 £ 2 
-=£2222222252222 



2 2 2 2 2 2 2 2 2 2 2 2 2 E 2 2 

85 gn 

aag cag ttc age tea tct gga gaa tag tac aaa 

Lys Gin Phe Ser Ser Ser Sly Glu Tr? Tyr lJs 384 



217 



265 



313 



361 



409 



Pro Tyr Pro S Pro" Til J* 9 ^ at * 93C Ctt acc <*« ete 
o xyr Pro Xaa Pro lie His Leu Pro Pro Met Gly Leu Thr Pro Leu 

cga ggc egg gga ctt cga age 95 
Arg Gly Arg Gly Leu Arg Ser 430 
100 



60 
111 



159 



207 



255 



303 



351 



95 100 



574 



<210> 833 
<211> 487 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 235 . .486 



<400> 833 

attttttccg tttccgtacg gaagcaaagg agccaagacc atggcgaaas cggqqataaa 
agcggcagca gcgggaagaa aagtctaaaa cggaaagccg ctgccgaaga acScaqqao 
gctgcaggcg ctggggatgg ggcgacggaa aacggggtcc aacccccgaa agcggSgcc 
tttccgccag gctttagcat ttcggagatt aaaaacaaac agcggcgLa c?2 atf 

Met 

© ttc acg egg tgg aaa cag cag cag egg aag gaa aag ttg qca act aaa 
Phe Thr Arg Trp Lys Gin Gin Gin Arg Lys Ilu Lys Lei S Hi Lys 

m 5 io 15 

N- f 33 f aa Ctt aaa aaa 9aa aga gag get ctt ggc gat aag get cca cca 

y Lys Lys Leu Lys Lys Glu Arg Glu Ala Leu G^y Asp Lys £ Pro Pro 
,R 20 25 30 

- aag cct gta ccc aag ace att gac aac cag cga gtg tat gat gaa acc 
J Lys Pro val Pro Lys Thr lie Asp Asn Gin Arg Va! Tyr Asp Ilu Thr 

- tZ m f C l Ct 9at 933 939 9tC gct tat 9at gaa get aea gat 
U Thr Val Asp Pro Asn Asp Glu Glu Val Ala Tyr Asp Glu lla Thr £p 

m gaa ttt get tct tae ttc aac aaa cag act tct ccc aag att etc ate 
Glu Phe Ala Ser Tyr Phe Asn Lys Gin Thr Ser Pro Lys lie Leu lie 



60 
120 
180 
237 



285 



333 



381 



429 



477 



75 80 
aca aca tea g ou 

Thr Thr Ser 487 

<210> 834 
<211> 389 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59. .388 



<400> 834 

ata^^^T^ 00 CCCCttct 99 akyggttgtg egateagate gatctaag 
atg gcg act gtc gaa ccg gaa acc acc cct act cct aat ccc ccc act 
Met Ala Thr Val Glu Pro Glu Thr Thr Pro Thr Pro Asn Pro Pro Thr 

10 15 
aca gaa gag gag aaa acg gaa tct aat cag gaq qtt act aar rr, 
Thr Glu Glu Glu Lys Thr Glu Ser Asn Gi* 111 V " Hi ™ ^ 

20 25 



58 
106 



154 



30 



575 





\_ ct U 


+- =1 -h 


-1*-+- 

act 


aaa 


cat 


ccc 


eta 


cag 


aac 


n.1 s 


Tyr 


Tl- 
IlS 

35 


Lys 


His 


Pro 


Leu 


Gin 
40 


Asn 




aat 


gat 


aaa 


age 


aaa 


act 


tgg 


caa 


Lys 


Asn 


Asp 


Lys 


Ser 


Lys 


Thr 


Trp 


Gin 




o u 










55 




aag 


ttt 


gat 


act 


gtt 


gaa 


gac 


ttt 


tgg 


Lys 


Phe 


Asp 


Thr 


Val 


Glu 


Asp 


Phe 


Trp 


65 










70 






ttg 


tct 


agt 


aat 


tta 


atg 


cct 


ggc 


tgt 


Leu 


Ser 


Ser 


Asn 


Leu 


Met 


Pro 


Gly Cys 










85 










ggt 


att 


gag 


cct 


atg 


tgg 


gaa 


gat 


gag 


Gly 


He 


Glu 


Pro 
100 


Met 


Trp 


Glu 


Asp 


Glu 
105 



45 



ttt ttt 202 



250 



60 



75 



80 



<210> 835 

<211> 299 

s*t <212> DNA 

.55 <213> Homo sapiens 

<220> 

f 1 <221> CDS 

W <222> 117 . .299 



J3 <400> 835 

gatgegaact ggggecaegg cagccatcgc getttgeagt tcggtctcct ggtgtacggc 
Q caa cgccaag taggggattg cgttccctcc agtegcagae cctatcagat Sggat atg 

PJ Met 
m ■ i 

tec ttc ata ttt gat tgg att tac agt ggt ttc age aqt qta eta cac 
J Ser Phe lie Phe Asp Trp lie Tyr Ser lly Phe Ser Ser ?2 Leu Gin 
5 10 15 

III r tta IT T tta tat aag aaa act 99t aaa ct 9 9 ta ctt gga ttg 
Phe Leu Gly Leu Tyr Lys Lys Thr Gly Lys Leu Val Phe Leu Gly Leu 

gat aat gca gga aaa aca aca ttg eta cac atg eta aaa gat gac aga 
Asp Asn Ala Gly Lys Thr Thr Leu Leu His Met Leu Lys Asp Asp A^g 



45 



40 

ctt gga caa cat gtc cca aca tta cat ccc act tec 
Leu Gly Gin His Val Pro Thr Leu His Pro Thr Ser 

55 



298 



346 



90 95 
aaa aac aaa egg gga g 389 
Lys Asn Lys Arg Gly 
110 



60 
119 



167 



215 



263 



299 



50 

<210> 836 
<211> 407 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .405 



60 



576 




<400> 836 

tagagagccc cggagccgcg gcgggagagg aacgcgcasc agccttggga agcccaggcc 60 
cggcagccat ggcggtggaa ggtggccgca gccattgctg gctatgtgtt tagagataag 12 0 
gtg atg tea gag ttt aat aac aac ttc egg cag cag atg gag aat tac 168 
Met Ser Glu Phe Asn Asn Asn Phe Arg Gin Gin Met Glu Asn Tyr 
1 5 10 15 

ccg aaa aac aac cac act get teg ate ctg gac agg atg cag gca gat 216 
Pro Lys Asn Asn His Thr Ala Ser He Leu Asp Arg Met Gin Ala Asp 

20 25 30 

ttt aag tgc tgt ggg get get aac tac aca gat tgg gag aaa ate cct 264 
Phe Lys Cys Cys Gly Ala Ala Asn Tyr Thr Asp Trp Glu Lys He Pro 

35 40 45 

tec atg teg aag aac cga gtc ccc gac tec tgc tgc att aat gtt act 312 
Ser Met Ser Lys Asn Arg Val Pro Asp Ser Cys Cys He Asn Val Thr 

50 55 60 

gtg ggc tgt ggg att aat ttc aac gag aag gcg ate cat aag gag ggc 360 
Val Gly Cys Gly He Asn Phe Asn Glu Lys Ala He His Lys Glu Gly 

65 70 75 

tgt gtg gag aag att ggg ggc tgg ctg agg aaa aat gtg ctg gtg gt 4 07 

Cys Val Glu Lys He Gly Gly Trp Leu Arg Lys Asn Val Leu Val 
80 85 90 

<210> 837 
<211> 459 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 101 . .457 



Us 



<400> 837 

aaaaagaaaa aacggttacc cagcaactag aaaaacaacc ggaaccggcg gcaccagctc 60 
ggagagaaag gaggttccat aggcagttct taccaagaag atg teg att cca ttc 115 

Met Ser He Pro Phe 
1 5 

tec aac ace cac tac cga att cca caa gga ttt ggg aat ctt ctt gaa 163 
Ser Asn Thr His Tyr Arg He Pro Gin Gly Phe Gly Asn Leu Leu Glu 

10 15 20 

ggg ctg aca cgc gag att ctg aga gag caa ccg gac aat ata cca get 2 11 

Gly Leu Thr Arg Glu He Leu Arg Glu Gin Pro Asp Asn He Pro Ala 

25 30 35 

ttt gca gca gec tat ttt gag age ctt eta gag aaa aga gag aaa acc 259 
Phe Ala Ala Ala Tyr Phe Glu Ser Leu Leu Glu Lys Arg Glu Lys Thr 

40 45 50 

aac ttt gat cca gca gaa tgg ggg agt aag gta gaa gac cgc ttc tat 307 
Asn Phe Asp Pro Ala Glu Trp Gly Ser Lys Val Glu Asp Arg Phe Tyr 

55 60 65 

aac aat cat gca ttc gag gag cww gaa cca cct gag aaa agt gat cct 355 
Asn Asn His Ala Phe Glu Glu Xaa Glu Pro Pro Glu Lys Ser Asp Pro 
70 75 so P 85 

aaa caa gaa gag tct cag ata tct ggg aag gag gaa gag aca tea gtc 403 
Lys Gin Glu Glu Ser Gin He Ser Gly Lys Glu Glu Glu Thr Ser Val 



577 



•stsr 

m 



90 95 100 

acc ate tta gac tct tct gag gaa gat aag gaa aaa gaa gag gtt get 451 
Thr lie Leu Asp Ser Ser Glu Glu Asp Lys Glu Lys Glu Glu Val Ala 

105 110 115 

get gtc aa 459 
Ala Val 

<210> 838 
<211> 316 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 8 . .316 



<400> 838 

attatac atg act gga aaa gta atg gca age aag act tea gag ctg age 4 9 

Met Thr Gly Lys Val Met Ala Ser Lys Thr Ser Glu Leu Ser 
15 10 
tat ctt gat att ttt ate cag tgt gtg ggg tgt tac aca tgc ate aca 97 
Tyr Leu Asp He Phe He Gin Cys Val Gly Cys Tyr Thr Cys He Thr 
!5 20 25 30 

get ata ata gag eta tea cat gga tct ttt gaa aaa caa gat aga gat 145 
Ala He He Glu Leu Ser His Gly Ser Phe Glu Lys Gin Asp Arg Asp 

35 40 45 

gtt tta aag get tct ggg ttt gat ttc tta gtc aga tgc tgt ggt act 193 
Val Leu Lys Ala Ser Gly Phe Asp Phe Leu Val Arg Cys Cys Gly Thr 

50 55 60 

tgg cat tta aca act aga att gtg gtc tgc aaa gaa aaa act tct aga 241 
Trp His Leu Thr Thr Arg He Val Val Cys Lys Glu Lys Thr Ser Arg 

65 70 75 

aaa aga caa caa aaa aaa aaa aaa aaa aaa aaa aaa aaa aaa aaa aaa 2 89 

Lys Arg Gin Gin Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys Lys 

80 85 90 

aaa aaa aaa aaa aaa aaa aaa aaa aaa 316 
Lys Lys Lys Lys Lys Lys Lys Lys Lys 
95 100 

<210> 839 
<211> 223 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .223 



<400> 839 

ttgaccgegg gaggctaege gcggggcggg tgctgcttgc tgeaggctet ggggagtege 60 

c atg cct aca aca cag cag tec cct cag gat gag cag gaa aag etc ttg 109 

Met Pro Thr Thr Gin Gin Ser Pro Gin Asp Glu Gin Glu Lys Leu Leu 



578 



1 








5 










10 








15 


gat 


gaa 


gcc 


ata 


cag 


get 


gtg 


aag 


gtc 


cag 


tea 


ttc 


caa 


atg 


aag 


aga 


Asp 


Glu 


Ala 


He 
20 


Gin 


Ala 


Val 


Lys 


Val 
25 


Gin 


Ser 


Phe 


Gin 


Met 
30 


Lys 


Arg 


tgc 


ctg 


gac 


aaa 


aac 


aag 


ctt 


atg 


gat 


get 


eta 


aaa 


cat 


get 


tct 


aat 


Cys 


Leu 


Asp 
35 


Lys 


Asn 


Lys 


Leu 


Met 
40 


Asp 


Ala 


Leu 


Lys 


His 
45 


Ala 


Ser 


Asn 


atg 


ctt 


ggt 


gaa 


etc 


egg 






















Met 


Leu 
50 


Gly 


Glu 


Leu 


Arg 























<210> 840 
<211> 601 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
f?! <222> 142 . .600 

I 

^} <400> 840 

ft agtgagtcgc ggcgccgcgc actggtggtt gggtcagtgc cgcgcgccga teggtegtta 60 

yJ ccgcgaggcg ctggtggcct tcaggctgga eggegegggt cagccctggt tcgccggctt 12 0 

*Q ctgggtcttt gaacagccgc g atg teg ate ttc ace ccc acc aac cag ate 171 

*S Met Ser He Phe Thr Pro Thr Asn Gin He 

1 5 10 

3 cgc eta acc aat gtg gcc gtg gta egg atg aag cgt gcc ggg aag cgc 219 

Arg Leu Thr Asn Val Ala Val Val Arg Met Lys Arg Ala Gly Lys Arg 

m 15 20 25 

^ ttc gaa ate gcc tgc tac aaa aac aag gtc gtc ggc tgg egg age ggc 267 
s Jj Phe Glu He Ala Cys Tyr Lys Asn Lys Val Val Gly Trp Arg Ser Gly 
£ 30 35 40 

%J gtg gaa aaa gac etc gat gaa gtt ctg cag acc cac tea gtg ttt gta 315 
O Val Glu Lys Asp Leu Asp Glu Val Leu Gin Thr His Ser Val Phe Val 
45 50 55 

aat gtt tct aaa ggt cag gtt gcc aaa aag gaa gat etc ate agt gcg 3 63 

Asn Val Ser Lys Gly Gin Val Ala Lys Lys Glu Asp Leu He Ser Ala 

60 65 70 

ttt gga aca gat gac caa act gaa ate tgt aag cag att ttg act aaa 411 
Phe Gly Thr Asp Asp Gin Thr Glu He Cys Lys Gin He Leu Thr Lys 
75 80 85 90 

gga gaa gtt caa gta tea gat aaa gaa aga cac aca caa ctg gag cag 459 
Gly Glu Val Gin Val Ser Asp Lys Glu Arg His Thr Gin Leu Glu Gin 

95 100 105 

atg ttt agg gac att gca act att gtg gca gac aaa tgt gtg aat cct 507 
Met Phe Arg Asp He Ala Thr He Val Ala Asp Lys Cys Val Asn Pro 

110 115 120 

gaa aca aag aga cca tac acc gtg ate ctt att gag aga gcc atg aag 555 
Glu Thr Lys Arg Pro Tyr Thr Val He Leu He Glu Arg Ala Met Lys 

125 130 135 

gac ate cac tat teg gtg aaa acc aac aag agt aca aaa cag cag g 601 
Asp He His Tyr Ser Val Lys Thr Asn Lys Ser Thr Lys Gin Gin 
140 145 150 



579 



<210> 841 

<211> 361 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 44. .361 



= i : 

u 



i u 



<400> 841 

ctaacggggt gcaccgtctt ccgccgcacg tggattcagc gcg atg ccc aaa tec 55 

Met Pro Lys Ser 
1 

aag cgc gac aag aaa gtc tec tta acc aaa act gec aag aaa ggc ttg 103 

Lys Arg Asp Lys Lys Val Ser Leu Thr Lys Thr Ala Lys Lys Gly Leu 

5 10 15 20 

gaa ttg aaa caa aac ctg ata gaa gag ctt egg aaa tgt gtg gac acc 151 

Glu Leu Lys Gin Asn Leu lie Glu Glu Leu Arg Lys Cys Val Asp Thr 

25 30 35 

tac aag tac ctt ttc ate ttc tct gtg gee aac atg agg aac age aag 199 
Tyr Lys Tyr Leu Phe lie Phe Ser Val Ala Asn Met Arg Asn Ser Lys 

40 45 50 

ctg aag gac ate egg aac gec tgg aag cac age egg atg ttc ttt ggc 247 
Leu Lys Asp lie Arg Asn Ala Trp Lys His Ser Arg Met Phe Phe Gly 

55 60 65 

aaa aac aag gtg atg atg gtg gec ttg ggt egg age cca tct gat gaa 2 95 

Lys Asn Lys Val Met Met Val Ala Leu Gly Arg Ser Pro Ser Asp Glu 

70 75 80 

tac aaa gac aac ctg cac cag gtc age aaa agg ttg agg ggt gag gtg 343 
Tyr Lys Asp Asn Leu His Gin Val Ser Lys Arg Leu Arg Gly Glu Val 
85 90 95 100 

ggt etc ctg ttc acc aac 361 
Gly Leu Leu Phe Thr Asn 

105 



<210> 842 

<211> 637 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 32 . .637 



<400> 842 

attctcctgt ggccactgta acctccaaac t atg agt aat ctg aac aca caa 52 

Met Ser Asn Leu Asn Thr Gin 
1 5 

gtg aaa gac aca atg aat ggt cat att tct aat cat ccc agt agt ttt 100 
Val Lys Asp Thr Met Asn Gly His lie Ser Asn His Pro Ser Ser Phe 
10 15 20 



580 



gga atg tac cca tct cag atg aat ggc tac gga tea tea cct acc ttt 148 
Gly Met Tyr Pro Ser Gin Met Asn Gly Tyr Gly Ser Ser Pro Thr Phe 

25 30 35 

tec cag acg gac aga gaa cat ggt tea aaa aca agt gca aag gee ctt 196 
Ser Gin Thr Asp Arg Glu His Gly Ser Lys Thr Ser Ala Lys Ala Leu 
40 45 50 55 

tat gaa caa agg aag aat tat gca egg gac agt gtc age agt gtg tea 244 
Tyr Glu Gin Arg Lys Asn Tyr Ala Arg Asp Ser Val Ser Ser Val Ser 

60 65 70 

gat ata tct caa tac cgt gtt gaa cac ttg act acc ttt gtc ctg gat 292 
Asp He Ser Gin Tyr Arg Val Glu His Leu Thr Thr Phe Val Leu Asp 

75 80 85 

egg aaa gat get atg ate act gtt gat gat gga ata agg aaa ttg aaa 340 
Arg Lys Asp Ala Met He Thr Val Asp Asp Gly He Arg Lys Leu Lys 

90 95 100 

ttg ctt gat gee aag ggc aaa gtg tgg act caa gat atg att ctt caa 3 88 

Leu Leu Asp Ala Lys Gly Lys Val Trp Thr Gin Asp Met He Leu Gin 
105 110 115 

gj gtg gat gac aga get gtg age ctg att gat tta gaa tea aag aat gaa 436 
y3 Val As P As P Ar 9 Ala Val Ser Leu He Asp Leu Glu Ser Lys Asn Glu 
120 125 130 135 

ctg gag aat ttt cct tta aac aca ate cag cac tgc caa get gtg atg 484 
Leu Glu Asn Phe Pro Leu Asn Thr He Gin His Cys Gin Ala Val Met 

140 145 150 

cat tea tgc age tat gat tea gtt ctt gca ctg gtg tgc aaa gag cca 532 
His Ser Cys Ser Tyr Asp Ser Val Leu Ala Leu Val Cys Lys Glu Pro 

155 160 165 

acc cag aac aag cca gat ctt cat etc ttc cag tgt gat gag gtt aag 580 
Thr Gin Asn Lys Pro Asp Leu His Leu Phe Gin Cys Asp Glu Val Lys 

170 175 180 

gca aac eta att agt gaa gat att gaa agt gca ate agt gac agt aaa 62 8 

Ala Asn Leu He Ser Glu Asp He Glu Ser Ala He Ser Asp Ser Lys 

185 190 195 

gga ggg aaa 637 
Gly Gly Lys 
200 



ill 



<210> 843 
<211> 590 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 294 . .590 



<400> 843 

agactgtagg caccaccggg cgccgaatgg ctgttttcta actgggatcc tcggtgacgt 60 

atggctgcct gccccttggc agctgtcttt atggaccagt aggcagagcg aaattgaege 12 0 

tgacaagact tttgeatett ggaagggact gtaatctact gtagtgaaga acagagcctc 180 

tcaatcagac gggtgtaaat aagagacgga ggggagtcca aaagaaaagg aagaggagga 24 0 

aaaacaagtg tgtgttgggg ggaacagggg gaaaagcatt tttggtggat ggt atg 2 96 

Met 



581 



1 

aag cca gcc atg gaa act gca gcc gag gaa aat act gaa caa age caa 344 
Lys Pro Ala Met Glu Thr Ala Ala Glu Glu Asn Thr Glu Gin Ser Gin 

5 10 15 

gag aga aaa ggc tgc ttt gaa tgc tgc ate aag tgt ctg gga gga gtc 3 92 

Glu Arg Lys Gly Cys Phe Glu Cys Cys He Lys Cys Leu Gly Gly Val 

20 25 30 

ccc tac gcc tec ctg gtg gcc acc ate etc tgc ttc tec ggg gtg gcc 440 
Pro Tyr Ala Ser Leu Val Ala Thr He Leu Cys Phe Ser Gly Val Ala 

35 40 45 

tta ttc tgc ggc tgt ggg cat gtg get etc gca ggc acc gtg gcg att 488 
Leu Phe Cys Gly Cys Gly His Val Ala Leu Ala Gly Thr Val Ala He 
50 55 60 65 

ctt gag caa cac ttc tec acc aac gcc agt kac cat gcc ttg ctg age 536 
Leu Glu Gin His Phe Ser Thr Asn Ala Ser Xaa His Ala Leu Leu Ser 

70 75 80 

gag gtg ata caa ctg atg cag tat gtc ate tat gga att gcg tct ttt 584 
Glu Val He Gin Leu Met Gin Tyr Val He Tyr Gly He Ala Ser Phe 
f*i 85 90 95 

tct tct 590 
Ser Ser 



<210> 844 
<211> 455 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 29. .454 



<400> 844 

accegggagg cggsgccagc gaggcaag atg gag tta gtg cag gtc ctg aaa 52 

Met Glu Leu Val Gin Val Leu Lys 
1 5 

cgc ggg ctg cag cag ate acc ggc cac ggc ggt etc cga ggc tat eta 100 
Arg Gly Leu Gin Gin He Thr Gly His Gly Gly Leu Arg Gly Tyr Leu 

10 15 20 

egg gtt ttt ttc agg aca aat gat gcg aag gtt ggt aca tta gtg ggg 148 
Arg Val Phe Phe Arg Thr Asn Asp Ala Lys Val Gly Thr Leu Val Gly 
25 30 35 40 

gaa gac aaa tat gga aac aaa tac tat gaa gac aac aag caa ttt ttt 196 
Glu Asp Lys Tyr Gly Asn Lys Tyr Tyr Glu Asp Asn Lys Gin Phe Phe 

45 50 55 

ggc cgt cac cga tgg gtt gta tat act act gaa atg aat ggc aaa aac 244 
Gly Arg His Arg Trp Val Val Tyr Thr Thr Glu Met Asn Gly Lys Asn 

60 65 70 

aca ttc tgg gat gtg gat gga age atg gtg cct cct gaa tgg cat cgt 2 92 

Thr Phe Trp Asp Val Asp Gly Ser Met Val Pro Pro Glu Trp His Arg 

75 80 85 

tgg ctt cac agt atg act gat gat cct cca aca aca aaa cca ctt act 340 
Trp Leu His Ser Met Thr Asp Asp Pro Pro Thr Thr Lys Pro Leu Thr 

90 95 100 



582 



get cgt aaa ttc att tgg acg aac cat aaa ttc aac gtg act ggc acc 388 

Ala Arg Lys Phe lie Trp Thr Asn His Lys Phe Asn Val Thr Gly Thr 

105 110 115 120 

cca gaa caa tat gta cct tat tct acc act aga aag aag att cag gag 436 

Pro Glu Gin Tyr Val Pro Tyr Ser Thr Thr Arg Lys Lys lie Gin Glu 

125 130 135 

tgg ate cac ctt caa cac c 455 
Trp lie His Leu Gin His 
140 

<210> 845 
<211> 353 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .351 



^ <400> 845 

'f' s cttccgtcct ccgcgccttc egteggtegg tccttgcttc ctgcttcgcc tccgcgcctc 60 
gcgctatggg acagagcccc cgatccgcca gcaccacctg aggatccaga aaccgcccca 12 0 

Uj gcg atg gaa gag gat cag gag ctg gag agg aaa gca ata gaa gaa ctg 168 

y5 Met Glu Glu Asp Gin Glu Leu Glu Arg Lys Ala lie Glu Glu Leu 

*S 1 5 10 15 

uf\ ctt aag gag gca aaa cgt ggg aaa act aga get gaa aca atg gga ccc 216 

Leu Lys Glu Ala Lys Arg Gly Lys Thr Arg Ala Glu Thr Met Gly Pro 

« 20 25 30 

JJ: atg ggt tgg atg aag tgt cct ctt get age acc aat aaa aga ttt eta 264 

Met Gly Trp Met Lys Cys Pro Leu Ala Ser Thr Asn Lys Arg Phe Leu 

^ 35 40 45 

^ att aac aca att aaa aac aca ttg ccc tct cat aaa gag caa gac cat 312 

O lie Asn Thr lie Lys Asn Thr Leu Pro Ser His Lys Glu Gin Asp His 

O 50 55 60 

gaa caa aaa gag ggc gat aag gaa cca ges aag age cag gc 3 53 

Glu Gin Lys Glu Gly Asp Lys Glu Pro Ala Lys Ser Gin 

65 70 75 

<210> 846 
<211> 283 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94. .282 



<400> 846 

accttgcttc ctgcttcgcc tccgcgcctc gcgctatggg acagagcccc cgatccgcca 60 
gcaccacctg aggatccaga aaccgcccca gcg atg gaa gag gat cag gag ctg 114 

Met Glu Glu Asp Gin Glu Leu 

1 5 



583 



gag aga aaa ata tct gga 
Glu Arg Lys lie Ser Gly 
10 

aag aca gcc ctg gaa atg 
Lys Thr Ala Leu Glu Met 
25 

gtg aca ttt gta ttg cac 
Val Thr Phe Val Leu His 
40 45 
cgt tac atg ate atg awg 
Arg Tyr Met lie Met Xaa 
60 



ttg aag acc tea atg get 
Leu Lys Thr Ser Met Ala 
15 

gtc cag gca get gga aca 
Val Gin Ala Ala Gly Thr 
30 35 
gag gaa gac cat acc eta 
Glu Glu Asp His Thr Leu 
50 

aac ccg g 
Asn Pro 



gaa ggc gag agg 162 

Glu Gly Glu Arg 

20 

gat aga cac tgt 210 
Asp Arg His Cys 

gga aat tct eta 258 
Gly Asn Ser Leu 
55 

283 



<210> 847 
<211> 455 
<212> DNA 
<213> Homo sapiens 



fP- <220> 

^ <221> CDS 

si <222> 267 . .455 

= n 

33 : 

yj <400> 847 

%S attgaaggcg gggaaatacc geggegegna cggtagttgc tgtggtttcc gttctgagct 60 
43 cgcagcttag gagctgaaga tegeggaett agcgttgccg cgtccgagtc cggccatcag 120 
tggctgeaga tccggaggcc aggagctcaa ccacccttct teggaacagg gccggcctgc 180 
s tgctgtgccc tcgacgctcg gtgcctgtat ctactccggg gectaggteg getceggggg 240 

f*% eggcttagga gaaggccgcc ggegag atg ttc aaa aac acg ttc cag age ggc 2 93 
p Met Phe Lys Asn Thr Phe Gin Ser Gly 

|*J 15 

iy ttc etc tec ate etc tac age ate ggc age aag cct ctg caa ate tgg 341 
Phe Leu Ser lie Leu Tyr Ser lie Gly Ser Lys Pro Leu Gin lie Trp 
10 15 20 25 

gac aaa aag gta egg aat ggc cac ate aaa aga ate act gat aat gac 389 
Asp Lys Lys Val Arg Asn Gly His He Lys Arg He Thr Asp Asn Asp 

30 35 40 

ate cag tec ctg gtg eta gag att gaa ggg aca aat gta age acc aca 437 
He Gin Ser Leu Val Leu Glu He Glu Gly Thr Asn Val Ser Thr Thr 

45 50 55 

tat ate asa tgc cct gca 455 
Tyr He Xaa Cys Pro Ala 
60 



3= 



<210> 848 
<211> 351 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 22 . .351 



584 





m 



<400> 848 

gctcatttgt aggctgaact a atg act gcc gcc ata aga aga cag aga gaa 51 

Met Thr Ala Ala He Arg Arg Gin Arg Glu 
15 10 
ctg agt ate etc cca aag gtg aca ctg gaa gca atg aac acc aca gtg 99 
Leu Ser He Leu Pro Lys Val Thr Leu Glu Ala Met Asn Thr Thr Val 

15 20 25 

atg caa ggc ttc aac aga tct gag egg tgc ccc aga gac act egg ata 147 
Met Gin Gly Phe Asn Arg Ser Glu Arg Cys Pro Arg Asp Thr Arg He 

30 35 40 

gta cag ctg gta ttc cca gcc etc tac aca gtg gtt ttc ttg acc ggc 195 
Val Gin Leu Val Phe Pro Ala Leu Tyr Thr Val Val Phe Leu Thr Gly 

45 50 55 

ate ctg ctg aat act ttg get ctg tgg gtg ttt gtt cac ate ccc age 243 
He Leu Leu Asn Thr Leu Ala Leu Trp Val Phe Val His He Pro Ser 

60 65 70 

tec tec acc ttc ate ate tac etc aaa aac act ttg gtg gcc gac ttg 291 
Ser Ser Thr Phe He He Tyr Leu Lys Asn Thr Leu Val Ala Asp Leu 
75 80 85 90 

J ata at 9 aca cct gta ggt ctg ctt cat gcc ctt ttg atg gca gga ggg 339 
He Met Thr Pro Val Gly Leu Leu His Ala Leu Leu Met Ala Gly Gly 

95 100 105 

age tgt cct gat 351 
Ul Ser Cys Pro Asp 

^0 no 
yg <2io> 849 

^ <211> 463 

<212> DNA 
J^j <213> Homo sapiens 

= * <220> 

=P <221> CDS 

O <222> 115. .462 



<400> 849 

atattacege gtaggctaac cagtgegett aatagctgta ggtccagtgt aagagttccg 60 
etatteggtc tcacacctac agtggactac ccgatttttc gcttctcttc aggg atg 117 

Met 
1 

agt cat gtg gtg gtg aaa aat gac cct gaa ctg gac cag cag ctt get 165 
Ser His Val Val Val Lys Asn Asp Pro Glu Leu Asp Gin Gin Leu Ala 

5 10 15 

aat ctg gac ctg aac tct gaa aaa cag agt gga gga gca agt aca gcg 213 
Asn Leu Asp Leu Asn Ser Glu Lys Gin Ser Gly Gly Ala Ser Thr Ala 

20 25 30 

age aaa ggg cgc tat ata cct cct cac tta agg aac aga gaa gca tct 261 
Ser Lys Gly Arg Tyr He Pro Pro His Leu Arg Asn Arg Glu Ala Ser 

35 40 45 

aaa gga ttc cat gat aaa gac agt tea ggt tgg agt tgc age aaa gat 309 
Lys Gly Phe His Asp Lys Asp Ser Ser Gly Trp Ser Cys Ser Lys Asp 
50 55 60 65 

aag gat gca tat age agt ttt ggg tct cga gat tct aga gga aag cct 357 
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Lys 


Asp 


Ala 


Tyr 


Ser 


Ser 


Phe 


Gly Ser Arg Asp 


Ser Arg Gly Lys 


Pro 










70 






75 


80 




ggt 


tat 


ttc 


agt 


gaa 


cgt 


gga 


a gt gga tea agg 


gga aga ttt gat 


gat 


Gly 


Tyr 


Phe 


Ser 


Glu 


Arg Gly Ser Gly Ser Arg Gly Arg Phe Asp Asp 








85 








90 


95 




cgt 


gga 


egg 


ntg 


act 


atg 


atg 


gta ttg gca ate 


gtg raa gac ctg 


get 


Arg 


Gly 


Arg 


Xaa 


Thr 


Met 


Met 


Val Leu Ala He 


Val Xaa Asp Leu 


Ala 






100 










105 


110 




ttg 


gca 


gat 


t 














Leu 


Ala 


Asp 
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<210> 850 
<211> 552 
<212> DNA 
<213> Homo sapiens 



m 



<220> 
<221> CDS 
<222> 205. .552 



; s <400> 850 

^ gctacgttgc ttccggtgcc tggctccgtt tectgetttt ggttcttaca gtagtcggcg 60 
^0 taggecttag gtgggttcgt gcgccttcta cctcgctgtt teggttttec tggctcctcg 120 
C 5 gcccttttct cccctgttgc agctgggagc ggacgaagcg cgaastggga ttttttactg 180 
*Q tctcctgaag aatttaacac aaac atg gat ate aga cca aat cat aca att 231 
a Met Asp He Arg Pro Asn His Thr He 

Q 15 

H i tat ate aac aat atg aat gac aaa att aaa aag gaa gaa ttg aag aga 279 

Tyr He Asn Asn Met Asn Asp Lys He Lys Lys Glu Glu Leu Lys Arg 
^ 10 15 20 25 

21 tec eta tat gec ctg ttt tct cag ttt ggt cat gtg gtg gac att gtg 327 
y Ser Leu Tyr Ala Leu Phe Ser Gin Phe Gly His Val Val Asp He Val 
O 30 35 40 

get tta aag acc atg aag atg agg ggg cag gec ttt gtc ata ttt aag 375 
Ala Leu Lys Thr Met Lys Met Arg Gly Gin Ala Phe Val He Phe Lys 

45 50 55 

gaa ctg ggc tea tec aca aat gec ttg aga cag eta caa gga ttt cca 423 
Glu Leu Gly Ser Ser Thr Asn Ala Leu Arg Gin Leu Gin Gly Phe Pro 

60 65 70 

ttt tat ggt aaa cca atg cga ata cag tat gca aaa aca gat teg gat 471 
Phe Tyr Gly Lys Pro Met Arg He Gin Tyr Ala Lys Thr Asp Ser Asp 

75 80 85 

ata ata tea aaa atg cgt gga act ttt get gac aaa gaa aag aaa aaa 519 
He He Ser Lys Met Arg Gly Thr Phe Ala Asp Lys Glu Lys Lys Lys 
90 95 100 105 

gaa aag aaa aaa gee aaa act gtg gaa cag act 552 
Glu Lys Lys Lys Ala Lys Thr Val Glu Gin Thr 
110 115 



<210> 851 
<211> 453 
<212> DNA 



586 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 106 . .453 



<400> 851 

gctacgttgc ttccggtgcc tggctccgtt tcctgctttt ggttcttaca gtagtcggcg 60 
taggccttag attttttact gtctcctgaa gaatttaaca caaac atg gat ate aga 117 

Met Asp lie Arg 

1 

cca aat cat aca att tat ate aac aat atg aat gac aaa att aaa aag 165 
Pro Asn His Thr lie Tyr lie Asn Asn Met Asn Asp Lys lie Lys Lys 
5 10 15 20 

gaa gaa ttg aag aga tec eta tat gee ctg ttt tct cag ttt ggt cat 213 
Glu Glu Leu Lys Arg Ser Leu Tyr Ala Leu Phe Ser Gin Phe Gly His 
25 30 35 

Q gtg gtg gac att gtg get tta aag acc atg aag atg agg ggg cag gee 261 
J Val Val Asp He Val Ala Leu Lys Thr Met Lys Met Arg Gly Gin Ala 
^ 40 45 50 

IfV ttt gtc ata ttt aag gaa ctg ggc tea tec aca aat gee ttg aga cag 309 
: . Phe Val He Phe Lys Glu Leu Gly Ser Ser Thr Asn Ala Leu Arg Gin 
55 60 65 

eta caa gga ttt cca ttt tat ggt aaa cca atg cga ata cag tat gca 357 
**D Leu Gin Gly Phe Pro Phe Tyr Gly Lys Pro Met Arg He Gin Tyr Ala 
J3 70 75 80 

s aaa aca gat teg gat ata ata tea aaa atg cgt gga act ttt get gac 4 05 

Q Lys Thr Asp Ser Asp He He Ser Lys Met Arg Gly Thr Phe Ala Asp 
PI 85 90 95 100 

aaa gaa aag aaa aaa gaa aag aaa aaa gee aaa act gtg gaa cag act 453 
s ^ Lys Glu Lys Lys Lys Glu Lys Lys Lys Ala Lys Thr Val Glu Gin Thr 
± 105 110 115 

O <210> 852 

<211> 441 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 47. .439 



<400> 852 

gteggaaagg gaaaacaact aeggctgegg tgtggttggt ggtgag atg acg acc 55 

Met Thr Thr 
1 

tta gtg ctg gat aat gga get tac aac gec aaa ate ggt tac age cat 103 
Leu Val Leu Asp Asn Gly Ala Tyr Asn Ala Lys He Gly Tyr Ser His 

5 10 15 

gaa aat gtg teg gtt att cct aat tgt cag ttc egg tea aaa aca gca 151 
Glu Asn Val Ser Val He Pro Asn Cys Gin Phe Arg Ser Lys Thr Ala 
20 25 30 35 



587 





cgt ctt aaa act ttt act gcc aac cag ata gat gaa ata aaa gac cct 199 
Arg Leu Lys Thr Phe Thr Ala Asn Gin lie Asp Glu lie Lys Asp Pro 

40 45 50 

tct gga etc ttt tac ate etc cct ttt caa aag ggc tac ttg gtg aat 247 
Ser Gly Leu Phe Tyr lie Leu Pro Phe Gin Lys Gly Tyr Leu Val Asn 

55 60 65 

tgg gat gtt cag aga cag gtt tgg gat tac ctt ttt gga aaa gaa atg 295 
Trp Asp Val Gin Arg Gin Val Trp Asp Tyr Leu Phe Gly Lys Glu Met 

70 75 80 

tat cag gtt gat ttt tta gat act aat att att ate act gaa cca tac 343 
Tyr Gin Val Asp Phe Leu Asp Thr Asn lie lie lie Thr Glu Pro Tyr 

85 90 95 

ttt aac ttc act tea att caa gaa tea atg aat gar att eta ttt gaa 391 
Phe Asn Phe Thr Ser lie Gin Glu Ser Met Asn Glu lie Leu Phe Glu 
100 105 110 115 

gaa tac cag ttt caa gca gta tta aga gta aat get ggg get etc agt 439 
Glu Tyr Gin Phe Gin Ala Val Leu Arg Val Asn Ala Gly Ala Leu Ser 

120 125 130 

gc 441 

<210> 853 
<211> 372 
<212> DNA 
<213> Homo sapiens 



rjj < 2 2 0 > 

tfj <221> CDS 

<222> 47. .370 



<400> 853 

gteggaaagg gaaaacaact aeggctgegg tgtggttggt ggtgag atg acg acc 55 

Met Thr Thr 
1 

tta gtg ctg gat aat gga get tac aac gcc aaa ate ggt tac age cat 103 
Leu Val Leu Asp Asn Gly Ala Tyr Asn Ala Lys lie Gly Tyr Ser His 

5 10 15 

gaa aat gtg teg gtt att cct aat tgt cag ttc egg tea aaa aca gca 151 
Glu Asn Val Ser Val lie Pro Asn Cys Gin Phe Arg Ser Lys Thr Ala 
20 25 30 35 

cgt ctt aaa act ttt act gcc aac cag ata gat gaa ata aaa gac cct 199 
Arg Leu Lys Thr Phe Thr Ala Asn Gin lie Asp Glu lie Lys Asp Pro 

40 45 50 

tct gga etc ttt tac ate etc cct ttt caa aag gtt gat ttt tta gat 247 
Ser Gly Leu Phe Tyr lie Leu Pro Phe Gin Lys Val Asp Phe Leu Asp 

55 60 65 

act aat att att ate act gaa cca tac ttt aac ttc act tea att caa 295 
Thr Asn lie lie lie Thr Glu Pro Tyr Phe Asn Phe Thr Ser lie Gin 

70 75 80 

gaa tea atg aat gar att eta ttt gaa gaa tac cag ttt caa gca gta 343 
Glu Ser Met Asn Glu He Leu Phe Glu Glu Tyr Gin Phe Gin Ala Val 

85 90 95 

tta aga gta aat get ggg get etc agt gc 372 
Leu Arg Val Asn Ala Gly Ala Leu Ser 
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<210> 854 
<211> 355 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110 . . 355 



<400> 854 

cttcttgtta caactgagtc cgggttggag gaggtgtggg gccgctgccg ccaggaaaaa 60 
cagcactgga ggcaatgttt ctataaatca aagaagagac agtgtgaga atg tea gec 118 

Met Ser Ala 
1 

etc aac tgg aag ccg ttt gtg tac ggg ggg ctg gec tec ate act get 166 

p Leu Asn Trp Lys Pro Phe Val Tyr Gly Gly Leu Ala Ser He Thr Ala 
=fi 5 10 15 

H 9*9 tgy ggt aca ttt cca att gat tta acc aag aca egg etc cag att 214 

Glu Cys Gly Thr Phe Pro He Asp Leu Thr Lys Thr Arg Leu Gin He 
20 25 30 35 

caa ggc cag acg aat gat gca aaa ttt aag gaa att aga tac cgk nga 262 

Gin Gly Gin Thr Asn Asp Ala Lys Phe Lys Glu He Arg Tyr Arg Xaa 

40 45 50 

atg ttg cac gca tta gtg agg ata ggc aga gaa gan ggg get gaa age 310 

Met Leu His Ala Leu Val Arg He Gly Arg Glu Xaa Gly Ala Glu Ser 

55 60 65 

act eta etc ggg gat tgc ccc cgc gat gtt acg cca ggc ate eta 355 

Thr Leu Leu Gly Asp Cys Pro Arg Asp Val Thr Pro Gly He Leu 
70 75 80 

<210> 855 
<211> 317 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 16. .315 



<400> 855 

aacactctcc tgaag atg ggc tac cat ttt gag ctt ccg ggt ccc aga atg 51 
Met Gly Tyr His Phe Glu Leu Pro Gly Pro Arg Met 
15 10 
gtg gtc act aat ctg etc acc agg aat cag gat aaa caa agg cag aaa 99 
Val Val Thr Asn Leu Leu Thr Arg Asn Gin Asp Lys Gin Arg Gin Lys 

15 20 25 

cga cag gaa gag caa aaa cag cag caa etc aag gaa cag aag aag ctg 147 
Arg Gin Glu Glu Gin Lys Gin Gin Gin Leu Lys Glu Gin Lys Lys Leu 

30 35 40 

ata gee atg tta gag aat ggg ttg ggg ctg ccc cct ggg atg wrg gag 195 



589 



lie Ala Met Leu Glu Asn Gly Leu Gly Leu Pro Pro Gly Met Xaa Glu 

45 50 55 60 

ctg ttg gga gga ccc aag cca gat tec aga atg cag gaa ttc ttc cag 243 

Leu Leu Gly Gly Pro Lys Pro Asp Ser Arg Met Gin Glu Phe Phe Gin 

65 70 75 

cca ccg cca cct egg cct ccc aac ccc caa aat gtc ccc ttt agt caa 291 
Pro Pro Pro Pro Arg Pro Pro Asn Pro Gin Asn Val Pro Phe Ser Gin 

80 85 90 

cgc agt nga atg atg aaa aag cca tc 317 
Arg Ser Xaa Met Met Lys Lys Pro 
95 100 

<210> 856 

<211> 469 

<212> DNA 

<213> Homo sapiens 

<220> 
p <221> CDS 

<222> 98. .469 

if: 

<400> 856 

aattgggccg cgagttgtgg tttaaaccag gagtgcgccg cgtccgttca ccgcggcctc 60 
agatgaatgc ggctgttaag acctgeaata atccaga atg get act ctg ate tat 115 
"==13 Met Ala Thr Leu lie Tyr 

y3 15 
s gtt gat aag gaa aat gga gaa cca ggc ace cgt gtg gtt get aag gat 163 

Q Val Asp Lys Glu Asn Gly Glu Pro Gly Thr Arg Val Val Ala Lys Asp 

m 10 15 20 

2 y 

fi~ ggg ctg aag ctg ggg tct gga cct tea ate aaa gee tta gat ggg aga 211 
"J; Gly Leu Lys Leu Gly Ser Gly Pro Ser He Lys Ala Leu Asp Gly Arg 
^ 25 30 35 

y tct caa gtt tea aca cca cgt ttt ggc aaa acg ttc gat gec cca cca 259 
O Ser Gin Val Ser Thr Pro Arg Phe Gly Lys Thr Phe Asp Ala Pro Pro 
40 45 50 

gee tta cct aaa get act aga aag get ttg gga act gtc aac aga get 307 
Ala Leu Pro Lys Ala Thr Arg Lys Ala Leu Gly Thr Val Asn Arg Ala 
55 60 65 70 

aca gaa aag tct gta aag acc aag gga ccc etc aaa caa aaa cag cca 355 
Thr Glu Lys Ser Val Lys Thr Lys Gly Pro Leu Lys Gin Lys Gin Pro 

75 80 85 

age ttt tct gec aaa aag atg act gag aag act gtt aaa gca aaa age 403 
Ser Phe Ser Ala Lys Lys Met Thr Glu Lys Thr Val Lys Ala Lys Ser 

90 95 100 

tct gtt cct gee tea gat gak get ate cag aaa tng aaa att ctt tec 451 
Ser Val Pro Ala Ser Asp Xaa Ala He Gin Lys Xaa Lys He Leu Ser 

105 110 115 

ctt caa tec tct aga ctt 469 
Leu Gin Ser Ser Arg Leu 
120 

<210> 857 
<211> 385 



590 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 125. .385 



<400> 857 

ganagcyata aaaacagcga gggagaaact ggcagatacc aaacctcttc gaggcacaag 60 
gcacaacagg ctgctctggg attctcttca gccaatcttc attgctcaag tgtctgaagc 120 
agcc atg gca gaa gta cct gag etc gec agt gaa atg atg get tat tac 169 
Met Ala Glu Val Pro Glu Leu Ala Ser Glu Met Met Ala Tyr Tyr 
15 10 15 

agt ggc aat gag gat gac ttg ttc ttt gaa get gat ggc cct aaa cag 217 
Ser Gly Asn Glu Asp Asp Leu Phe Phe Glu Ala Asp Gly Pro Lys Gin 

20 25 30 

atg aag tgc tec ttc cag gac ctg gac etc tgc cct ctg gat ggc ggc 2 65 

q Met Lys Cys Ser Phe Gin Asp Leu Asp Leu Cys Pro Leu Asp Gly Gly 
S 35 40 45 

^ ate cag eta cga ate tec gac cac cac tac age aag ggc ttc agg cag 313 
f; He Gin Leu Arg He Ser Asp His His Tyr Ser Lys Gly Phe Arg Gin 

gec gcg tea gtt gtt gtg gec atg gac aag ctg agg aag atg ctg gtt 361 
tfl Ala Ala Ser Val Val Val Ala Met Asp Lys Leu Arg Lys Met Leu Val 
*0 65 70 75 

*Q ccc tgc cca cag ace ttc cag gag 385 
s Pro Cys Pro Gin Thr Phe Gin Glu 

80 85 



<210> 858 
<211> 371 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126. .371 



<400> 858 

tagagacgeg gtgcgcacgc gcgtgaggga tgtcgcggtc tcgtggtgga acatctgacc 60 
cttttcaaga ggaaggatga aaactctaca taggaacacg atgtgaatgg aagaaacctg 12 0 
tcatt atg caa ata gta egg tat tec gaa cag aca eta aaa ata get gtc 170 
Met Gin He Val Arg Tyr Ser Glu Gin Thr Leu Lys He Ala Val 
15 10 15 

ate tea aag aat cca gtg ctt gtg tea cag tat gag aaa gta gat get 218 
He Ser Lys Asn Pro Val Leu Val Ser Gin Tyr Glu Lys Val Asp Ala 

20 25 30 

ggg gaa cag cgt tta atg aat gaa gca ttc cag cca gee agt gat etc 266 
Gly Glu Gin Arg Leu Met Asn Glu Ala Phe Gin Pro Ala Ser Asp Leu 

35 40 45 

ttt gga cct tgc att etc cat cag att gga tea cct ccc ace ctg agg 314 
Phe Gly Pro Cys He Leu His Gin He Gly Ser Pro Pro Thr Leu Arg 
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50 55 60 

ccc ccc aag act ttg aac agt tct tea gtc ate ctt aca gaa aga tac 362 
Pro Pro Lys Thr Leu Asn Ser Ser Ser Val lie Leu Thr Glu Arg Tyr 

65 70 75 

cct etc cag 371 
Pro Leu Gin 
80 

<210> 859 
<211> 424 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 192 . .422 



<400> 859 

gcacgcgcgt gagggatgtc gcggcttccc tagattaggc ttgggaggca aggggaggee 60 
tcctgacttt tctcactgcc ttcgttaata taaagatgaa ggcacactcc acaacttcct 120 
tetggecagg cccagacatg tctgtccttg tgagataaaa gcttccatgg gagccttcct 180 
tcctaatcaa g atg caa ata gta egg tat tec gaa cag aca eta aaa ata 230 
Met Gin lie Val Arg Tyr Ser Glu Gin Thr Leu Lys lie 
15 10 
get gtc ate tea aag aat cca gtg ctt gtg tea cag tat gag aaa gta 278 
Ala Val He Ser Lys Asn Pro Val Leu Val Ser Gin Tyr Glu Lys Val 

15 20 25 

gat get ggg gaa cag cgt tta atg aat gaa gca ttc cag cca gec agt 326 
Asp Ala Gly Glu Gin Arg Leu Met Asn Glu Ala Phe Gin Pro Ala Ser 
30 35 40 45 

gat etc ttt gga cct tgc att etc cat cag att gga tea cct ccc ace 374 
Asp Leu Phe Gly Pro Cys He Leu His Gin He Gly Ser Pro Pro Thr 
50 55 60 

O ctg agg ccc ccc aag act ttg aac agt tct tea gtc ate ctt aca gaa 422 
Leu Arg Pro Pro Lys Thr Leu Asn Ser Ser Ser Val He Leu Thr Glu 

65 70 75 

ag 424 

<210> 860 
<211> 323 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 53 . .322 



<400> 860 

acaagcctct tgatgcataa aaacagctgg gctcccttgg agacagagcg cc atg gga 58 

Met Gly 
1 

aac egg gtc tgc tgc gga gga age tgg age tgc cca tea act ttc cag 106 



592 




Asn Arg Val Cys Cys Gly Gly Ser Trp Ser Cys Pro Ser Thr Phe Gin 

5 10 15 

aag aaa aag aaa aga gga age caa aca aga egg aca ctg aag ccg cag 154 
Lys Lys Lys Lys Arg Gly Ser Gin Thr Arg Arg Thr Leu Lys Pro Gin 

20 25 30 

cca caa cag ctg cag cag aat etc cca aag ggc cat gaa aca aca gga 2 02 

Pro Gin Gin Leu Gin Gin Asn Leu Pro Lys Gly His Glu Thr Thr Gly 
35 40 45 50 

cat acg tat gaa egg gtg tta cag cag caa ggg tct caa gag agg agt 250 
His Thr Tyr Glu Arg Val Leu Gin Gin Gin Gly Ser Gin Glu Arg Ser 

55 60 65 

cca ggc ntc atg teg gaa gac age aac tta cat tat get gac att caa 298 
Pro Gly Xaa Met Ser Glu Asp Ser Asn Leu His Tyr Ala Asp lie Gin 

70 75 80 

gtg tgc age cgt ccc cat gen egg g 323 
Val Cys Ser Arg Pro His Ala Arg 

85 90 

f*% <210> 861 

<211> 412 

<212> DNA 

£V <213> Homo sapiens 

^ <220> 

uJ <221> CDS 

"*M <222> 87. .410 

f*i <400> 861 

aactttttga tttccttttc caagaagaag aegtaaagea ggctaccagc aattttgaga 60 
Jjs acttgeaaaa acagcttgea aggaaa atg aag ctt cct att ttc ata gca gat 113 
= « Met Lys Leu Pro lie Phe lie Ala Asp 

X 15 

w gca ttc aca gca aga gca ttt cgt ggg aat cct get get gtt tgc etc 161 
U Ala Phe Thr Ala Arg Ala Phe Arg Gly Asn Pro Ala Ala Val Cys Leu 
10 15 20 25 

eta gaa aat gaa ttg gat gaa gac atg cat cag aaa att gca agg gag 209 
Leu Glu Asn Glu Leu Asp Glu Asp Met His Gin Lys He Ala Arg Glu 

30 35 40 

atg aac etc tct gaa act get ttt ate cga aaa ctg cac ccg aca gac 257 
Met Asn Leu Ser Glu Thr Ala Phe He Arg Lys Leu His Pro Thr Asp 

45 50 55 

aac ttt gca enn rgt tec tgc ttt gga ctg aga tgg ttt aca cca gcg 3 05 

Asn Phe Ala Xaa Xaa Ser Cys Phe Gly Leu Arg Trp Phe Thr Pro Ala 

60 65 70 

agt gag gtc cca etc tgt ggc cat gee ante ctg get tct gca get gtg 353 
Ser Glu Val Pro Leu Cys Gly His Ala Xaa Leu Ala Ser Ala Ala Val 

75 80 85 

ctg ttt cac aaa ata aaa arc atg aat age acg etc acg ttt gtc act 401 
Leu Phe His Lys He Lys Xaa Met Asn Ser Thr Leu Thr Phe Val Thr 
90 95 100 105 

ctg agt gga ga 412 
Leu Ser Gly 
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<210> 862 
<211> 241 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40 . . 240 



U,3 



<400> 862 

tgcatagtat aatttttttc atatgataga ctgagcttt atg cac aca ggt gga 54 

Met His Thr Gly Gly 
1 5 

ct 9 99t ggt tat gga tea gga gac agt gaa gat gag agg agt gac aga 102 
Leu Gly Gly Tyr Gly Ser Gly Asp Ser Glu Asp Glu Arg Ser Asp Arg 

10 15 20 

gga tct gag tea tct gac act gat gat gaa gaa tta egg cat cga ate 150 
Gly Ser Glu Ser Ser Asp Thr Asp Asp Glu Glu Leu Arg His Arg lie 

25 30 35 

egg caa aaa cag gaa get ttt tgg aga aaa gaa aaa gaa cag cag eta 198 
ft Arg Gin Lys Gin Glu Ala Phe Trp Arg Lys Glu Lys Glu Gin Gin Leu 
H 40 45 50 

yj tta cat gat aaa cag atg gaa gaa gaa aag cag caa aca gaa a 241 
%0 Leu His Asp Lys Gin Met Glu Glu Glu Lys Gin Gin Thr Glu 
*Q 55 60 65 

J" <210> 863 

~ <211> 411 

J: <212> DNA 

^ <213> Homo sapiens 

i rr 

«P <220> 

Q <221> CDS 

D <222> 145. .411 



<400> 863 

gccgcggtcg gagecattte gccgattcct ecatgegagt tgctgtgcgt ttctctgttg 60 

teteggtaga aggecagagt cacacacggt cctaagagct gggcaccagg aagegaagge 12 0 

tgatctgaag aagacacttg aatc atg ggt gac gtt aaa aat ttt ctg tat 171 

Met Gly Asp Val Lys Asn Phe Leu Tyr 

1 5 



gec 


tgg 


tgt 


ggc 


aaa 


agg 


aag 


atg 


acc 


cca 


tec 


tat 


gaa 


att 


aga 


gca 


Ala 


Trp 


Cys 


Gly 


Lys 


Arg 


Lys 


Met 


Thr 


Pro 


Ser 


Tyr 


Glu 


He 


Arg 


Ala 


10 










15 










20 










25 


gtg 


ggg 


aac 


aaa 


aac 


agg 


cag 


aaa 


ttc 


atg 


tgt 


gag 


gtt 


cag 


gtg 


gaa 


Val 


Gly Asn 


Lys 


Asn 


Arg 


Gin 


Lys 


Phe 


Met 


Cys 


Glu 


Val 


Gin 


Val 


Glu 










30 










35 










40 




ggt 


tat 


aat 


tac 


act 


ggc 


atg 


gga 


aat 


tec 


acc 


aat 


aaa 


aaa 


gat 


gca 


Gly 


Tyr 


Asn 


Tyr 


Thr 


Gly 


Met 


Gly 


Asn 


Ser 


Thr 


Asn 


Lys 


Lys 


Asp 


Ala 








45 










50 










55 






caa 


age 


aat 


get 


gee 


aga 


gac 


ttt 


gtt 


aac 


tat 


ttg 


gtt 


cga 


ata 


aat 


Gin 


Ser 


Asn 


Ala 


Ala 


Arg 


Asp 


Phe 


Val 


Asn 


Tyr 


Leu 


Val 


Arg 


He 


Asn 
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60 65 70 

gaa ata aag agt gaa gaa gtt cca gen ntt ggg gta gca tct ccg ccc 411 

Glu He Lys Ser Glu Glu Val Pro Ala Xaa Gly Val Ala Ser Pro Pro 
75 80 85 



<210> 864 
<211> 457 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41 . .457 



<400> 864 

gaggcctgcc tgaccgacct tcagcagggc tgtggctacc atg ttc tct cgc gcg 55 

Met Phe Ser Arg Ala 
1 5 

ggt gtc get ggg ctg teg gee tgg ace ttg cag ccg caa tgg att caa 103 
Gly Val Ala Gly Leu Ser Ala Trp Thr Leu Gin Pro Gin Trp He Gin 

10 15 20 

gtt cga aat atg gca act ttg aaa gat ate ace agg aga eta aag tec 151 
Val Arg Asn Met Ala Thr Leu Lys Asp He Thr Arg Arg Leu Lys Ser 

25 30 35 

ate aaa aac ate cag aaa att ace aag tct atg aaa atg gta gcg gca 199 
He Lys Asn He Gin Lys He Thr Lys Ser Met Lys Met Val Ala Ala 

40 45 50 

gca aaa tat gec cga get gag aga gag ctg aaa cca get cga ata tat 247 
Ala Lys Tyr Ala Arg Ala Glu Arg Glu Leu Lys Pro Ala Arg He Tyr 

55 60 65 

gga ttg gga tct tta get ctg tat gaa aaa get gat ate aag ggg cct 2 95 

Gly Leu Gly Ser Leu Ala Leu Tyr Glu Lys Ala Asp He Lys Gly Pro 
70 75 80 85 

gaa gac aag aag aaa cac etc ctt att ggt gtg tec tea gat cga gga 343 
Glu Asp Lys Lys Lys His Leu Leu He Gly Val Ser Ser Asp Arg Gly 

90 95 100 

ctg tgt ggt get att cat tec tec att get aaa cag atg aaa age gag 391 
Leu Cys Gly Ala He His Ser Ser He Ala Lys Gin Met Lys Ser Glu 

105 110 115 

gtt get aca eta aca gca get ggg aaa gaa gtt ntg ctt gtt gga att 43 9 

Val Ala Thr Leu Thr Ala Ala Gly Lys Glu Val Xaa Leu Val Gly He 

120 125 130 

ggt gac etc ttc tec ggg 457 
Gly Asp Leu Phe Ser Gly 
135 

<210> 865 
<211> 422 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 147 . .422 



<400> 865 

gaggcctgcc tgaccgacct tcagcagggc tgtggctacc atgttctctc gcgcgggtgt 60 
cgctgggctg tcggcctgga ccttgcagcc gcaatgtcac caggagacta aagtccatca 120 
aaaacatcca gaaaattacc aagtct atg aaa atg gta gcg gca gca aaa tat 173 

Met Lys Met Val Ala Ala Ala Lys Tyr 
1 5 

gcc cga get gag aga gag ctg aaa cca get cga ata tat gga ttg gga 221 
Ala Arg Ala Glu Arg Glu Leu Lys Pro Ala Arg lie Tyr Gly Leu Gly 
10 15 20 25 

tct tta get ctg tat gaa aaa get gat ate aag ggg cct gaa gac aag 269 
Ser Leu Ala Leu Tyr Glu Lys Ala Asp lie Lys Gly Pro Glu Asp Lys 

30 35 40 

aag aaa cac etc ctt att ggt gtg tec tea gat cga gga ctg tgt ggt 317 
Lys Lys His Leu Leu lie Gly Val Ser Ser Asp Arg Gly Leu Cys Gly 

45 50 55 

get att cat tec tec att get aaa cag atg aaa age gag gtt get aca 365 
Ala lie His Ser Ser lie Ala Lys Gin Met Lys Ser Glu Val Ala Thr 

60 65 70 

eta aca gca get ggg aaa gaa gtt ntg ctt gtt gga att ggt gac etc 413 
Leu Thr Ala Ala Gly Lys Glu Val Xaa Leu Val Gly lie Gly Asp Leu 
^ 75 80 85 

%G ttc tec ggg 422 
y5 Phe Ser Gly 

%S 90 

r*| <210> 866 
<211> 330 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 155 . .328 



5 , I 



<400> 866 

aaaggaaaga actctatcta ggaaacttag agaaactgac agecagttae tgaaaactaa 60 
agatatcttg caggcactgc agaaactttc tgaagacaaa aaccttgeag aaagggaaga 12 0 
actcactcat aaattatcta ttatcacaac aaaa atg gac gca aat gac aaa aaa 175 

Met Asp Ala Asn Asp Lys Lys 
1 5 

ata cag gaa aag gat cgt gag ctt gaa att aaa aac ate tat agt cat 223 
lie Gin Glu Lys Asp Arg Glu Leu Glu lie Lys Asn lie Tyr Ser His 

10 15 20 

cca ata ctt aaa aat tta cat gac aca gag gac tat cca aaa gtt tct 271 
Pro lie Leu Lys Asn Leu His Asp Thr Glu Asp Tyr Pro Lys Val Ser 

25 30 35 

tea aca aaa tea gtc caa gca gac aga aaa att ttg cca ttc aca agt 319 
Ser Thr Lys Ser Val Gin Ala Asp Arg Lys lie Leu Pro Phe Thr Ser 
40 45 50 55 

atg aga cac ca 33 0 
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Met Arg His 

<210> 867 
<211> 500 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 156. .500 



60 



269 



<400> 867 

acagaggtgc gaccgggtcc cggcctgagt crcggccacc cgcaggtctg agctgtgggc ou 
tgaggcagcg cascgctgcc gcagggtgcg cgatgccttg aacctgggaa actatgtgaa 120 
gcaacactct ggattttgaa agacatcttt tcatc atg gga cag caa att teg 173 

Met Gly Gin Gin lie Ser 
1 5 

€3 gat ca9 aca ca 9 fct 9 9 fct att a *c aag tta cca gaa aaa gta gca aaa 221 
Asp Gin Thr Gin Leu Val He Asn Lys Leu Pro Glu Lys Val Ala Lys 

m 10 15 20 

^ cat gtt meg ttg gtt cga gag agt ggc tec tta act tat gaa gaa ttt 
: 2 His Val Xaa Leu Val Arg Glu Ser Gly Ser Leu Thr Tyr Glu Glu Phe 
^ 25 30 35 

% cty ggg aga gta get gag ctt aat gat gta acg get aaa gtg get tct 317 
*y Leu Gly Arg Val Ala Glu Leu Asn Asp Val Thr Ala Lys Val Ala Ser 
*0 40 45 50 

a ggc cag gaa aaa cat ctt etc ttt gag gta caa cct ggg tct gat tec 3 65 

p Gly Gin Glu Lys His Leu Leu Phe Glu Val Gin Pro Gly Ser Asp Ser 
ft! 55 6 ° 65 70 

jy tct get ttt tgg aaa gtg gtt gta egg gtg gtc tgt ace aag att aac 413 
^ Ser Ala Phe Trp Lys Val Val Val Arg Val Val Cys Thr Lys He Asn 
5 75 80 85 

~ aaa age agt ggc att gtg gag gca tea egg ate atg aat tta tac cag 461 
W Lys Ser Ser Gly He Val Glu Ala Ser Arg He Met Asn Leu Tyr Gin 
90 95 100 

ttt att caa ctt tat aaa gat ate aca agt caa gca gca 

Phe He Gin Leu Tyr Lys Asp He Thr Ser Gin Ala Ala 
1°5 110 115 

<210> 868 
<211> 420 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 6 . .419 



500 



<400> 868 

aggac atg ccc atg gcg ggg ctt eta aag ggg ctt gta egg caa ctg gag 

Met Pro Met Ala Gly Leu Leu Lys Gly Leu Val Arg Gin Leu Glu 
1 5 10 15 
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cag ttc aga gtt caa caa caa get tec aag atg ccg ccc aaa gga aaa 98 
Gin Phe Arg Val Gin Gin Gin Ala Ser Lys Met Pro Pro Lys Gly Lys 

20 25 30 

agt ggt tct gga aaa gcg ggg aaa ggg gga gca gec tct ggg agt gac 146 
Ser Gly Ser Gly Lys Ala Gly Lys Gly Gly Ala Ala Ser Gly Ser Asp 

35 40 45 

agt get gac aag aag get caa ggt ccc aaa ggt ggt ggc aat gca gta 194 
Ser Ala Asp Lys Lys Ala Gin Gly Pro Lys Gly Gly Gly Asn Ala Val 

50 55 60 

aag gtc aga cac att eta tgt gaa aaa cat ggc aaa ate atg gaa gec 242 
Lys Val Arg His He Leu Cys Glu Lys His Gly Lys He Met Glu Ala 

65 70 75 

atg gaa aag tta aag tct ggg atg aga ttc aat gaa gtg gec gca cag 290 
Met Glu Lys Leu Lys Ser Gly Met Arg Phe Asn Glu Val Ala Ala Gin 
80 85 90 95 

tat agt gaa gat aaa gec agg caa ggg ggt gac ttg ggt tgg atg acc 33 8 

Tyr Ser Glu Asp Lys Ala Arg Gin Gly Gly Asp Leu Gly Trp Met Thr 
100 105 110 

3 aga ggg tec atg gtg gga cca ttt caa gaa gca gca ttt gec ttg cct 386 
0 Ar 9 G1 V Ser Met v al Gly Pro Phe Gin Glu Ala Ala Phe Ala Leu Pro 
115 120 125 

gta agt ggg atg gat aag cct gtg ttt aca gac c 420 
Val Ser Gly Met Asp Lys Pro Val Phe Thr Asp 
130 135 

<210> 869 
<211> 352 
<212> DNA 
<213> Homo sapiens 



in 



<220> 
<221> CDS 



50 



98 



3? <222> 6. .350 



<400> 869 

aggac atg ccc atg gcg ggg ctt eta aag ggg ctt gta egg caa ctg gag 
Met Pro Met Ala Gly Leu Leu Lys Gly Leu Val Arg Gin Leu Glu 
1 5 10 is 

cag ttc aga gtt caa caa caa get tec aag atg ccg ccc aaa gga aaa 
Gin Phe Arg Val Gin Gin Gin Ala Ser Lys Met Pro Pro Lys Gly Lys 

20 25 30 

agt ggt tct gga aaa gcg ggg aaa ggg gga gca gec tct ggg agt gac 14 6 

Ser Gly Ser Gly Lys Ala Gly Lys Gly Gly Ala Ala Ser Gly Ser Asp 

35 40 45 

agt get gac aag aag get caa ggt ccc aaa ggt ggt ggc aat gca gta 194 
Ser Ala Asp Lys Lys Ala Gin Gly Pro Lys Gly Gly Gly Asn Ala Val 

50 55 60 

aag gtc aga cac att eta tgt gaa aaa cat ggc aaa ate atg gaa gec 242 
Lys Val Arg His He Leu Cys Glu Lys His Gly Lys He Met Glu Ala 

65 70 75 

atg gaa aag tta aag tct ggg atg aga ttc aat gaa gtg gec gca cag 
Met Glu Lys Leu Lys Ser Gly Met Arg Phe Asn Glu Val Ala Ala Gin 
80 85 90 95 



290 



598 




tat agt gaa gat aaa gcc agg caa ggg a tt ccc age ctg cag caa cat 339 
Tyr Ser Glu Asp Lys Ala Arg Gin Gly He Pro Ser Leu Gin Gin Ts 

100 105 110 

get ggt cac caw rg 

Ala Gly His Xaa 352 
115 

<210> 870 
<211> 307 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133 . .306 



<400> 870 



■ y »99J9 ctt 3t aeggcaactg gagcagttca gagttcaaca acaagcttcc aagatgeege 

^ ccaaaggaaa aagtggttct ggaaaagegg ggaaaggtca gacacattct atgtgaaala 

m catggcaaaa tc atg gaa gcc atg gaa aag tta aag^ tct ggg atg^^ 
H " et Glu Ala Me t Leu Lys Ser Gly Met Arg Phe 

Est 5 xo 

■* aat gaa gtg gcc gca cag tat agt gaa gat aaa gcc agg caa qqq aaa 

J Asn Glu val Ala Ala Gin Tyr Ser Glu Asp Lys Ala Arg Gin fly 1% 



* Me? SS rtn rT* ??° !f ° tt9 933 9Ca ga 9 aac «9c cct cac cag 

^ Met Gin Gin Gin Gly Thr lie Leu Glu Ala Glu Ser Ser Pro His Gin 

S ^ J?! f!! ?!* ?? a f Ct tct tgg act ctt cag c 



60 
120 
171 



219 



267 



307 



He Pro lie Leu Leu Ala Pro Ser Ser Trp Thr Leu Gin 
50 55 

<210> 871 
<211> 197 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 3 . . 197 



<400> 871 

39 t" 3 ^ C CCt CCt tCC a9t ^ ctt qaa ca 9 cct gac tec tqc 47 
Met Leu Phe Pro Pro Ser Ser Cys Leu Glu Gin Pro Asp Ser C^s 

Gin IZ £ 9 ?! lltl™ ! at ??» 9aa aaa cat gtt'ggc 



Oln Pro Tyr Gly Ser Ser Phe Tyr 111 Leu SS S£ £ His val 

^ 25 30 

ttt tct ctt gac gtg gga gaa att gaa aag aag ggg aag ggg aaq aaa 147 
Phe Ser Leu Asp Val Gly Glu lie Glu Lys Lys Lyl oTy LyJ Lys 

a 9 a agg gga aga aga tea acg aag aaa aga agg aga agg gga aga aaa 191 



599 





Arg Arg Gly Arg Arg Ser Thr Lys Lys Arg Arg Arg Arg Gly Arg Lys 

50 55 60 

gaa ggg 197 
Glu Gly 
65 

<210> 872 
<211> 449 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75. .449 

<400> 872 

aggtcccaat cctccgcttc cgcgcttgcg gccaagacgg ctcggatgcc ggcggtctct 60 
gctgaagaga gaag atg gcg ctt gac gga cca gag cag atg gag ctg gag 110 
Met Ala Leu Asp Gly Pro Glu Gin Met Glu Leu Glu 
15 10 
gag ggg aag gca ggc age gga etc cgc caa tat tat ctg tec aag att 158 
Glu Gly Lys Ala Gly Ser Gly Leu Arg Gin Tyr Tyr Leu Ser Lys He 

15 20 25 

*y" gaa gaa etc cag ctg att gtg aat gat aag age caa aac etc egg agg 2 06 

yg Glu Glu Leu Gin Leu He Val Asn Asp Lys Ser Gin Asn Leu Arg Arg 
%S 30 35 40 

s . ctg cag gca cag agg aac gaa eta aat get aaa gtt cgc eta ttg egg 2 54 

q Leu Gin Ala Gin Arg Asn Glu Leu Asn Ala Lys Val Arg Leu Leu Arg 
fU 45 50 55 60 

gag gag eta cag ctg ctg cag gag cag ggc tec tat gtg ggg gaa gta 302 
Glu Glu Leu Gin Leu Leu Gin Glu Gin Gly Ser Tyr Val Gly Glu Val 

65 70 75 

gtc egg gee atg gat aag aag aaa gtg ttg gtc aag gta cat cct gaa 350 
Val Arg Ala Met Asp Lys Lys Lys Val Leu Val Lys Val His Pro Glu 

80 85 90 

ggt aaa ttt gtt gta gac gtg gac aaa aac att gac ate aat gat gtg 
Gly Lys Phe Val Val Asp Val Asp Lys Asn He Asp He Asn Asp Val 

95 100 105 

aca ccc aat tgc egg gtg get eta agg aat gac age tac act ctg cac 
Thr Pro Asn Cys Arg Val Ala Leu Arg Asn Asp Ser Tyr Thr Leu His 
HO 115 120 

aag 
Lys 
125 

<210> 873 
<211> 649 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 117. .647 



398 



446 



449 



600 



<400> 873 

S?? C99 a 999 a 9999* cacgggctca ttgcggtgtg cgccctgcac tctgtccctc 
actcgccgcc gacgacctgt ctcgccgagc gcacgcnttg ccgccgcccc gcagaa atg 

Met 

ctt egg tta ccc aca gtc ttt cgc cag atg aga ccg gtg tec aqq ata 
Leu Arg Leu Pro Thr Val Phe Arg Gin Me? Arg Pro ?.? Ser Sg Val 
5 10 15 

t C ! 9 f? fc n Ct Cat CtC aCt Cgg gct tat 9 CC aaa 9at gta aaa ttt qqt 
Leu Ala Pro Hi. Leu Thr Arg Ala Tyr Ala Lys Lp Val Lys Pne fly 

SI Ln ??! a 93 1?° " a at9 C " Caa 99t gta gae ctt tta gee gat 
Ala Asp Ala Arg Ala Leu Met Leu Gin Gly Val Asp Leu Leu Ala Lp 



40 45 



get gtg gee gtt aca atg ggg cca aag gga aqa aca ata at-i- an- n,^ 

Ala Val Ala Val Thr Met Gly Pro Lys fly Arg S Va? n e lie IS 

cag agt tgg gga agt ccc aaa gta aca aaa gat ggt gtg act qtt aca 

Gin Ser Trp Gly Ser Pro Lys Val Thr Lys Lp G^y 5.1 f al La 



70 75 



80 



Lv q c Pr ti= t\ T _ — — ' <*'-'- ayd gec aaa ctt 

Lys Ser lie Asp Leu Lys Asp Lys Tyr Lys Asn lie Gly Ala Lys Leu 

90 95 
gtt caa gat gtt gec aat aac aca aat gaa gaa gct ggg gat qqc act 
Val Gin Asp Val Ala Asn Asn Thr Asn Glu Lu La fly Lp fy ££ 
100 105 110 

™° ~u 9 f aCt 9ta Ctg 9Ca cgc tc t ata gec aag gaa ggc ttc qaq 
Thr Thr Ala Thr Val Leu Ala Arg Ser lie La Ly! Lu fly Phe Til 

aag att age aaa ggt gct aat cca gtg gaa ate agj aga ggt qtq ata 
Lys lie Ser Lys Gly Ala Asn Pro Val Glu lie Ar^ Arg fly ?al Me? 

tta get gtt gat gct gta att gct gaa ctt 111 aag cag tct aaa cct 
Leu Ala Val Asp Ala Val lie Ala Glu Leu Lys L y ? Gi? Ser Lys Pro 

f ? a . C CCt 933 9aa att gca ca 9 9tt gct acg att tct III aac 
Val Thr Thr Pro Glu Glu lie Ala Gin Val La Th? lie Ser La Tsl 

gg 



<210> 874 
<211> 652 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 19. .651 



<400> 874 

ggagacttcg gggccaag atg gcg acg gga acg ggc aaa cac aag ctg eta 



60 
119 



167 



215 



263 



311 



359 



407 



455 



503 



551 



599 



647 



649 



51 



601 



<400> 875 

ggagacttcg gggccaagat ggcgacggga acgggcaaac acaagctgct aagcactggc 



147 



195 



Met Ala Thr Gly Thr Gly Lys His Lys Leu Leu 

2 S S5 2 £ K 2 5 £ £ S H 5 £ | 2 - 

E22S2S25S22522S2 
5 E S 2 2 2 s S 2 5 2 2 2 5 5 £ 
S 2 2 2 S E 2 2 2 2 S £ 2 H £ 2 2 " 
H 2 2 £ S £ S 5 K - i e e « E « 

80 

SE5SSE5S2SEE5SEE 

5 5 E E 2 S E K 5 2 2 2 2 S 2 5 

oil 2 £ 2 2 £ K £ r ? a9 aaa " 9 9 " 9S « » 

y «ra Asp lie Ala Thr Lys Lys Lys Leu Glu Glu Glu Olu 

150 

HI Glu ?al r aa9 a " 9Ct gat 9Ct 9 Ca tac "g get cgt c" 

Ala Glu Val Lys Arg Lys Ala Thr Asp Ala Ma ^ ^ ^ caa 

165 
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act cca acc act atg gaa gag get a 2 °° 

Thr Pro Thr Thr Met Glu Glu Ala 652 
205 210 

<210> 875 
<211> 783 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 549. .782 



291 



339 



387 



435 



483 



531 



579 



60 



602 



in 



%U <210> 876 
dg <211> 414 



ru 

=S=J 



cccacagagc catggtccat ccgagagaag ctatgtttag catcttctgt catgagaagt 120 
ggcgatcaaa attgggggtg gtcttactct gtcacccagg ctggagtgca gtggcgcgat 180 
ttgggctcac tgcagcctct tgacttcctg ggctcaaggg atcctcctac ctcagctgcc 240 
caagtagctg ggaccacagg ccgcaggtat cagttagcag agcaatcaag ccctttgcag 3 00 
aacctggccg ccctccagac tggttctctc aaaaacattg tgcttcccag tactcggagc 360 
ttttagagac cactgagaca ccaaaacgga aacgaggtga aaagggagaa gtggtggaaa 42 0 
ctgttgaaga tgttattgtt cggaaattga ctgctgagcg agttgaagaa ctaaagaaag 480 
tgataaagga aacccaggag agatatagac ggctaaagag agatgcagaa ctaattcaag 540 
ctggacac atg gac age aga ctg gat gag ctt tgc aat gac att gca acg 5 90 

Met Asp Ser Arg Leu Asp Glu Leu Cys Asn Asp lie Ala Thr 
15 10 
aaa aag aaa ttg gaa gaa gag gag get gaa gta aag agg aag get aca 63 8 

Lys Lys Lys Leu Glu Glu Glu Glu Ala Glu Val Lys Arg Lys Ala Thr 
15 20 25 30 

gat get gca tac cag get cgt caa gca gta aaa aca ccc ccc egg agg 
Asp Ala Ala Tyr Gin Ala Arg Gin Ala Val Lys Thr Pro Pro Arg Arg 

35 40 45 

tta ccc act gtg atg gtt cgc tct cct ata gat tct gee tec cca gga 
Leu Pro Thr Val Met Val Arg Ser Pro He Asp Ser Ala Ser Pro Gly 

50 55 60 

ggt gat tat cca ctt ggg gac ttg act cca ace act atg gaa gag get a 783 
Gly Asp Tyr Pro Leu Gly Asp Leu Thr Pro Thr Thr Met Glu Glu Ala 
65 70 75 



686 



734 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45. .413 



<400> 876 

acaaggggct tgagcgttct gtggagagag tgegaggtea ggee atg aac ttg gga 56 

Met Asn Leu Gly 
1 

gat ggt tta aag ctt gaa act gaa tta ctg gat gga aaa acc aag eta 104 
Asp Gly Leu Lys Leu Glu Thr Glu Leu Leu Asp Gly Lys Thr Lys Leu 
5 10 15 20 



ata 


ttg 


tct 


cca 


tat 


gaa 


cat 


aaa 


tea 


aaa 


att 


tct 


gtg 


aag 


atg 


gga 


152 


He 


Leu 


Ser 


Pro 


Tyr 


Glu 


His 


Lys 


Ser 


Lys 


He 


Ser 


Val 


Lys 


Met 


Gly 












25 










30 










35 






aat 


aag 


gec 


aag 


att 


gca 


aaa 


tgt 


cct 


tta 


aga 


aca 


aaa 


act 


ggg 


cac 


200 


Asn 


Lys 


Ala 


Lys 


He 


Ala 


Lys 


Cys 


Pro 


Leu 


Arg 


Thr 


Lys 


Thr 


Gly 


His 










40 










45 










50 








att 


eta 


aaa 


tea 


aca 


caa 


gat 


act 


tgt 


att 


ggg 


agt 


gaa 


aaa 


ctt 


ttg 


248 


He 


Leu 


Lys 


Ser 


Thr 


Gin 


Asp 


Thr 


Cys 


He 


Gly Ser 


Glu 


Lys 


Leu 


Leu 








55 










60 










65 








caa 


aag 


aag 


cca 


gtt 


ggt 


tea 


gaa 


aca 


tea 


cag 


gca 


aaa 


ggt 


gaa 


aaa 


296 


Gin 


Lys 


Lys 


Pro 


Val 


Gly 


Ser 


Glu 


Thr 


Ser 


Gin 


Ala 


Lys 


Gly 


Glu 


Lys 






70 










75 










80 






aat 


gga 


atg 


act 


ttt 


tea 


tec 


act 


aag 


gat 


tta 


tgt 


aaa 


caa 


tgt 


ata 


344 



603 



Asn Gly Met Thr Phe Ser Ser Thr Lys Asp Leu Cys Lys Gin Cys lie 
85 90 



105 

aat atg cag aag act aga aac 
Asn Met Gin Lys Thr Arg Asn 
120 



95 ioo 

gat aaa gac tgt ctt cat ate cag aaa gag att tea cct gca act cct 

Asp Lys Asp Cys Leu His lie Gin Lys Glu lie Ser Pro Ala Thr Pro 

110 us 



392 



414 



<210> 877 
<211> 511 
<212> DMA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .511 



217 



265 



,F| <400> 877 

55 agcattttgg gaaagagtgg aattctgggt gttaggcccg ccattcgctt gactcacgcc 60 

u ttegcegtag catctttcgc ageggacega agagaagaaa agtaggccag agccgaactc 12 0 

- tcttcctgcc aag atg tct att ggt gtg ccg att aaa gta ctg cat gag 169 
^ Met Ser He Gly Val Pro He Lys Val Leu His Glu 

m gec gag ggc cac att gtg aca tgt gag acg aac acc ggt^ag gta tat 

*U Ala Glu Gly His lie Val Thr Cys Glu Thr Asn Thr Gly Glu Val Tyr 
1 15 20 25 

p egg ggg aag etc att gaa gca gag gac aac atg aac tgc cag atq tec 

jy Arg Gly Lys Leu lie Glu Ala Glu Asp Asn Met Asn Cys Gin Met Ser 
Hi 30 35 40 

aac ate aca gtc aca tac aga gat ggc cga gtg gca cag ctg gag cag 313 

S Asn lie Thr Val Thr Tyr Arg Asp Gly Arg Val Ala Gin Leu Glu Gin 

£ 45 50 55 60 

^ ff, ^ C C9t " C agC aaa atC Cgc ttfc ct 9 att "9 cct gac atg 361 

Val Tyr lie Arg Gly Ser Lys lie Arg Phe Leu lie Leu Pro Asp Me? 

65 70 75 

ctg aag aac gca ccc atg tta aag age atg aaa aat aaa aac caa ggc 
Leu Lys Asn Ala Pro Met Leu Lys Ser Met Lys Asn Lys Asn Gin Gly 

80 85 9Q 

tea ggg get ggc cga gga aaa get gee att etc aag gec caa gtg gee 
Ser Gly Ala Gly Arg Gly Lys Ala Ala lie Leu Lys Ala Gin Val Ala 

95 100 105 

gca aga gga aga gga cgt gga atg gga snt gga aac ate ttt caa aag 
Ala Arg Gly Arg Gly Arg Gly Met Gly Xaa Gly Asn lie Phe Gin Lys 

110 115 120 

cga aga 

Arg Arg 511 
125 



409 



457 



505 



<210> 878 
<211> 435 
<212> DNA 
<213> Homo sapiens 



604 



<220> 
<221> CDS 
<222> 167 . .433 



<400> 878 

attactggac tggactagaa cactaagtcc tgataagaca catcatttgc aatgagaata 60 
tattctgttt gtaagccttt ctgatgtgcc attattgctg ctgtgtttcc tgttttatgt 120 
aggtggtagc cctcggagag taccagatgg gactgtggtt actgtc atg gcg ggt 175 

Met Ala Gly 
1 

aac gat gaa aat tat tct get gag etc egg aat gec tct get gtw atg 223 
Asn Asp Glu Asn Tyr Ser Ala Glu Leu Arg Asn Ala Ser Ala Val Met 

5 10 15 

aaa aac caa gta gca agg ttc aac gat ctg aga ttt gtg ggc egg agt 271 
Lys Asn Gin Val Ala Arg Phe Asn Asp Leu Arg Phe Val Gly Arg Ser 
20 25 30 35 

ttc acc ttg ace ata ace gtc ttc aca aat cct 319 
q uiy Arg Gly Lys Ser Phe Thr Leu Thr He Thr Val Phe Thr Asn Pro 

45 50 
tat cac aga gca att aaa gtt aca gta gat gga 3 67 

Tyr His Arg Ala He Lys Val Thr Val Asp Gly 

60 65 
agg cac aga cag aag ctt gat gac tct aaa cct 415 
Arg His Arg Gin Lys Leu Asp Asp Ser Lys Pro 

75 80 
cgc ct 435 



Ui 



gga 


cga 


ggc 


aag 


agt 


Gly 


Arg 


Gly Lys 


Ser 










40 


ccc 


caa 


gta 


get 


acc 


Pro 


Gin 


Val 


Ala 


Thr 








55 




cct 


egg 


gaa 


ccc 


aga 


Pro 


Arg 


Glu 


Pro 


Arg 






70 






agt 


ttg 


ttc 


tct 


gac 


Ser 


Leu 


Phe 


Ser 


Asp 




85 









£ 2 <210> 879 

<211> 312 
O <212> DNA 

O <213> Homo sapiens 

<220> 
<221> CDS 
<222> 147. .311 



<400> 879 

agtegcaget gaccctcgct cccgcccccg cctggagtcc gacgtggaag ttgctggctg 60 
actgggcttg cgaggaaacc gcctcggagc tgcagccgaa gscaaggaat cactgaagat 120 
eggegaggga ggacaggggg ttcatc atg ggt ggc ttt ttc tea agt ata ttt 173 

Met Gly Gly Phe Phe Ser Ser He Phe 

1 5 

tec agt ctg ttt gga act egg gaa atg aga att tta att ttg gga tta 221 

Ser Ser Leu Phe Gly Thr Arg Glu Met Arg He Leu He Leu Gly Leu 

!0 15 20 25 

gat gga gca gga aaa acc aca att ttg tac aga tta caa gtg gga gaa 269 

Asp Gly Ala Gly Lys Thr Thr He Leu Tyr Arg Leu Gin Val Gly Glu 

30 35 40 

gtt gtt act act ata cct acc att gga ttt aat gta gag acg g 312 



605 



Val Val Thr Thr He Pro Thr He Gly Phe Asn Val Glu Thr 
45 50 55 

<210> 880 
<211> 370 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 25. .369 



<400> 880 

gcggatgacg astggctgga taac atg gag teg ggc aag atg gcg cct ccc 51 

Met Glu Ser Gly Lys Met Ala Pro Pro 
1 5 

aag aac get ccg aga gat gec ttg gtg atg gca cag ate ctg aag gat 99 

Lys Asn Ala Pro Arg Asp Ala Leu Val Met Ala Gin He Leu Lys Asp 

10 15 20 25 

atg gga ate aca gag tat gaa cca agg gtt ata aat caa atg ttg gaa 147 

Met Gly He Thr Glu Tyr Glu Pro Arg Val He Asn Gin Met Leu Glu 

30 35 40 

ttt get ttc cgt tat gtg act aca att ctg gat gat gca aaa att tat 195 
Phe Ala Phe Arg Tyr Val Thr Thr He Leu Asp Asp Ala Lys He Tyr 

45 50 55 

teg age cat get aag aaa cct aat gtt gat gca gat gat gtg aga ctg 243 
Ser Ser His Ala Lys Lys Pro Asn Val Asp Ala Asp Asp Val Arg Leu 

60 65 70 

gca ate cag tgt cgt get gac caa tct ttt acc tct cct ccc cca aga 291 
Ala He Gin Cys Arg Ala Asp Gin Ser Phe Thr Ser Pro Pro Pro Arg 

75 80 85 

gat ttt tta ctg gat ate gca agg cag aaa aat caa acc cct ttg cca 339 
Asp Phe Leu Leu Asp He Ala Arg Gin Lys Asn Gin Thr Pro Leu Pro 
90 95 100 105 

ctg att aag cca tat gca gga cct aga ctg c 370 
Leu He Lys Pro Tyr Ala Gly Pro Arg Leu 
110 115 



<210> 881 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 200. .448 



<400> 881 

ctcctccctg tagagcaaag ggcacgtgag cgaggcgccc gaagcegteg eggeggggae 60 

catgttgctt ccgaacatcc tgctcaccgg tacaccaggg gttggaaaaa ccacactagg 120 

caaagaactt gcgtcaaaat caggactgaa atacattaat gtgggtgatt tagctcgaga 180 

agtctgatca teggatate atg gag tct ggc aag acg get tct ccc aag age 232 



606 



Met Glu Ser Gly Lys Thr Ala Ser Pro Lys Ser 
15 10 



atg 


ccg 


aaa 


gat 


gca 


cag 


atg 


atg 


gca 


caa 


ate 


ctg 


aag 


gat 


atg 


ggg 


Met 


Pro 


Lys 


Asp 
15 


Ala 


Gin 


Met 


Met 


Ala 
20 


Gin 


He 


Leu 


Lys 


Asp 
25 


Met 


Gly 


att 


aca 


gaa 


tat 


gag 


cca 


aga 


gtt 


ata 


aat 


cag 


atg 


ttg 


gag 


ttt 


gec 


He 


Thr 


Glu 
30 


Tyr 


Glu 


Pro 


Arg 


Val 
35 


He 


Asn 


Gin 


Met 


Leu 
40 


Glu 


Phe 


Ala 


ttc 


cga 


kat 


gtg 


acc 


aca 


att 


eta 


gat 


gat 


gca 


aaa 


att 


tat 


tea 


age 


Phe 


Arg 


Xaa 


Val 


Thr 


Thr 


He 


Leu 


Asp Asp Ala Lys 


He 


Tyr 


Ser 


Ser 




45 










50 










55 










cat 


get 


aag 


aaa 


get 


act 


gtt 


gat 


gca 


gat 


gat 


gtg 


cga 


wtg 


gca 


ate 


His 


Ala 


Lys 


Lys 


Ala 


Thr 


Val 


Asp 


Ala 


Asp 


Asp 


Val 


Arg 


Xaa 


Ala 


He 


60 










65 










70 










75 


cag 


twe 


cgc 


get 


gat 


cag 


tct 


ttt 


a 
















Gin 


Xaa 


Arg 


Ala 


Asp 
80 


Gin 


Ser 


Phe 



















pi <210> 882 
% <211> 546 
<212> DNA 
f} <213> Homo sapiens 

UJ <220> 

y3 <221> CDS 

=13 <222> 315. .545 

£ 

gj <400> 882 

St ctcctccctg tagagcaaag ggcacgtgag cgaggcgccc gaagcegteg eggeggggae 60 
!jt catgttgctt ccgaacatcc tgctcaccgg tacaccaggg gttggaaaaa ccacactagg 12 0 
caaagaactt gcgtcaaaat caggactgaa atacattaat gtgggtgatt tagctcgaga 180 
4= agtctgatca teggatawca tggagtckgg caagatggcg cctcccaaga acgctccgag 240 
O agatgecttg gtgatggcac agatcctgaa ggatatggga atcacagagt atgaaccaag 3 00 
O ggttataaan tcaa atg ttg gaa ttt get ttc cgt tat gtg act aca att 350 

Met Leu Glu Phe Ala Phe Arg Tyr Val Thr Thr He 
15 10 
ctg gat gat gca aaa att tat teg age cat get aag aaa cct aat gtt 398 
Leu Asp Asp Ala Lys He Tyr Ser Ser His Ala Lys Lys Pro Asn Val 

15 20 25 

gat gca gat gat gtg aga ctg gca ate cag tgt cgt get gac caa tct 446 
Asp Ala Asp Asp Val Arg Leu Ala He Gin Cys Arg Ala Asp Gin Ser 

30 35 40 

ttt acc tct cct ccc cca aga gat ttt tta ctg gat ate gca agg cag 494 
Phe Thr Ser Pro Pro Pro Arg Asp Phe Leu Leu Asp He Ala Arg Gin 
45 50 55 60 

aaa aat caa acc cct ttg cca ctg att aag cca tat gca gga cct aga 542 
Lys Asn Gin Thr Pro Leu Pro Leu He Lys Pro Tyr Ala Gly Pro Arg 

65 70 75 

ctg c 546 
Leu 

<210> 883 
<211> 297 



607 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 105. .296 



<400> 883 

acattggcag gtaacgagcg gcggcggcgg cagcgggtct tgggtcctcc gagagcagca 60 
gcgattttct attttgtaca tacattattt tgtatatact gtat atg atg act tea 116 

Met Met Thr Ser 

1 

gtg age agt gac cat tgt cga ggt get cag gaa aaa cca cag att tea 164 

Val Ser Ser Asp His Cys Arg Gly Ala Gin Glu Lys Pro Gin lie Ser 

5 10 15 20 

gca gca caa tea acg caa cca cag aaa caa gtg gta cag gca aca get 212 

Ala Ala Gin Ser Thr Gin Pro Gin Lys Gin Val Val Gin Ala Thr Ala 

O 25 30 35 

. z r\ gaa cag atg cgt etc get caa gtg ate ttt gat aag aat gat tea gat 260 

Glu Gin Met Arg Leu Ala Gin Val lie Phe Asp Lys Asn Asp Ser Asp 

iu 40 45 50 

f** s ttt gaa get aaa gtt aag cag ctt atg gaa gtg aca g 2 97 

^ Phe Glu Ala Lys Val Lys Gin Leu Met Glu Val Thr 
55 60 





<210> 


884 


a 


<211> 


500 


S3 j 

5 S™ 


<212> 


DNA 


<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


299. 



,499 



<400> 884 

gtcttccctc tggagctgtt tgaggaatgc agttcttttg cataagaaag gcttttctct 60 

ccagtcattc tgcttgctga tcaagaacac ttaacagctt caggctttcc tgatactttg 120 

acgaaggtaa ttgggactcc catcaagtct ccacacagct agcagccacs yggggcactt 180 

ctccagcata tgtaagtgga actcagaagg caacattccc tgaacatast cttccaccag 240 

aatctcctct acagattttt gctgsscctt ttaccagtgg ctgaatctac tttctctt 298 



atg 


gat 


cgc 


tta 


cac 


ctg 


aga 


cga 


act 


aca 


gaa 


cag 


cac 


gta 


cca 


gag 


Met 


Asp 


Arg 


Leu 


His 


Leu 


Arg 


Arg 


Thr 


Thr 


Glu 


Gin 


His 


Val 


Pro 


Glu 


1 








5 










10 










15 




gtg 


gaa 


gtc 


caa 


gtc 


aaa 


cgc 


aga 


agg 


act 


gee 


tea 


ctg 


age 


aac 


caa 


Val 


Glu 


Val 


Gin 


Val 


Lys 


Arg 


Arg 


Arg 


Thr 


Ala 


Ser 


Leu 


Ser 


Asn 


Gin 








20 










25 










30 






gag 


tgt 


cag 


ttg 


tac 


ccg 


agg 


cgt 


tct 


cag 


cag 


cag 


caa 


gta 


cct 


gtg 


Glu 


Cys 


Gin 


Leu 


Tyr 


Pro 


Arg 


Arg 


Ser 


Gin 


Gin 


Gin 


Gin 


Val 


Pro 


Val 






35 










40 










45 








gtg 


gat 


ttc 


cag 


get 


gaa 


ctg 


agg 


cag 


gca 


ttc 


tta 


get 


gag 


aca 


cca 


Val 


Asp 


Phe 


Gin 


Ala 


Glu 


Leu 


Arg 


Gin 


Ala 


Phe 


Leu 


Ala 


Glu 


Thr 


Pro 




50 










55 










60 











608 




<210> 885 
<211> 388 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 117 . .386 

<400> 885 

agcwttgctg gttgaagtgc tttctgtcta gtgagggggt ctgtggattt ctagtttatg 60 
ataaatagga ctttaaaaac cagggacggg agggcgagtg ttcaggttct agagct atg 119 

Met 







ctg 
























1 






cag 


gag 


cac 


tgc 


ctt 


tct 


cct 


tct 


ate 


atg etc tec 


aag 


aaa 


ttt 


167 


m 


Gin 


Leu 


Glu 


His 


Cys 


Leu 


Ser 


Pro 


Ser 


He 


Met Leu Ser 


Lys 


Lys 


Phe 










5 










10 






15 










etc 


aat 


gtg 


age 


age 


age 


tac 


cca 


cat 


tea 


ggc gga tec 


gag 


ctt 


gtc 


215 




Leu 


Asn 


Val 


Ser 


Ser 


Ser 


Tyr 


Pro 


His 


Ser 


Gly Gly Ser 


Glu 


Leu 


Val 




if* 






20 










25 






30 












ttg 


cac 


gat 


cat 


ccc 


att 


ate 


teg 


acc 


act 


gac aac ctg 


gag 


aga 


agt 


263 




Leu 


His 


Asp 


His 


Pro 


He 


He 


Ser 


Thr 


Thr 


Asp Asn Leu 


Glu 


Arg 


Ser 








35 










40 








45 










tea 


cct 


ttg 


aaa 


aaa 


att 


ace 


agg 


ggg 


atg 


acg aat cag 


tea 


gat 


aca 


311 


ffi 


Ser 


Pro 


Leu 


Lys 


Lys 


He 


Thr Arg Gly 


Met 


Thr Asn Gin 


Ser 


Asp 


Thr 




rij 


50 










55 










60 




65 






gac 


aat 


ttt 


cct 


gac 


tec 


aag 


gac 


tea 


cca 


ggg gac gtc 


cag 


aga 


agt 


359 


Q 


Asp 


Asn 


Phe 


Pro 


Asp 


Ser 


Lys 


Asp 


Ser 


Pro 


Gly Asp Val 


Gin 


Arg 


Ser 














70 










75 






80 








aaa 


etc 


tct 


cct 


gtc 


ttg 


gac 


ggg 


gtc 


tc 










388 




Lys 


Leu 


Ser 


Pro 


Val 


Leu Asp Gly Val 















85 90 



<210> 886 
<211> 466 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133 . .465 



<400> 886 

aatgtgacgt aataaccgcg cgcggcgctc ggcgttcccg caaggtcget ttgcagagcg 60 

ggagegeget taagtaacta gtccgtagtt cgagggtgcg ccgtgtcctt ttgcgttggt 12 0 

accagcggcg ac atg acg ggg tac act ccg gat gag aaa ctg egg ctg cag 171 

Met Thr Gly Tyr Thr Pro Asp Glu Lys Leu Arg Leu Gin 

15 10 



609 





cag ctg cga gag ctg aga agg cga tgg ctg aag gac cag gag ctg age 219 
Gin Leu Arg Glu Leu Arg Arg Arg Trp Leu Lys Asp Gin Glu Leu Ser 

15 20 25 

cct egg gag ccg gtg ctg ccc cca cag aag atg ggg cct atg gag aaa 267 
Pro Arg Glu Pro Val Leu Pro Pro Gin Lys Met Gly Pro Met Glu Lys 
30 35 40 45 

ttc tgg aat aaa ttt ttg gag aat aaa tec cct tgg agg aaa atg gtc 315 
Phe Trp Asn Lys Phe Leu Glu Asn Lys Ser Pro Trp Arg Lys Met Val 

50 55 60 

cat ggg gta tac aaa aag agt ate ttt gtt ttc act cat gta ctt gta 363 
His Gly Val Tyr Lys Lys Ser He Phe Val Phe Thr His Val Leu Val 

65 70 75 

cct gtc tgg att att cat tat tac atg aag tat cat gtt tct gaa aaa 411 
Pro Val Trp He He His Tyr Tyr Met Lys Tyr His Val Ser Glu Lys 

80 85 90 

cca tat ggc ata gtt gaa aag aag tec aga ata ttc cct ggt gat aca 459 
Pro Tyr Gly He Val Glu Lys Lys Ser Arg He Phe Pro Gly Asp Thr 
95 100 105 

?" 9 466 

He Leu 

110 

H-i ; 

<210> 887 
^ <211> 378 
C- <212> DMA 
=|3 <213> Homo sapiens 

s . <220> 

m <221> CDS 

^ <222> 63 . .377 

r. ijj 

=? i 

c i : 
z w 

=J <400> 887 

y atacatttta tatttaagtc tgtgatccat tttgagataa tttttgtttc aggttgaggt 60 
W tg atg ttt agt ttg agg ttc att tgt gtc aaa cag aac tct gtg tac 107 
Met Phe Ser Leu Arg Phe He Cys Val Lys Gin Asn Ser Val Tyr 
1 5 10 15 

tgg tgt tea gtt cca agg gaa ggc tgg cac tec atg gag gtt age aaa 155 
Trp Cys Ser Val Pro Arg Glu Gly Trp His Ser Met Glu Val Ser Lys 

20 25 30 

aac cat cat tat gee aac cat cag gaa tac gat cca gac act tgt gee 203 
Asn His His Tyr Ala Asn His Gin Glu Tyr Asp Pro Asp Thr Cys Ala 

35 40 45 

cgc tgt ate tea gta cga gag tct cca agg aaa aca caa cac agt cag 251 
Arg Cys He Ser Val Arg Glu Ser Pro Arg Lys Thr Gin His Ser Gin 

50 55 60 

gta gtc gag gga gca ata gtt aca cag aga aga gac aga gca aga tea 2 99 

Val Val Glu Gly Ala He Val Thr Gin Arg Arg Asp Arg Ala Arg Ser 

65 70 75 

gtt tea gta gtg cgt atg ggt ccc ctg tgt cca ggg gtc cct cgt ggc 347 
Val Ser Val Val Arg Met Gly Pro Leu Cys Pro Gly Val Pro Arq Gly 
80 85 90 95 

tgc ccg tac ggg gtg gtc tgc eta cga gca c 378 
Cys Pro Tyr Gly Val Val Cys Leu Arg Ala 



610 



100 105 

<210> 888 
<211> 429 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 199. .429 



<400> 888 

acgcccccag agtcgtccgg ctgacgctgg cggtggcgcg gtttgtgtgg gcttggtgag 60 
ggcggggagg cctggctgtg tggatgtctg acaggtgagg cgggggacgc agaagtgcag 12 0 
ccgccctctc ccacagcgga gtccaaaaca ggcctaccag tcagttctta tttctattgg 180 
gtgtttccat gctccacc atg tta aga get aag aat cag ctt ttt tta ctt 231 

Met Leu Arg Ala Lys Asn Gin Leu Phe Leu Leu 
1 5 10 

tea cct cat tac ctg agg cag gta aaa gaa tea tea ggc tec agg etc 279 
Ser Pro His Tyr Leu Arg Gin Val Lys Glu Ser Ser Gly Ser Arg Leu 

15 20 25 

ata cag caa cga ctt eta cac cag caa cag ccc ctt cac cca gaa tgg 327 
He Gin Gin Arg Leu Leu His Gin Gin Gin Pro Leu His Pro Glu Trp 
^ 30 35 40 

*y get gee ctg get aaa aag cag ctg aaa ggc aaa aac cca gaa gac eta 3 75 

%0 A1 a Ala Leu Ala Lys Lys Gin Leu Lys Gly Lys Asn Pro Glu Asp Leu 
s 4 5 50 55 

O ata tgg cac acc ccg gaa 999 ate tct ata aaa ccc ttg tat tec aag 423 
m He Trp His Thr Pro Glu Gly He Ser He Lys Pro Leu Tyr Ser Lys 

ffl 60 65 70 75 

"5 aga gat 
X Arg Asp 

Q <210> 889 

<211> 464 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 97. .462 



429 



<400> 889 

aaggeggetc tcgtggaggc agtagegega ggctggggag cgctgagccg cgcgtcgtgc 60 
cctgcgctgc ccagactagc gaacaataca gtcagg atg get aaa ggt gac ccc 114 

Met Ala Lys Gly Asp Pro 
1 5 

aag aaa cca aag ggc aag atg tec get tat gee ttc ttt gtg cag aca 162 
Lys Lys Pro Lys Gly Lys Met Ser Ala Tyr Ala Phe Phe Val Gin Thr 

10 15 20 

tgc aga gaa gaa cat aag aag aaa aac cca gag gtc cct gtc aat ttt 210 
Cys Arg Glu Glu His Lys Lys Lys Asn Pro Glu Val Pro Val Asn Phe 



611 





C s <220> 



25 30 35 

gcg gaa ttt tec aag aag tgc tct gag agg tgg aag acg atg tec ggg 258 
Ala Glu Phe Ser Lys Lys Cys Ser Glu Arg Trp Lys Thr Met Ser Gly 

40 45 50 

aaa gag aaa tct aaa ttt gat gaa atg gca aag gca gat aaa gtg cgc 306 
Lys Glu Lys Ser Lys Phe Asp Glu Met Ala Lys Ala Asp Lys Val Arg 
55 60 65 70 

tat gat egg gaa atg aag gat tat gga cca get aag gga ggc aag aag 354 
Tyr Asp Arg Glu Met Lys Asp Tyr Gly Pro Ala Lys Gly Gly Lys Lys 

75 80 85 

aag aag gat cct aat get ccc aaa agg cca ccg tct gga ttc ttc ctg 402 
Lys Lys Asp Pro Asn Ala Pro Lys Arg Pro Pro Ser Gly Phe Phe Leu 

90 95 100 

ttc tgt tea gaa ttc cgc ccc aag ate aaa tec aca aac ccc ggc ate 450 
Phe Cys Ser Glu Phe Arg Pro Lys lie Lys Ser Thr Asn Pro Gly lie 

105 110 115 

tct att gga gac gg 4 64 

Ser lie Gly Asp 
120 

<210> 890 
<211> 399 
<212> DNA 
<213> Homo sapiens 



<221> CDS 
<222> 179. .397 



<400> 890 

aaaaccagct etaggegget ctgggtaagt tgtcgttctg tgggctgegg aacsagactt 60 
eggctggact tgcctgcggt gacacctgct cccctctgag agcttcaggt tctccggcct 120 
gccttcactg gatcttcagc ctgttaaaca agaaaacgaa aaaccccttc cagaaaac 178 
atg gat gca ttt gaa aaa gtg aga aca aaa tta gaa aca cag cca caa 226 
Met Asp Ala Phe Glu Lys Val Arg Thr Lys Leu Glu Thr Gin Pro Gin 
15 10 15 

gaa gaa tat gaa ate ate aat gtg gaa gtt aaa cat ggt ggt ttt gtt 274 
Glu Glu Tyr Glu He He Asn Val Glu Val Lys His Gly Gly Phe Val 

20 25 30 

tat tac caa gaa ggt tgt tgc ttg gtt cgt tec aaa gat gaa gaa gca 322 
Tyr Tyr Gin Glu Gly Cys Cys Leu Val Arg Ser Lys Asp Glu Glu Ala 

35 40 45 

gac agt gat aat tat gaa gtt tta ttc aat ttg gag gaa ctt aag tta 370 
Asp Ser Asp Asn Tyr Glu Val Leu Phe Asn Leu Glu Glu Leu Lys Leu 

50 55 60 

gac cag ccc ttc att gat tgt ate aga gt 399 
Asp Gin Pro Phe He Asp Cys He Arg 
65 70 

<210> 891 
<211> 451 
<212> DNA 
<213> Homo sapiens 



612 



<220> 
<221> CDS 
<222> 217 . .450 



<400> 891 

aaaaaccagc tctaggcggc tctgggtaag ttgtcgttct gtgggctgcg gaacgmgact 60 
tcggctggac ttgcctgcgg tgacacctgc tcccctctga gagcttcagg ttctccggcc 120 
tgccttcact ggtttgtgtc cagagccgga ctgattctct caatttgcga tcttcagcct 180 
gttaaacaag aaaacgaaaa accccttcca gaaaac atg gat gca ttt gaa aaa 234 

Met Asp Ala Phe Glu Lys 
1 5 

gtg aga aca aaa tta gaa aca cag cca caa gaa gaa tat gaa ate ate 282 
Val Arg Thr Lys Leu Glu Thr Gin Pro Gin Glu Glu Tyr Glu lie He 

!0 15 20 

aat gtg gaa gtt aaa cat ggt ggt ttt gtt tat tac caa gaa ggt tgt 330 
Asn Val Glu Val Lys His Gly Gly Phe Val Tyr Tyr Gin Glu Gly Cys 
O 25 30 35 

%S tgc ttg gtt cgt tec aaa gat gaa gaa gca gac aat gat aat tat gaa 3 78 

Cys Leu Val Arg Ser Lys Asp Glu Glu Ala Asp Asn Asp Asn Tyr Glu 

40 45 50 

gtt tta ttc aat ttg gag gaa ctt aag tta gac cag ccc ttc att gat 426 
Val Leu Phe Asn Leu Glu Glu Leu Lys Leu Asp Gin Pro Phe He Asp 

- 55 SO 65 70 

*y gta tea gag ttg etc cag atg aaa a 451 
Val Ser Glu Leu Leu Gin Met Lys 

a- 75 

<210> 892 

<211> 494 
2 J? <212> DNA 

J! <213> Homo sapiens 

O <220> 

<221> CDS 
<222> 217 . .492 



<400> 892 

gtgatctgaa gccgacgtgt gcagaagtcc ctctcctcca ggtaccagat ccctgtttcc 60 
gtggaggaag gcagacttca gactgaagga cagagaaggc aactgcccta cagccctgca 12 0 
ggtcttcaag tctgtggttg tgggcactaa cccagacaag aaaaggaaag acctgeagta 180 
teggtgeagg aaaggcaaag aagggaacat ctcaac atg gaa aag etc tac aaa 234 

Met Glu Lys Leu Tyr Lys 
1 5 

gaa aat gaa gga aag cca gag aat gaa aga aac eta gaa agt gag gga 2 82 

Glu Asn Glu Gly Lys Pro Glu Asn Glu Arg Asn Leu Glu Ser Glu Gly 

10 15 20 

aag cca gag gat gag gga agt aca gaa gat gaa gga aag tea gac gag 33 0 

Lys Pro Glu Asp Glu Gly Ser Thr Glu Asp Glu Gly Lys Ser Asp Glu 

25 30 35 

gaa gaa aag ccg gac atg gag ggg aag aca gaa tgc gag gga aag cga 378 
Glu Glu Lys Pro Asp Met Glu Gly Lys Thr Glu Cys Glu Gly Lys Arg 



613 



if* 



494 



40 45 50 

gag gat gag gga gan cca ggt gat gag gga caa ctg gaa gat gan gga 426 
Glu Asp Glu Gly Xaa Pro Gly Asp Glu Gly Gin Leu Glu Asp Xaa Gly 
55 60 65 7Q 

aac cag gaa aag cag ggc aag tct gaa ggt gag gmc aag cca caa agt 474 
Asn Gin Glu Lys Gin Gly Lys Ser Glu Gly Glu Xaa Lys Pro Gin Ser 

75 80 85 

gag ggc aag cca gcc tec ca 
Glu Gly Lys Pro Ala Ser 
90 

<210> 893 
<211> 267 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . . 266 



60 



y, <400> 893 

y acacagcacg ctgccacgcc gacgcagacc cctctctgca cgccagcccg cccgcaccca 
^ cc atg gcc aca gtt cag cag ctg gaa gga aga tgg cgc ctg gtg gac 107 
» Met Ala Thr Val Gin Gin Leu Glu Gly Arg Trp Arg Leu Val Asp 

* 1 5 10 15 

v age aaa ggc ttt gat gaa tac atg aag gag eta ggt gag gca ccc ggc 155 

Ser Lys Gly Phe Asp Glu Tyr Met Lys Glu Leu Gly Glu Ala Pro Gly 
Q 20 25 30 

m ct 9 gca gcg cct gca acg tgg cgt gtt gtg egg teg tct gtc cct agg 203 
Leu Ala Ala Pro Ala Thr Trp Arg Val Val Arg Ser Ser Val Pro Arg 

35 40 45 

tec ccg tea gcg tgc cag att ctg ggg cag gag atg etc ggc ggc eta 251 
Ser Pro Ser Ala Cys Gin He Leu Gly Gin Glu Met Leu Gly Gly Leu 

50 55 60 

ccc cca tec cct ccc a 
Pro Pro Ser Pro Pro 
65 

<210> 894 
<211> 454 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65 . .454 



267 



<400> 894 

gggccctgct gcggggggga gagecactga 
cacc atg agt gat cag cag ctg gac 

Met Ser Asp Gin Gin Leu Asp 

1 5 



cgccgggacc gggaccgccg ccgccgccgc 60 
tgt gcc ttg gac eta atg agg cgc 109 
Cys Ala Leu Asp Leu Met Arg Arg 
10 15 



614 



ctg cct ccc cag caa ate gag aaa aac etc age gac ctg ate gas stg 157 
Leu Pro Pro Gin Gin He Glu Lys Asn Leu Ser Asp Leu He Xaa Xaa 

20 25 30 

gtc ccc agt eta tgt gag gat etc ctg tct tct gtt gac cag cca ctg 205 
Val Pro Ser Leu Cys Glu Asp Leu Leu Ser Ser Val Asp Gin Pro Leu 

35 40 45 

aaa att gec aga gac aag gtg gtg gga aag gat tac ctt ttg tgt gac 253 
Lys He Ala Arg Asp Lys Val Val Gly Lys Asp Tyr Leu Leu Cys Asp 

50 55 60 

tac aac aga gat ggg gac tec tat agg tea cca tgg agt aac aag tat 301 
Tyr Asn Arg Asp Gly Asp Ser Tyr Arg Ser Pro Trp Ser Asn Lys Tyr 

65 70 75 

gac cct ccc ttg gag gat ggg gee atg ccg tea get egg ctg aga aag 34 9 

Asp Pro Pro Leu Glu Asp Gly Ala Met Pro Ser Ala Arg Leu Arg Lys 
80 85 90 95 

ctg gag gtg gaa gee aac aat gee ttt gac cag tat cga gac ctg tat 3 97 

Leu Glu Val Glu Ala Asn Asn Ala Phe Asp Gin Tyr Arg Asp Leu Tyr 
^ 100 105 110 

a ttt gaa ggt ggc gtc tea tct gtc tac etc tgg gat ctg gat cat ggc 445 
±§ Phe Glu Gly Gly Val Ser Ser Val Tyr Leu Trp Asp Leu Asp His Gly 
HI 115 120 125 

ttt get gga 454 
Li Phe Ala Gly 

130 

^ <210> 895 
*0 <211> 331 
* <212> DNA 

<213> Homo sapiens 



HI 



<220> 
<221> CDS 
<222> 36. .329 



<400> 895 

ataggagtga gccacgcccg ggctgtggga ataag atg gcg ggg aag aag aat 53 

Met Ala Gly Lys Lys Asn 
1 5 

gtt ctg teg tct etc gca gtt tac gcg gaa gat tea gag ccc gag tct 101 
Val Leu Ser Ser Leu Ala Val Tyr Ala Glu Asp Ser Glu Pro Glu Ser 

10 15 20 

gat ggc gag get gga ate gag gcg gtg ggc age gcg get gag gag aaa 149 
Asp Gly Glu Ala Gly He Glu Ala Val Gly Ser Ala Ala Glu Glu Lys 

25 30 35 

ggc gga ttg gta tct gat gee tat ggg gag gat gac ttt tct cgt eta 197 
Gly Gly Leu Val Ser Asp Ala Tyr Gly Glu Asp Asp Phe Ser Arg Leu 

40 45 50 

999 ggt gat gaa gat ggt tat gaa gaa gaa gaa gat gag aac agt aga 245 
Gly Gly Asp Glu Asp Gly Tyr Glu Glu Glu Glu Asp Glu Asn Ser Arg 
55 60 65 70 

cag teg gaa gat gac gat tea gag act gaa aaa cct gag get gat gac 2 93 

Gin Ser Glu Asp Asp Asp Ser Glu Thr Glu Lys Pro Glu Ala Asp Asp 
75 80 85 



615 



cca aag gat aat aca gaa gca gaa aag cga gac ccc ca 331 
Pro Lys Asp Asn Thr Glu Ala Glu Lys Arg Asp Pro 
90 95 

<210> 896 
<211> 220 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .218 



<400> 896 

ataggagtga gccacgcccg ggctgtggga at aag atg gcg ggg aag aag aat 53 

Met Ala Gly Lys Lys Asn 
1 5 

Q gtt ctg teg tct etc gca gtt tac gcg gaa gat tea gag ccc gag tct 101 

Val Leu Ser Ser Leu Ala Val Tyr Ala Glu Asp Ser Glu Pro Glu Ser 
[ft 10 15 20 

r? gat ggc gag get gga ate gag gcg gtg ggc age gcg get gag gag aaa 14 9 

:^ Asp Gly Glu Ala Gly He Glu Ala Val Gly Ser Ala Ala Glu Glu Lys 
25 30 35 

ggc gga ttg gta tct gat gee tat ggg gag gat acc aat ccg eta tat 197 
*0 Gly Gly Leu Val Ser Asp Ala Tyr Gly Glu Asp Thr Asn Pro Leu Tyr 
*D 40 45 50 

s cca gee ttg teg ctg cca ccg cc 220 

£j Pro Ala Leu Ser Leu Pro Pro 
~~ 55 60 



^3 



<210> 897 
<211> 468 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 139. .468 



<400> 897 

cttwtttagc gccatctgct cgcggcgccg cctcctgctc ctcccgctgc tgctgccgct 60 
gccgccctga gtcactgcct gcgcastccg gccgcctggc tccccatact agtcgecgat 120 
atttggagtt cttacaac atg gca gac att gac aac aaa gaa cag tct gaa 171 

Met Ala Asp He Asp Asn Lys Glu Gin Ser Glu 
15 10 
ctt gat caa gat ttg gat gat gtt gaa gaa gta gaa gaa gag gaa act 219 
Leu Asp Gin Asp Leu Asp Asp Val Glu Glu Val Glu Glu Glu Glu Thr 

15 20 25 

ggt gaa gaa aca aaa etc aaa gca cgt cag eta act gtt cag atg atg 267 
Gly Glu Glu Thr Lys Leu Lys Ala Arg Gin Leu Thr Val Gin Met Met 

30 35 40 

caa aat cct cag att ctt gca gee ctt caa gaa aga ctt gat ggt ctg 315 



616 



Gin Asn Pro Gin lie Leu 
45 

gta gaa aca cca aca gga 
Val Glu Thr Pro Thr Gly 
60 65 
aga cga gtg aat get etc 
Arg Arg Val Asn Ala Leu 
80 

gaa gec aaa ttc tat gag 
Glu Ala Lys Phe Tyr Glu 
95 

tct eta tea 
Ser Leu Ser 
110 



Ala Ala Leu Gin Glu Arg 
50 55 
tac att gaa age ctg cct 
Tyr lie Glu Ser Leu Pro 
70 

aaa aac ctg caa gtt aaa 
Lys Asn Leu Gin Val Lys 
85 

gaa gtc atg akc ttg aaa 
Glu Val Met Xaa Leu Lys 
100 



Leu 


Asp 


tj-Ly 


Leu 


agg 


gta 


gtt 


aaa 


Arg 


Val 


Val 


Lys 








75 


tgt 


gca 


cag 


ata 


Cys 


Ala 


Gin 


He 






90 




gga 


agt 


atg 


ctg 


Gly Ser 


Met 


Leu 




105 







468 



<210> 898 
<211> 347 
<212> DNA 
<213> Homo sapiens 



in <220> 

& 5 



<221> CDS 
<222> 45 . .347 



^ <400> 898 

atcccgggca ctcttggcgc ettcgeggaa ggtgcgtccg agee atg gec get gee 56 
s Met Ala Ala Ala 

1 

fy aac ccg tgg gac ccg gcg tec gcg cct aac ggc get ggg eta gtg eta 104 

Hi Asn Pro Trp Asp Pro Ala Ser Ala Pro Asn Gly Ala Gly Leu Val Leu 

5 10 15 20 

pi ggc cac ttc ata get teg ggg atg gtc aat cag gag atg tta aac atg 152 

5? Gly His Phe He Ala Ser Gly Met Val Asn Gin Glu Met Leu Asn Met 
^ 25 30 35 

tct aag aaa aca gtt tct tgt ttt gtg aac ttc ace aga eta cag cag 200 

Ser Lys Lys Thr Val Ser Cys Phe Val Asn Phe Thr Arg Leu Gin Gin 

40 45 50 

ate aca aat att caa get gaa ate tac cag aaa aac ctg gaa att gaa 24 8 

He Thr Asn He Gin Ala Glu He Tyr Gin Lys Asn Leu Glu He Glu 

55 60 65 

etc ctg aaa eta gaa aaa gat aca gca gat gtt gtt cat cct ttc ttt 296 

Leu Leu Lys Leu Glu Lys Asp Thr Ala Asp Val Val His Pro Phe Phe 

70 75 80 

ttg gag atg aag tct tgc tat gtt gee cag get ggt etc gaa etc atg 344 

Leu Glu Met Lys Ser Cys Tyr Val Ala Gin Ala Gly Leu Glu Leu Met 
85 90 95 100 

gec 347 
Ala 



<210> 899 

<211> 451 

<212> DNA 

<213> Homo sapiens 



617 



<220> 
<221> CDS 
<222> 103 . .450 



=y s 

s ,.a 



<400> 899 

acttccgggt ctcctctgtt tacgaatgtt tgggcgcgaa ttactctaag cgcggctctc 60 
agaagggtgc aagaagaatc agtgcactgt gtttagrtca ag atg tct ggt aaa 114 

Met Ser Gly Lys 

1 

gca aat get tec aag aaa aac get caa cag tta aaa aga aat cca aag 162 

Ala Asn Ala Ser Lys Lys Asn Ala Gin Gin Leu Lys Arg Asn Pro Lys 

5 10 15 20 

aga aaa aag gat aat gag gaa gtt gtg ttg tea gag aat aag gtt aga 210 

Arg Lys Lys Asp Asn Glu Glu Val Val Leu Ser Glu Asn Lys Val Arg 

25 30 35 

aac aca gtg aaa aaa aat aaa aat cat ctg aaa gat ctg tct tct gaa 258 
Q Asn Thr Val Lys Lys Asn Lys Asn His Leu Lys Asp Leu Ser Ser Glu 

J3 40 45 50 

gga caa aca aag cac act aac eta aaw cac gga aag aca gca gee age 3 06 

^ Gly Gin Thr Lys His Thr Asn Leu Xaa His Gly Lys Thr Ala Ala Ser 
s. s 55 60 65 

^ aag aga aaa acc tgg caa cct ctg tea aag agt acc aga gac cat ttg 3 54 

Lys Arg Lys Thr Trp Gin Pro Leu Ser Lys Ser Thr Arg Asp His Leu 
M3 70 75 80 

%0 caa act atg atg gaa tea gta ata atg aca att ttr ngt aac agt att 402 
s Gin Thr Met Met Glu Ser Val He Met Thr He Leu Xaa Asn Ser He 

O 85 90 95 100 

fy ana gaa aaa gaa 9 am ata era tac cat etc aac ttc ctg aag aaa aga t 451 
ia; Xaa Glu Lys Glu Xaa He Xaa Tyr His Leu Asn Phe Leu Lys Lys Arg 

105 110 115 

s=f» 

y <210> 900 
%J <211> 422 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37. .420 



<400> 900 

cttggcgtgg ctgcagggga ggccgcggcg gggaaa atg gcg gac ggg aag gcg 54 



















Met 
1 


Ala 


Asp 


Gly 


Lys 
5 


Ala 


gga gac gag 


aag 


cct 


gaa 


aag 


teg 


cag 


cga 


get 


gga 


gee 


gec 


ggn 


aga 


Gly Asp Glu 


Lys 


Pro 


Glu 


Lys 


Ser 


Gin 


Arg 


Ala 


Gly 


Ala 


Ala 


Gly 


Arg 




10 










15 










20 






cct gaa gaa 


gaa 


gca 


gaa 


aaa 


cct 


gtg 


aaa 


act 


aag 


act 


gtt 


tct 


tec 


Pro Glu Glu 


Glu 


Ala 


Glu 


Lys 


Pro 


Val 


Lys 


Thr 


Lys 


Thr 


Val 


Ser 


Ser 


25 










30 










35 








agt aat gga 


ggg 


gaa 


agt 


tec 


agt 


cgc 


age 


get 


gag 


aag 


cga 


tea 


get 
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Ser Asn Gly Gly Glu Ser Ser Ser Arg Ser Ala Glu Lys Arg Ser Ala 

40 45 50 

gaa gaa gaa get gec gac etc cca aca aag cct aca aag ate tec aag 246 
Glu Glu Glu Ala Ala Asp Leu Pro Thr Lys Pro Thr Lys lie Ser Lys 
55 60 65 70 

ttt gga ttt gec ata ggt agt cag acg aca aag aaa gca tea gec ata 294 
Phe Gly Phe Ala lie Gly Ser Gin Thr Thr Lys Lys Ala Ser Ala lie 

75 80 85 

tec ate rnn ctt gga tea agt aag net aaa gaa act gtt cca act ctt 342 
Ser lie Xaa Leu Gly Ser Ser Lys Xaa Lys Glu Thr Val Pro Thr Leu 

90 95 100 

get cca aaa act ctt tea gta gca gca get ttt rnt gaa gat gaa ggt 390 
Ala Pro Lys Thr Leu Ser Val Ala Ala Ala Phe Xaa Glu Asp Glu Gly 

105 110 115 

agt gaa cca gag gaa atg cct cca gaa gca aa 422 
Ser Glu Pro Glu Glu Met Pro Pro Glu Ala 

120 125 

<210> 901 



,p s <211> 340 
y!j <212> DNA 



<213> Homo sapiens 



^ <220> 



<221> CDS 
<222> 94. .339 



<400> 901 

agtggcgtca ggggcgcttt agggactgga cttgcagtgt aaacagagac getgeaaatt 60 
gcttgtggac ggtgtaggcc gctgcaggcc ace atg aac egg ctt ccg gat gac 114 

Met Asn Arg Leu Pro Asp Asp 
1 5 

tac qac ccc tac acq qtt qaa qaq cct aqc qac qaq qaq ccq get ttq 162 



210 



258 



306 



340 



tac 


gac 


ccc 


tac 


gcg 


gtt 


gaa 


gag 


cct 


1 
age 


gac 


gag 


gag 


5 
ccg 


get 


ttg 


Tyr 


Asp 


Pro 


Tyr 


Ala 


Val 


Glu 


Glu 


Pro 


Ser 


Asp 


Glu 


Glu 


Pro 


Ala 


Leu 






10 










15 










20 








age 


agg 


tgg 


get 


ccc 


gec 


cca 


nmc 


tgg 


ccc 


ccg 


agg 


att 


tgg 


gtc 


gag 


Ser 


Arg 


Trp 


Ala 


Pro 


Ala 


Pro 


Xaa 


Trp 


Pro 


Pro 


Arg 


He 


Trp Val 


Glu 




25 










30 










35 










gec 


tgg 


ctt 


tgg 


teg 


cct 


cca 


ttc 


gtt 


gcg 


cct 


gec 


gag 


cct 


acg 


cag 


Ala 


Trp 


Leu 


Trp 


Ser 


Pro 


Pro 


Phe 


Val 


Ala 


Pro 


Ala 


Glu 


Pro 


Thr 


Gin 


40 










45 










50 










55 


ace 


eta 


gcg 


get 


egg 


gag 


cct 


gtc 


gtg 


cct 


gtt 


act 


tgt 


gcg 


aas 


caa 


Thr 


Leu 


Ala 


Ala 


Arg 


Glu 


Pro 


Val 


Val 


Pro 


Val 


Thr 


Cys 


Ala 


Xaa 


Gin 










60 










65 










70 




agg 


get 


ttc 


ctg 


atg 


ggg 


teg 


cgc 


agt 


ccc 


gga 


g 










Arg 


Ala 


Phe 


Leu 


Met 


Gly 


Ser 


Arg 


Ser 


Pro 


Gly 













75 80 



<210> 902 
<211> 447 
<212> DNA 
<213> Homo sapiens 



619 





<220> 
<221> CDS 
<222> 94 . . 447 



ru 



<400> 902 

agtggcgtca ggggcgcttt agggactgga cttgcagtgt aaacagagac gctgcaaatt 
gcttgtggac ggtgtaggcc gctgcaggcc acc atg aac egg ctt ccg gat gac 

Met Asn Arg Leu Pro Asp Asp 
1 5 
tac gac ccc tac gcg gtt gaa gag cct age gac gag gag ccg get ttg 
Tyr Asp Pro Tyr Ala Val Glu Glu Pro Ser Asp Glu Glu Pro Ala Leu 

10 15 20 

age age tct gag gat gaa gtg gat gtg ctt tta cat gga act cct gac 
Ser Ser Ser Glu Asp Glu Val Asp Val Leu Leu His Gly Thr Pro Asp 

25 30 35 

caa aaa cga aaa etc ate aga gaa tgt ctt acc gga gaa agt gaa tea 
Gin Lys Arg Lys Leu lie Arg Glu Cys Leu Thr Gly Glu Ser Glu Ser 
40 45 50 55 

tct agt gaa gat gaa ttt gaa aag gag atg gaa get gaa tta aat tct 
Ser Ser Glu Asp Glu Phe Glu Lys Glu Met Glu Ala Glu Leu Asn Ser 

60 65 70 

acc atg aaa aca atg gag gac aag tta tec tct ctg gga act gga tct 
Thr Met Lys Thr Met Glu Asp Lys Leu Ser Ser Leu Gly Thr Gly Ser 

75 80 85 

tec tea gga aat gga aaa gtt gca aca get ccg aca agg tac tac gat 
Ser Ser Gly Asn Gly Lys Val Ala Thr Ala Pro Thr Arg Tyr Tyr Asp 

90 95 100 

gat ata tat ntt gat tct gat tec gag gat gaa gac aga gca gta 
Asp lie Tyr Xaa Asp Ser Asp Ser Glu Asp Glu Asp Arg Ala Val 
105 110 115 



60 
114 



162 



210 



258 



306 



354 



402 



447 



°£ <210> 903 

y <211> 705 

O <212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 459. .704 



<400> 903 

ttttcctgag catgectagg gaatgacagg catctccaca ggcaggctgc atccaccttg 
gctggggtgt cgtcattggc tgectattag aaaaacgaca ggacaatgea taccaccgcc 
tcccgactgt aaacataggg gatatgtgtt cacttagcat ggacttctgg gaggggecaa 
ggaagggegg tctggagttt tattgaatag agcagtgtgt atteggctge ctgcctgccc 
gcctgcttgc tctctggctg tgctcctgct taaagaaatc agtccttcct ttccgactta 
gtcctcggga agaagtttca gactacaagg tatcattgga acatttcaag atcatcaaat 
caaattccac agggattggt gaccaaccag aaggctcaga catctgattg ctgacctgtc 
cagacatcat ctggtctccc tgaacctgaa atcacacc atg gat gat ttt gag cgt 

Met Asp Asp Phe Glu Arg 
1 5 
cgc aga gaa ctt aga agg caa aag agg gag gag atg cga etc gaa gca 



60 
120 
180 
240 
300 
360 
420 
476 



524 



620 



Sex 
5 Ft: 

y 5 



5t~ 




Arg 


Arg 


blU 


Leu 

1 0 
J. u 


Arg 


Arg 


Gin 


Lys 


Arg 
15 


Glu 


Glu 


Met 


Arg 


Leu 
20 


Glu 


Ala 


gaa 


aga 


dCC 


gee 


uac 


cag 


agg 


aat 


gac 


gat 


gat 


gaa 


gag 


gag 


gca 


gee 


Glu 


Arg 


He 


Ala 


Tyr 


Gin 


Arg Asn Asp Asp Asp Glu 


Glu 


Glu 


Ala 


Ala 






o c 
z b 










30 










35 








egg 


gaa 


egg 


cgc 


cgc 


cga 


gec 


cga 


cag 


gaa 


egg 


ctg 


egg 


cag 


aag 


cag 


Arg 


Glu 


Arg 


Arg 


Arg 


Arg 


Ala 


Arg 


Gin 


Glu 


Arg 


Leu 


Arg 


Gin 


Lys 


Gin 




40 










45 










50 








gag 


gaa 


gaa 


tec 


ttg 


gna 


cag 


gtg 


acc 


gac 


cag 


gtg 


gag 


gtg 


aat 


gee 


Glu 


Glu 


Glu 


Ser 


Leu 


Xaa 


Gin 


Val 


Thr 


Asp 


Gin 


Val 


Glu 


Val 


Asn 


Ala 


55 










60 










65 










70 


cag 


aac 


agt 


gtg 


cct 


gac 


gag 


gag 


gee 


aag 


aca 


acc 


a 








Gin 


Asn 


Ser 


Val 


Pro 
75 


Asp 


Glu 


Glu 


Ala 


Lys 
80 


Thr 


Thr 











<210> 904 
<211> 333 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . . 333 



572 



620 



668 



705 



%S <400> 904 

*S gtttgaattg cgcttccgcc atctttccag cctcagtcgg aegggegegg agaegcttet 60 
s ggaaggaacg ccgcg atg get gcg cag gga gag ccc cag gtc cag ttc aaa 111 

p Met Ala Ala Gin Gly Glu Pro Gin Val Gin Phe Lys 

fy 1 5 10 

«U ct t gta ttg gtt ggt gat ggt ggt act gga aaa acg acc ttc gtg aaa 159 
Leu Val Leu Val Gly Asp Gly Gly Thr Gly Lys Thr Thr Phe Val Lys 

15 20 25 

cgt cat ttg act ggt gaa ttt gag aag aag tat gta gee acc ttg ggt 207 
Arg His Leu Thr Gly Glu Phe Glu Lys Lys Tyr Val Ala Thr Leu Gly 

30 35 40 

gtt gag gtt cat ccc eta gtg ttc cac acc aac aga gga cct att aag 255 
Val Glu Val His Pro Leu Val Phe His Thr Asn Arg Gly Pro He Lys 
45 50 55 60 

ttc aat gta tgg gac aca gee ggc cag gag aaa ttc ggt gga ctg aga 303 
Phe Asn Val Trp Asp Thr Ala Gly Gin Glu Lys Phe Gly Gly Leu Arg 

65 70 75 

gat ggc tat tat ate etc acg caa gca acc 333 
Asp Gly Tyr Tyr He Leu Thr Gin Ala Thr 
80 85 

<210> 905 
<211> 504 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . . 504 



621 



<400> 905 

gtttgaattg cgcttccgcc atctttccag cctcagtcgg acgggcgcgg agacgcttct 60 
ggaaggaacg ccgcg atg get gcg cag gga gag ccc cag gtc cag ttc aaa 111 
Met Ala Ala Gin Gly Glu Pro Gin Val Gin Phe Lys 
15 10 
ctt gta ttg gtt ggt gat ggt ggt act gga aaa acg acc ttc gtg aaa 15 9 

Leu Val Leu Val Gly Asp Gly Gly Thr Gly Lys Thr Thr Phe Val Lys 

15 20 25 

cgt cat ttg act ggt gaa ttt gag aag aag tat gta gec acc ttg ggt 207 
Arg His Leu Thr Gly Glu Phe Glu Lys Lys Tyr Val Ala Thr Leu Gly 

30 35 40 

gtt gag gtt cat ccc eta gtg ttc cac acc aac aga gga cct att aag 255 
Val Glu Val His Pro Leu Val Phe His Thr Asn Arg Gly Pro lie Lys 
45 50 55 60 

ttc aat gta tgg gac aca gec ggc cag gag aaa ttc ggt gga ctg aga 303 
Phe Asn Val Trp Asp Thr Ala Gly Gin Glu Lys Phe Gly Gly Leu Arg 
Q 65 70 75 

gat ggc tat tat ate caa gec cag tgt gee ate ata atg ttt gat gta 351 
|S Asp Gly Tyr Tyr lie Gin Ala Gin Cys Ala lie lie Met Phe Asp Val 
T! 80 85 90 

aca teg aga gtt act tac aag aat gtg cct aac tgg cat aga gat ctg 399 
Thr Ser Arg Val Thr Tyr Lys Asn Val Pro Asn Trp His Arg Asp Leu 
^ 95 100 105 

'~S gta cga gtg tgt gaa aac ate ccc att gtg ttg tgt ggc aac aaa gtg 447 

Val Arg Val Cys Glu Asn lie Pro lie Val Leu Cys Gly Asn Lys Val 
s 110 115 120 

Q gat att aag gac agg aaa gtg aag gcg aaa tec att gtc ttc cac cga 495 

pj Asp lie Lys Asp Arg Lys Val Lys Ala Lys Ser lie Val Phe His Arg 

pj 125 130 135 140 

"~ aag aag aat 504 

ZT Lys Lys Asn 

M 

O <210> 906 
<211> 267 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108 . .266 



:-J3 



<400> 906 

ataaggctag gggegggege cgctcttttg tttcttgctg cagcaacgcg agtgggagca 60 
ccaggatctc gggctcggaa egagactgea cggattgttt taagaaa atg gca gac 116 

Met Ala Asp 

1 

aaa cca gac atg ggg gaa ate gec age ttc gat aag gee aag ctg naa 164 
Lys Pro Asp Met Gly Glu lie Ala Ser Phe Asp Lys Ala Lys Leu Xaa 

5 10 15 

gaa aaa egg aga cgc agg aga aga aca ccc tgc cga cca aag aga cca 212 
Glu Lys Arg Arg Arg Arg Arg Arg Thr Pro Cys Arg Pro Lys Arg Pro 



622 



1 



20 25 30 35 

ttg age agg aga age gga gtg aaa ttt cct aag ate ctg gtc aat ggt 260 

Leu Ser Arg Arg Ser Gly Val Lys Phe Pro Lys lie Leu Val Asn Gly 

40 45 50 

etc gtg c 267 
Leu Val 



<210> 907 

<211> 283 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 108. .281 



*0 



<400> 907 

j ataaggctag gggegggege cgctcttttg tttcttgctg cagcaacgcg agtgggagca 60 
ccaggatctc gggctcggaa egagactgea cggattgttt taagaaa atg gca gac 116 

Met Ala Asp 
1 

aaa cca gac atg ggg gaa ate gec age ttc gat aag gee aag ctg aag 164 
Lys Pro Asp Met Gly Glu lie Ala Ser Phe Asp Lys Ala Lys Leu Lys 
5 10 15 



W aaa acg gag acg cag gag aag aac ace ctg ccg ace aaa gag agt gag 212 

*3 Lys Thr Glu Thr Gin Glu Lys Asn Thr Leu Pro Thr Lys Glu Ser Glu 

s 20 25 30 35 

Q tgt gee teg gtc tec cgc gee cca gec cag ccc etc ace ctg etc ttc 260 

pj Cys Ala Ser Val Ser Arg Ala Pro Ala Gin Pro Leu Thr Leu Leu Phe 

iff 40 45 50 

T 'Z ctt gca aac cca etc etc cac cc 283 

^ Leu Ala Asn Pro Leu Leu His 

%J 55 

<210> 908 

<211> 511 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .510 



<400> 908 

geaggegteg cgccaatctt cgctctgagg tgctgtctca ccggtgagac ctggaagcgg 60 
gegagtcteg tgctgtgtcg gacctgcagc ccctggcctt ccgccacc atg gag tac 117 

Met Glu Tyr 

1 

etc ate ggt ate caa ggc ccc gac tat gtt ctt gtc gee tec gac egg 165 
Leu lie Gly lie Gin Gly Pro Asp Tyr Val Leu Val Ala Ser Asp Arg 

5 10 15 

gtg gec gee age aat att gtc cag atg aag gac gat cat gac aag atg 213 



623 



IU 



vai 


Ala 


Ala 


Ser 


Asn 


He 


Val 


Gin 


Met 


Lys 


Asp 


Asp 


His 


Asp 


Lys 


Met 


z U 










25 










30 








35 


LUC 


aag 


acg 


agt 


gaa 


aag 


ata 


tta 


etc 


ctg 


tgt 


gtt 


gga 


gag 


get 


gga 


rne 


Lys 


Met 


Ser 


Glu 


Lys 


He 


Leu 


Leu 


Leu 


Cys 


Val 


Gly Glu 


Ala 


Gly 










40 










45 










50 


gac 


_ 4- 

acu 


gca 


cag 


ttt 


gca 


gaa 


tat 


att 


cag 


aaa 


aac 


gtg 


caa 


Ctt 


tat 


Asp 


inr 


Val 


Gin 


Phe 


Ala 


Glu 


Tyr 


He 


Gin 


Lys 


Asn 


Val 


Gin 


Leu 


Tyr 








55 










60 










65 




aag 


acg 


cga 


aat 


gga 


tat 


gaa 


ttg 


tct 


ccc 


acg 


gca 


gca 


get 


aac 


ttc 


Lys 


Met 


Arg 


Asn 


Gly Tyr Glu Leu 


Ser 


Pro 


Thr 


Ala 


Ala 


Ala 


Asn 


Phe 






70 










75 










80 








aca 


cgc 


cga 


aac 


ctg 


get 


gac 


tgt 


ctt 


egg 


agt 


egg 


ace 


cca 


tat 


cat 


Thr 


Arg 


Arg 


Asn 


Leu 


Ala 


Asp 


Cys 


Leu 


Arg 


Ser 


Arg 


Thr 


Pro 


Tyr 


His 




85 










90 










95 








gtg 


aac 


etc 


etc 


ctg 


get 


ggc 


tat 


gat 


gag 


cat 


gaa 


ggg 


cca 


gcg 


ctg 


Val 


Asn 


Leu 


Leu 


Leu 


Ala 


Gly Tyr 


Asp 


Glu 


His 


Glu Gly Pro 


Ala 


Leu 


100 










105 










110 










115 


tat 


tac 


atg 


gac 


tac 


ctg 


gca 


gec 


ttg 


gee 


aag 


gee 


ctt 


ttg 


cag 


ccc 


Tyr 


Tyr 


Met 


Asp 


Tyr 
120 


Leu 


Ala 


Ala 


Leu 


Ala 
125 


Lys 


Ala 


Leu 


Leu 


Gin 
130 


Pro 


acg 


get 


atg 


g 


























Thr 


Ala 


Met 





























261 



309 



357 



405 



453 



501 



511 



<210> 909 
<211> 388 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 109. .387 



<400> 909 

geaggegteg cgccaatctt cgctctgagg tgctgtctca ccggtgagac ctggaagcgg 60 
gegagtcteg tgctgtgtcg gacctgcagc ccctggcctt ccgccacc atg gag tac 117 

Met Glu Tyr 

1 

etc ate ggt ate caa ggc ccc gac tat gnt ctt gtc gee tec gac egg 165 
Leu He Gly He Gin Gly Pro Asp Tyr Xaa Leu Val Ala Ser Asp Arg 

5 10 15 

gtg gee gee age aat att gtc cas ktg aag gac gga tat gaa ttg tct 213 
Val Ala Ala Ser Asn He Val Xaa Xaa Lys Asp Gly Tyr Glu Leu Ser 
20 25 30 35 

ccc acg gca gca get aac ttc aca cgc cga aac ctg get gac tgt ctt 261 
Pro Thr Ala Ala Ala Asn Phe Thr Arg Arg Asn Leu Ala Asp Cys Leu 

40 45 50 

egg agt egg rcc cca tat cat gtg aac etc etc ctg get gsc tat gat 309 
Arg Ser Arg Xaa Pro Tyr His Val Asn Leu Leu Leu Ala Xaa Tyr Asp 

55 60 65 

gag cat gaa ggg cca gcg ctg tat tac atg gac tac ctg gca gec ttg 357 
Glu His Glu Gly Pro Ala Leu Tyr Tyr Met Asp Tyr Leu Ala Ala Leu 

70 75 80 

gee aag gec ctt ttg cag ccc acg get atg g 388 



624 



Ala Lys Ala Leu Leu 
85 

<210> 910 
<211> 681 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 518. .679 



Gin Pro Thr Ala Met 
90 



<400> 910 

atttcttcca cyaaagcgtt tgcggagact tcaaggtata atctatccca aatcrhn-nn 

cagagagaaa cttggcgatc acgttttcac atga^ctca cgctcagggc gcttcaatta 

tccctcccca caaagatagg tggcgcgtgt ttcagggtct ctcatcSr 

iiS I5H 25 551 =« S 

*scSa£ s.— tiisittn iziittzt 

SEES ESS s~ SS?TEWS'S- 



Met Lys Gin Pro He Met 
1 5 



5 5 E E S 5: E E S E E E £ £ S 5 
K E £ "1 5 a £ E £ E £ E E S E S 
5 2 S S SI E E E E E S E £ E S E 



gg 

<210> 911 
<211> 478 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. .477 



60 
120 
180 
240 
300 
360 
420 
480 
535 



583 



631 



679 



681 



<400> 911 



60 

Met val His Ala Glu Ala Phe sir Arg Iro Leu 111 

1 C 



£ 1% E E SS S E £ £ E 5 2 E £ E E 159 



25 



625 



*0 



?? a f ? *T tt:t aCt atC aaa t39 at 9 9 ta 9 at 9^ att gat cca 
Ala Val Thr Tyr Phe Thr lie Lys Trp Met Val Lp La lie Lp Pro 

30 35 4 o 

acc aga aag caa aaa gta gaa get cag aaa cag gca gaa aaa eta ata 

Thr Arg Lys Gin Lys Val Glu Ala Gin Lys Gin La Glu Lys Leu Met 

aag caa att gga gtg aaa aat gtg aag etc tea gaa tat gaa atq apt 
Lys Gin lie Gly Val Lys Asn Val Lys Leu Ser Glu Tyr Glu Met £ 

att get get cat ctt gta gac cct ctt aat Itg cat gtt act tqq lit 
He Ala Ala His Leu Val Asp Pro Leu Asn Met His Val Thr Sp Ser 

80 — 



85 



gat ata gca ggt tta gat gat gtc att acg gat ctg aaa gac aca qtc 
Asp lie Ala Gly Leu Asp Asp Val lie Thr Lp Leu Lys Lp tS Val 



95 



100 10 5 
ate tta cct ate aaa aag aaa cat ttg ttt gag aat tec agg ctt eta 
He Leu Pro lie Lys Lys Lys His Leu Phe Glu Asn Ser ^ heu Leu 

, 110 120 
cag cct cca aaa ggt gtt ctt etc tat ggg c 
Gin Pro Pro Lys Gly Val Leu Leu Tyr Gly 



125 

<210> 912 
<211> 470 
<212> DNA 
<213> Homo sapiens 

s <220> 

pi <221> CDS 

<222> 168. .470 

§y 

^ <400> 912 



130 



Asn Sif r Cta tCt t9 ° a " 9tt tgC tct tct agg gaa aag 

Asp Val Leu Lys Tyr Ser Cys lie Val Cys Trp Ser Ser Arg Glu Lys 

lln III ?i? ??* I" Ctt 939 aag ^ a 3 at act att cag 

Asn Asn Val Glu Gin Asp Leu Lys Glu Lys Glu Asp Thr lie Lys Gin 
40 45 



agg aca agt gag gtt cag gat ctt caa gat gaa gtt caa aaa aaa aat- 
Arg Thr Ser Glu Val Gin Asp Leu Gin Lp Glu Vl Gin 1^ Ts n 
55 60 



act aat ctg caa aaa eta cag gee cag aaa cag cag gta caq aaa etc 
Thr Asn Leu Gin Lys Leu Gin Ala Gin Lys Gin Gin Val Gin Tin Leu 

70 75 



ctt gat gaa ctg gat gag cag aaa gec cag ctg gag gag caa etc aag 



207 



255 



303 



351 



399 



447 



478 



" aaagcatttt ttttSf ' CC " ttttaa tct.tcctct tttcaccaca ttttagtgag 60 
„ aaagcaattt tttttttaca aatggagctt atattgattt ttatttcata aataattqaa 120 
agagggtaga aaaatetgee cttcatttaa aaattgaatg tttcact atg S tta 176 

Met Tyr Leu 

aaa age gat tea gga tta gga gga tgg ata acc ata cca get gta get 
Lys Ser Asp Ser Gly Leu Gly Gly Trp lie Thr lie Pro La Vat La 

3 in - _ 



224 



272 



320 



368 



416 



464 



626 



Leu Asp Glu Leu Asp Glu Gin Lys Ala Gin Leu Glu Glu Gin Leu Lys 

85 90 95 

gaa gtc 
Glu Val 
100 



470 



<210> 913 
<211> 308 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112. .306 



<400> 913 

accgccgctg ccggcgccgc tgctgtaggg gaccagcgcg ggtgcscaga cgaaaggcgc 60 
O tctttgccag ctgaaagttc cacggaaaaa ctaccatctc ccctgcscac c atg gca 117 

Met Ala 



- gac gaa att gat ttc act act gga gat gcc ggg get tec age ant tac 165 

- Asp Glu He Asp Phe Thr Thr Gly Asp Ala Gly Ala Ser Ser Xaa Tyr 
* 5 10 15 

%y cct atg cag tgc teg gcc ttg cgc aaa aac ggc ttc gtg gtg etc aaa 213 

%y Pro Met Gin Cys Ser Ala Leu Arg Lys Asn Gly Phe Val Val Leu Lys 
& 20 25 30 

a gga cga cca tgc aaa ata gtg gag atg tea act tec aaa act gga aag 261 

O Gly Arg Pr ° Cys Lys Ile Val Glu Met Ser Thr Ser Lys Thr Gly Lys 

35 40 45 50 

a j ca t ggt cat gcc aag gtt cac ctt gtk gga att gat att tty wyk ga 

=~ His Gly His Ala Lys Val His Leu Val Gly Ile Asp Ile Phe Xaa 

S 55 60 65 

Q <210> 914 
<211> 465 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 125 . .463 



308 



<400> 914 

acattaaege acacatcagt tccaggcccc attccattct ctgaacatct tctgacacac 60 
tgacagtgct gagcagagca agaaaaeggg caatgctgtg agagecattg gaagactgtc 120 
ctct atg gca atg ate tea ggg etc agt ggc agg aaa tec tea aca ggg 169 
Met Ala Met Ile Ser Gly Leu Ser Gly Arg Lys Ser Ser Thr Gly 
15 10 15 

tea cca ace age ccg etc aat gca gaa aaa eta gaa tct gaa gaa gat 217 
Ser Pro Thr Ser Pro Leu Asn Ala Glu Lys Leu Glu Ser Glu Glu Asp 

20 25 30 

gtg tec caa get ttc ctt gag get gtt get gag gaa aag cct cat gta 265 



627 





Ser 




Ala 

Axa 


trie 


Leu 


Glu 


Aia 


va ± 


















4 0 


aaa 


ccc 




f- 4- /-i 
LLC 


ecu 


aag 


acc 


~ 4- 4- 

acc 


cgc 


Lys 


Piro 


Tyr 


Fne 


Ser 


Lys 


Thr 


He 


Arg 






50 










55 




agt 


get 


get 


aga 


ttt 


gac 


tgc 


aag 


att 


Ser 


Ala 


Ala 


Arg 


Phe 


Asp 


Cys 


Lys 


He 




65 










70 






gtt 


gtc 


tgg 


ttc 


aaa 


gat 


gac 


cag 


tea 


Val 


Val 


Trp 


Phe 


Lys 


Asp Asp 


Gin 


Ser 


80 










85 








cag 


ata 


gac 


tac 


gat 


gag 


gac 


ggg 


aac 


Gin 


lie 


Asp 


Tyr 


Asp 


Glu 


Asp 


Gly Asn 



100 



gtt tgc gg 
Val Cys 



Ala Glu Glu Lys Pro His Val 
45 

gat tta gaa gtt gtg gag gga 313 
Asp Leu Glu Val Val Glu Gly 
60 

gaa gga tac cca gac ccc gag 361 
Glu Gly Tyr Pro Asp Pro Glu 
75 

ate agg gag tec cgc cac ttc 409 
He Arg Glu Ser Arg His Phe 

90 95 
tgc tct tta att att agt gat 457 
Cys Ser Leu He He Ser Asp 
105 110 

465 



<210> 915 
fp| <211> 393 
H <212> DNA 

s j- <213> Homo sapiens 



H <220> 

<221> CDS 
<222> 91. .393 



-Si 



<400> 915 

gcacgccgcc ttcgccgctg gctccgtctg ttggggggcg aacacgccgc ggtcctcgtc 60 
gtgtgaagta agaactctgc tagagaggaa atg get get tea tea tea tec tec 114 

Met Ala Ala Ser Ser Ser Ser Ser 

162 



210 



tea 


get 


ggt 


ggg 


gtc 


agt 


gga 


agt 


1 
tct 


gtc 


act 


gga 


5 

tct 


ggt 


ttc 


agt 


Ser 


Ala 


Gly Gly Val 


Ser Gly 


Ser 


Ser 


Val 


Thr 


Gly 


Ser 


Gly 


Phe 


Ser 




10 










15 










20 










gtc 


tea 


gac 


ctt 


gee 


cca 


cca 


egg 


aaa 


gee 


ctt 


ttc 


acc 


tac 


ccc 


aaa 


Val 


Ser 


Asp 


Leu 


Ala 


Pro 


Pro 


Arg 


Lys 


Ala 


Leu 


Phe 


Thr 


Tyr 


Pro 


Lys 


25 










30 










35 










40 


gga 


get 


gga 


gag 


atg 


tta 


gaa 


gat 


ggc 


tct 


gag 


aga 


ttc 


etc 


tgc 


gaa 


Gly 


Ala 


Gly Glu Met 


Leu 


Glu 


Asp 


Gly Ser 


Glu 


Arg 


Phe 


Leu 


Cys 


Glu 










45 










50 










55 




tct 


gtt 


ttt 


age 


tat 


caa 


gtg 


gca 


tec 


acg 


ctt 


aaa 


cag 


gtg 


aaa 


cat 


Ser 


Val 


Phe 


Ser 


Tyr 


Gin 


Val 


Ala 


Ser 


Thr 


Leu 


Lys 


Gin 


Val 


Lys 


His 








60 










65 










70 






gat 


cag 


caa 


gtt 


get 


egg 


atg 


gaa 


aaa 


eta 


get 


ggt 


ttg 


gta 


gaa 


gag 


Asp 


Gin 


Gin 


Val 


Ala 


Arg 


Met 


Glu 


Lys 


Leu 


Ala 


Gly 


Leu 


Val 


Glu 


Glu 






75 










80 










85 








ctg 


gag 


get 


gac 


gag 


tgg 


egg 


ttt 


aag 


ccc 


ate 


gag 


cag 








Leu 


Glu 


Ala 


Asp 


Glu 


Trp Arg 


Phe 


Lys 


Pro 


He 


Glu 


Gin 
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<210> 916 
<211> 458 
<212> DNA 



628 




<213> Homo sapiens 



<220> 
<221> CDS 
<222> 156. 



.458 



in 



. 3=5 



<400> 916 

gcacgccgcc ttcgccgctg gctccgtctg ttggggggcg aacacgccgc ggtcctcgtc 60 
gtggtgagcg cascactcag gctggtcctg ggggtggggc tgtaggggaa agtgctaaag 12 0 
ccgctgagtg aagtaagaac tctgctagag aggaa atg get get tea tea tea 173 

Met Ala Ala Ser Ser Ser 
1 5 

tec tec tea get ggt ggg gtc agt gga agt tct gtc act gga tct ggt 221 
Ser Ser Ser Ala Gly Gly Val Ser Gly Ser Ser Val Thr Gly Ser Gly 

10 15 20 

ttc agt gtc tea gac ctt gee cca cca egg aaa gee ctt ttc ace tac 269 
Phe Ser Val Ser Asp Leu Ala Pro Pro Arg Lys Ala Leu Phe Thr Tyr 

25 30 35 

ccc aaa gga get gga gag atg tta gaa gat ggc tct gag aga ttc etc 317 
Pro Lys Gly Ala Gly Glu Met Leu Glu Asp Gly Ser Glu Arg Phe Leu 

40 45 50 

tgc gaa tct gtt ttt age tat caa gtg gca tec acg ctt aaa cag gtg 365 
Cys Glu Ser Val Phe Ser Tyr Gin Val Ala Ser Thr Leu Lys Gin Val 
55 60 65 70 

aaa cat gat cag caa gtt get egg atg gaa aaa eta get ggt ttg gta 413 
Lys His Asp Gin Gin Val Ala Arg Met Glu Lys Leu Ala Gly Leu Val 

75 80 85 

gaa gag ctg gag get gac gag tgg egg ttt aag ccc ate gag cag 458 
Glu Glu Leu Glu Ala Asp Glu Trp Arg Phe Lys Pro lie Glu Gin 

90 95 100 

<210> 917 
<211> 449 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 100. .447 



<400> 917 
aegtttcget tccgcctacc tegee 
gatcctgctc ctctgggttg aaacc 



tct tct etc atg gat cct gat 
Ser Ser Leu Met Asp Pro Asp 
10 

ttg cct ate aga agt caa ttc 
Leu Pro lie Arg Ser Gin Phe 
25 

gat aca gat att gtg gat gaa 



caggc tgccagaccg gaagcgctcc gctgtacctg 
eggge gccgccaag atg ccg get tac cac 
Met Pro Ala Tyr His 
1 5 
acc aaa etc ate gga aac atg gca ctg 
Thr Lys Leu He Gly Asn Met Ala Leu 

15 20 
aaa gga cct gee ccc aga gag aca aaa 
Lys Gly Pro Ala Pro Arg Glu Thr Lys 

30 35 
gec ate tat tac ttc aag gee aat gtc 



60 
114 



162 



210 



258 



629 



. 3» 



Asp Thr Asp lie val Asp Glu Ala lie Tyr Tyr Phe Lys Ala Asn Val 

45 50 
ttc ttc aaa aac tat gaa att aag aat gaa get gat aqq acc tta »t-a 
Phe Phe Lys Asn Tyr Glu Ile Lys Asn J lu ^ ^ J gg J£ £9 Jja 

" 60 



??! r CtC T tCt 933 t9t Ctg aa 9 aaa ctg caa aag tgc 

Tyr lie Thr Leu Tyr lie Ser Glu Cys Leu Lys Lys Leu Gin Lys Cys 

aat tec aaa age caa ggt gag aaa gaa atg tat acg ctg qqa ate lit 

Asn Ser Lys Ser Gin Gly Glu Lys Glu Met Tyr Thr Leu lly lie Thr 

aat ttt ccc att cct gga gag cct ggt ttt cca ctt aac qca att ta 
Asn Phe Pro lie Pro Gly Glu Pro Gly Phe Pro Leu Asn S lie 

105 110 



115 



<210> 918 
<211> 353 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 52. .351 



<400> 918 

atgtctgcgc ccgcgatceg aceggaagtt geaegctgag ccgcggacac c atg eag 



Met Gin 



teg gat gat gtt ate tgg gat aca eta gga aac aag caa ttt tot tec 
Ser Asp Asp Val lie Trp Asp Thr Leu G? y Asn Lys g" Phe C^s Ser 

Ph! aC ° aag act cag aqc ttc fc gc cga aat gaa tat aac 

Phe Lys He Arg Thr Lys Thr Gin Ser Phe Cys Arg Asn Glu Tyr Ser 

Leu ?hr G?v r Ct9 " 9 tCa tCC tgt CCC «9 9 ca aat agt cag 

Leu Thr Gly Leu Cys Asn Arg Ser Ser Cys Pro Leu Ala Asn sir Gin 

40 « 50 
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70 n 

75 80 



306 



354 



402 



449 



57 



105 



153 



201 



249 



297 



345 



2 2 £ 2 £ E £ E 2 E E E S E 2 2 

att act gg 95 

Ile Thr 353 
100 



<210> 919 
<211> 449 
<212> DNA 



630 




<213> Homo sapiens 

<220> 
<221> CDS 
<222> 246. .449 



<400> 919 



C attttgattg gtgttggatt tatttgtagg agaggctcct gagcgctagg 
tccgcactgt ggtgactgaa cccagaagtc ggggagcagt tgtcctccgc ? g LLgaS 
ctactctgga gctctgtgac ggcgcccagc gtgacccact cctgggccag gatacqqacc 180 
gtcgtgccca tatctcctgg ctggtcgccc tatcctcccg actctgctta a^acclcgtg 240 
9ttC9 Met K K H K f * ^ 5 tC ^ «* gag tct cac III 





1 








5 




tct 


gtc 


ate 


cag 


act 


gga gtg 


cag 


Ser 


Val 


He 


Gin 


Thr 


Gly Val 


Gin 










20 






cct 


ccg 


cct 


aca 


gga 


gat att 


ttg 


Pro 


Pro 


Pro 


Thr 


Gly 


Asp He 


Leu 








35 








agg 


eta 


gag 


tgc 


gat 


ggc acc 


ate 


Arg 


Leu 


Glu 


Cys 


Asp 


Gly Thr 


He 






50 








55 


cca 


gga 


agg 


etc 


ttt 






Pro 


Gly Arg 


Leu 


Phe 







10 



15 



25 



30 



40 45 



'% „ " v " 60 



65 



<210> 920 
<211> 425 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 246. .425 



<400> 920 



ggtggcggcc attttgattg gtgttggatt tatttgtagg agaggctcct gageqetraa 

tccgcactgt ggtgactgaa cccagaagtc ggggagcagt tgtcctccgc tgScagagl 

ctactctgga gctctgtgac ggcgcccagc gtgacccact cctgggccag gataeggaec 

gtcgtgccca tatctcctgg ctggtcgccc tatcctcccg actctgettf aaaceaegtg 

m ? ?? ^° 9 ^ 9 9Ct aC9 Ctg agg CtC tCC * ct ca 9 ^c ctg cac 
Met Ala Ala Ala Ala Thr Leu Arg Leu Ser Ala Gin lie Leu His 

. 5 10 15 

tgg atg gat cag egg aca aca cac aga ccg gta ate tgg gtc aat caa 
Trp Met Asp Gin Arg Thr Thr His Arg Pro Val lie T^p Asn Gil 

ttc tgc cat ccc acc nag aac aga aaa cag cat gaa aaa etc act tta 
Phe Cys His Pro Thr Xaa Asn Arg Lys Gin His Glu Lys Leu Thr Leu 

35 40 45 

acc ccc tat gaa tec ate tec aac cag act gat cag cac 
Thr Pro Tyr Glu Ser lie Ser Asn Gin Thr Asp Gin His 



60 
120 
180 



338 



386 



434 



449 



60 
120 
180 
240 
290 



338 



386 



425 
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•ft » 



<210> 921 
<211> 445 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 246. .443 



ru 



<400> 921 



at " t9 f fc 9 Stgttggatt tatttgtagg agaggctcct gagcgctagg 
tccgcactgt ggtgactgaa cccagaagtc ggggagcagt tgtcctccgc tgcacagagg 
ctactctgga gctctgtgac ggcgcccagc gtgacccact cctgggccag gatacggacc 
^t C cS 9 ato a a cf CtCCt " Ct9gtC 9 CCC tatcctcccg actc^ctta Laccacgtg 

m ? f ? ^ C 9 ^ 9 9Ct 309 Ctg agg Ctc tcc 9 ct c *9 Sag tct cgc 
Met Ala Ala Ala Ala Thr Leu Arg Leu Ser Ala Gin Glu Ser Arg 



. 1 5 



5 ser Si? Tit r, 9 J? H?* 9tS C * 9 tg9 ° gt 9a ^ Cac a * c tc * cc * ca" 338 
^ Ser val lie Gin Thr Gly Val Gin Trp Arg Asp His Ser Ser Pro Gin 



20 25 30 



cct ccg cct aca gga gat att ttg ata cag cag ctt ctt ctt aaa ar, 
«J Pro Pro Pro Thr Gly Asp lie Leu lie Gin Gin Leu Leu leu ITy T hr 
35 40 45 



65 

<210> 922 
<211> 258 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 29. .256 



60 
120 
180 
240 
290 



Tit t! 9 t l" 9 ^ C9t CCt tCC caa act C ^ c aga caa atg 434 

He Leu Asn Trp Ala Glu Arg Pro Ser Gin Thr Arg Sly Arg Gin Met 

50 55 60 

get cct gtg ac 

Ala Pro Val 445 



<400> 922 

atttttggee tgtcaggtcc ateeggeg atg ctg ggt ctg gac gag ctc ggg 52 

Met Leu Gly Leu Asp Glu Leu Gly 
1 5 

399 agt ggt tgt ggc cat tgc aca cag gcg gat ctg agg ttc qq C aa c inn 
Arg ser Gly Cys Gly His Cys Thr Gin Ala Asp Leu Ar| Pne ITy Ts P 

Ma rf 1*° f aC CC9 " a ^ 9aC aam San " g aam ma = cgc cga 148 

Ma Ala Gly Arg Asp Pro Gly Xaa Asp Xaa Xaa Gin Xaa Xaa Arg Arg 

gem mgc gtt ccc ccc ccg ccc aga gtc atg gcg gca gca gec get ctg l 96 



632 



Ala Xaa Val Pro Pro Pro Pro Arg Val Met Ala Ala Ala Ala Ala Leu 

45 50 55 

agg gcg cct get cag gtt gtt ggc atg gag ggg aag atg agg cag cac 244 
Arg Ala Pro Ala Gin Val Val Gly Met Glu Gly Lys Met Arg Gin His 

. 60 65 7 0 

ctt eta age aga gc 

Leu Leu Ser Arg 258 
75 



<210> 923 
<211> 428 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 41. .427 



,f~ <400> 923 



"'aatsf 



ttctgctgaa ccagctccgg atttctctga ttattcagaa atg gca aaa gtt gaa 

Met Ala Lys Val Glu 
1 5 



55 



^ 9 I ?, ? CC 9at Cat tCt 9ag cta 9 tfc 9 aa 9 at tc c tea cct gat 103 
- t Gin Pro Val Pro Asp His Ser Glu Leu Val Glu Asp Ser Ser Pro Lp 

^ 10 15 20 

yj tct gaa cca gtt gac tta ttt agt gat gat tea ata cct gac gtt cca 151 

Ser Glu Pro Val Asp Leu Phe Ser Asp Asp Ser lie Pro Asp Val Pro 

O 25 30 35 

m caa aaa caa gat gaa act gtg atg ctt gtg aaa gaa agt etc act gag 199 

m Gin Lys Gin Asp Glu Thr Val Met Leu Val Lys Glu Ser Leu Thr Glu 

'r 40 45 50 

5 rhl IZ S fc at9 ata 9aa tat 9aa aat aa 9 9 aa aaa ctc agt 

- Thr Ser Phe Glu Ser Met lie Glu Tyr Glu Asn Lys Glu Lys Leu Ser 

^ 55 60 65 

get ttg cca cct gag gga gga aag cca tat ttg gaa tct ttt aag ctc 
Ala Leu Pro Pro Glu Gly Gly Lys Pro Tyr Leu Glu Ser Phe Lys Leu 
70 75 80 85 

agt tta gat aac aca aaa gat acc ctg tta cct gat gaa gtt tea aca 
Ser Leu Asp Asn Thr Lys Asp Thr Leu Leu Pro Asp Glu Val Ser Thr 

ttg age aaa aag gwg ama att cct ttg cag atg gag gag ctc agt act 391 

Leu Ser Lys Lys Xaa Xaa lie Pro Leu Gin Met Glu Glu Leu Ser Thr 

105 110 115 

gca gtn tat tea aat gat gac tta ttt att tct aag g 

Ala Val Tyr Ser Asn Asp Asp Leu Phe He Ser Lys 
120 125 

<210> 924 
<211> 507 
<212> DNA 
<213> Homo sapiens 



247 



295 



343 



428 



<220> 



633 



<221> CDS 
<222> 100 . . 507 



<400> 924 



2 2 



attach ^ggcgccgg aggagacgca cgcagctgac tttgtcttct ccgcacgact 60 
gttacagagg tctccagagc cttctctctc ctgtgcaaa atg gca act ctt aag 114 

Met Ala Thr Leu Lys 

Tlu ttt f !? a 9tt 9Cg gaa gaa "9 9 ca aca 9" cca 5 aac i 62 
Glu Lys Leu lie Ala Pro Val Ala Glu Glu Glu Ala Thr Val Pro Asn 

1 f\ - — 



10 15 20 

aat aag ate act gta gtg ggt gtt gga caa gtt ggt atg gcq tot act 

Asn Lys lie Thr Val Val Gly Val Gly Gin Val Sy Me? Ma Cys Ma 
25 30 35 



90 95 



100 



Gin r? 9 C " CtC ^ Ct9 gtg Ca 9 a 9 a aat 9" aat gtc 

Gin Xaa Gly Glu Ser Arg Leu Asn Leu Val Gin Arg Asn Val Asn Val 

m 105 no 115 

HI ^ pL° ?" ^! ^ ^ ^ - 9t f aag tac cct gat tgc ate 
120 



210 



ate age att ctg gga aag tct ctg get gat gaa ctt get ctt gtg gat 258 
He Ser lie Leu Gly Lys Ser Leu Ala Asp Glu Leu La Leu Sal Isp 
40 45 50 

° It, ni* ? at Ctt 333 " a gaa at 9 ata aat c t a cag cat ggg 306 

.„ Val Leu Glu Asp Lys Leu Lys Gly Glu Met Met Asp Leu Gin His fly 
55 60 65 

►* Ser ^eu P^ ?" T ^ *" 9t9 9 ° a 93t 33a * at tat tct 354 

y Ser Leu Phe Leu Gin Thr Pro Lys lie Val Ala Asp Lys Asp Tyr Ser 

*2 ?!? ?h C ?? C 339 a " 9ta 9tg gta ^ 9 ca 99 a 3tc cgt eag 402 

^ Val Thr Ala Asn Ser Lys He Val Val Val Thr Ala Gly Val Arg Gin 



450 



n . , T — 3 a =a <-au dye ccc gat tqc ate 49a 

Phe Lys Phe lie lie Pro Gin lie Val Lys Tyr Ser Pro Asp Cys lie 

125 130 



ata att gtg 

He He Val 507 
135 

<210> 925 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100. .336 



<400> 925 



Qttic^ ^ggegcegg aggagacgca cgcagctgac tttgtcttct ccgcacgact 
gttacagagg tctccagagc cttctctctc ctgtgcaaa atg gca act ctt aag 

Met Ala Thr Leu Lys 

gaa aaa etc att gca cca gtt gcg gaa gaa gak^ca aca gtt ccawc 
Glu Lys Leu lie Ala Pro Val Ala Glu Glu Xaa Ala Thr Val Pro Asn 



60 
114 



162 



634 



aat 
Asn 

ate 
He 

gaa 
Glu 

tat 
Tyr 
70 



aag ate 
Lys He 

age att 
Ser He 

40 
gtt cag 
Val Gin 
55 

ate ttt 
He Phe 



10 
act gta 
Thr Val 
25 

Ctg gga 
Leu Gly 

cat gtg 
His Val 

aaa aga 
Lys Arg 



gtg ggt gtt 
Val Gly Val 

aag gta cat 
Lys Val His 
45 

tac aca gtt 
Tyr Thr Val 
60 

ttt ctt ttt 
Phe Leu Phe 
75 



15 

gga caa gtt 
Gly Gin Val 
30 

ttc aag aac 
Phe Lys Asn 

tct ttg gg C 
Ser Leu Gly 

ttc ctg 
Phe Leu 



ggt atg 
Gly Met 

acc ata 
Thr He 

50 
acc ttg 
Thr Leu 
65 



20 

gcg tgt get 
Ala Cys Ala 
35 

gat gat aga 
Asp Asp Arg 

gaa ttt tat 
Glu Phe Tyr 



<210> 926 
<211> 567 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 151. .567 



210 
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306 



336 



nj 
rU 



<400> 926 

cttc """ —9» 9 c 

Met Ala Met Val Ser Glu Phe Leu 

E X E S E E E E E S E E E £ E E 
S 5 £ E E E E E E E E & E S S E 

E pL c E E E 2 E E S JT cat -» ** •« £ 

^ &er asp val ala ala Leu His Lys Ala He ml 
gtt aaa ggt gtg gat gaa qca acr at, 

Val Lys Gly val L> m,, ff! £f " c 3 ac «<= <=« «« 



- Lys sly v,i Asp E E e E E e E E E E E 
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90 
gag gag 
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130 

xju 135 



60 
120 
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222 



270 



318 



366 



414 



462 



510 



558 



635 



eta att gag 
Leu He Glu 

567 

<210> 927 
<211> 386 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18. .386 



yi 



<400> 927 

•cfgtttct „ ggato at9 cct 

«« *r Ma SK f I * Bp £ £ «« J9. f ac 

- £ £ gj s s s s: s sr ;r sr ■*« * 

15 Val T1 e Glu Ser Asn Trp 

aat gag att gtt gac aq C ttt a** 25 
Asn Glu lie Val Lp Ser Phe S f£ Zt* ^ CtC tc * gag tec ctt 
30 * nS A * P As P Me t Asn Leu Ser Glu Ser Leu 

etc cgt gg C atc tac 40 
Leu Arg oiy lie Ty r * la * J£ gag aag ecc tct gec atc cag 

45 / 0 ^ Glu L ys Pro Ser Ala lie Gin 

cag cga gcc att eta cct tat ^ 55 

- - ne u. ^ £ - E - - « *J .« ^ 

gcc caa tct ggg act ggg aaa acg g cc aca ttt 75 
Ala Gin Ser Gly Thr 01y Lys ^ ^ ™ ttt gcc ata teg att ctg 
80 ^ r pne Ala He Ser lie Leu 

cag cag att gaa tta gat eta aaa „„ 90 
Gln Gln Ile «« ^u Lp Leu a LyJ S J£ f? c "9 9tc eta gca 
95 y A ^ a Thr G ln Ala Leu Val Leu Ala 

ccc act cga gaa ttg get caa J 1Q 5 

Pro Thr Arg Glu Leu Ala Gln Gln ?al V* " C " C tat tec etc 
11Q Gin Gln val Lys Ser Gly Phe Tyr Ser Leu 



<210> 928 
<211> 615 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91.. 615 
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98 



146 



194 



242 
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386 



<400> 928 



22SS 2SK 

Met Asp p ro Asp Gly Val ^ W 



60 
114 

Ly val Il e Glu 

5 



636 




t 



33c 




tgg 


aat. 


gag 


-j 4- 4- 


gtt 


gat 


aac 


ttt 


gat 


gat 


atg 


aat 


tta 


aag 




Asn 


Trp 


Asn 


bill 


lie 


Val 


Asp 


Asn 


Phe 


Asp 


Asp 


Met 


Asn 


Leu 


Lys 




1 n 

1U 










15 










20 








gag 


LCC 


etc 


ctt 


cgt 


ggc 


ate 


tat 


get 


tac 


ggt 


ttt 


gag 


aag 


cct 


tec 


\J J. u. 


Ser 


Leu 


Leu 


Arg 


Gly 


He 


Tyr 


Ala 


Tyr 


Gly 


Phe 


Glu 


Lys 


Pro 


Ser 












3 0 










35 








40 


get 


OCC 


cag 


cag 


aga 


get 


att 


att 


ccc 


tgt 


att 


aaa 


ggg 


tat 


gat 


gtg 


J-\.±cL 


lie 


Gin 


Gin 


Arg 


Ala 


He 


He 


Pro 


Cys 


He 


Lys 


Gly 


Tyr 


Asp 


Val 










45 










50 










55 




Ct l_ L. 


get 


caa 


get 


cag 


tea 


ggt 


act 


ggc 


aag 


aca 


gee 


aca 


ttt 


get 


att 


Tip 

lie 


Ala 


tain 


TV ~| _ 

Ala 


Gin 


Ser 


Gly 


Thr 


Gly Lys 


Thr 


Ala 


Thr 


Phe 


Ala 


He 








60 










65 










70 










ctg 


caa 


cag 


ttg 


gag 


att 


gag 


ttc 


aag 


gag 


ace 


caa 


gca 


eta 


Ser 


lie 


Leu 


Gin 


Gin 


Leu 


Glu 


He 


Glu 


Phe 


Lys 


Glu 


Thr 


Gin 


Ala 


Leu 






75 










80 










85 








gta 


ttg 


gec 


ccc 


ace 


aga 


gaa 


ctg 


get 


caa 


cag 


ate 


caa 


aag 


gta 


att 


Val 


Leu 


Ala 


Pro 


Thr 


Arg 


Glu 


Leu 


Ala 


Gin 


Gin 


He 


Gin 


Lys 


Val 


He 




90 










95 










100 








ctg 


gca 


ctt 


gga 


gac 


tat 


acg 


gga 


gee 


act 


tgt 


cat 


gee 


tgc 


att 


ggt 


Leu 


Ala 


Leu 


Gly 


Asp 


Tyr 


Met 


Gly Ala 


Thr 


Cys 


His 


Ala 


Cys 


He 


Gly 


105 










110 










115 








120 


gga 


aca 


aat 


gtt 


cga 


aat 


gaa 


atg 


caa 


aaa 


ctg 


cag 


get 


gaa 


gca 


cca 


Gly Thr Asn Val 


Arg 


Asn 


Glu 


Met 


Gin 


Lys 


Leu 


Gin 


Ala 


Glu 


Ala 


Pro 










125 










130 










135 




cat 


att 


gtt 


gtt 


ggt 


aca 


ccc 


ggg 


aga 


gtg 


ttt 


gat 


atg 


tta 


aac 


aga 


His 


He 


Val 


Val 


Gly Thr 


Pro 


Gly Arg Val 


Phe 


Asp 


Met 


Leu 


Asn 


Arg 
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150 




aga 


tac 


mtt 


tct 


cca 


aaa 


tgg 


ate 


aaa 


atg 


ttt 


gtt 


ttg 


gat 


gaa 


gca 


Arg 


Tyr 


Xaa 


Ser 


Pro 


Lys 


Trp 


He 


Lys 


Met 


Phe 


Val 


Leu 


Asp 


Glu 


Ala 
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165 






gat 


gaa 


atg 


ttg 


age 


cgt 


ggt 




















Asp 


Glu 


Met 


Leu 


Ser 


Arg Gly 
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258 



306 



354 



402 



450 



498 

Gly Thr Asn Val Arg Asn Glu Met Gin Lys Leu Gin Ala Glu Ala Pro 

125 130 135 

cciu auc get get: ggc aca ccc ggg aga gtg ttt gat atg tta aac aga 546 



594 



615 



<210> 929 
<211> 378 
<212> DNA 
<213> Homo sapiens 

<22 0> 
<221> CDS 
<222> 184 . .378 



<400> 929 

ctttcttttc agtegggege tgagtggttt tteggatcat gtctggtggc tecgeggatt 60 
ataacagcag aacatggegg cccagaggga atggaccccg atggtgtcat cgaggtaaga 12 0 
aacggttgtg gatcttgaag ctttggaaag atccaaaagg taattctggc acttggagac 180 
tat atg gga gee act tgt cat gee tgc att ggt gga aca aat gtt cga 228 
Met Gly Ala Thr Cys His Ala Cys He Gly Gly Thr Asn Val Arg 
1 5 10 . 15 

aat gaa atg caa aaa ctg cag get gaa gca cca cat att gtt gtt ggt 276 
Asn Glu Met Gin Lys Leu Gin Ala Glu Ala Pro His He Val Val Gly 
20 25 30 



637 



# ft 



iu 



aca ccc ggg aga gtg ttt gat atg tta aac aga aga tac mtt tct cca 324 
Thr Pro Gly Arg Val Phe Asp Met Leu Asn Arg Arg Tyr Xaa Ser Pro 

35 40 45 

aaa tgg ate aaa atg ttt gtt ttg gat gaa gca gat gaa atg ttg age 3 72 

Lys Trp He Lys Met Phe Val Leu Asp Glu Ala Asp Glu Met Leu Ser 

50 55 60 

cgt ggt 378 
Arg Gly 
65 

<210> 930 
<211> 203 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 17 . .202 



100 



<400> 930 

ctagtttcta aggatc atg tct gcg age cag gat tec egg act gag cct aac 52 
Met Ser Ala Ser Gin Asp Ser Arg Thr Glu Pro Asn 
1 5 10 

ccc gag gag egg ccg cgt gag gca cca gga gee cac ccg gcg ccg ggc 
Pro Glu Glu Arg Pro Arg Glu Ala Pro Gly Ala His Pro Ala Pro Gly 

!5 20 25 

ggg egg gtc cat ttt gee gca caa gee ggg eta ttg gca aac tgc gga 14 8 

Gly Arg Val His Phe Ala Ala Gin Ala Gly Leu Leu Ala Asn Cys Gly 

30 35 40 

tgg gca ggt cca cct tec ttc ggg ggt gag egg cct gag ate cag aga 196 
Trp Ala Gly Pro Pro Ser Phe Gly Gly Glu Arg Pro Glu He Gin Arg 

S 45 50 55 60 

y caa tgg c 

O Gin Trp 

<210> 931 
<211> 388 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 233 . .388 



203 



<400> 931 

gtgetgegge attcacgtga tetgeaeggg cgcagatgta ggcaccggtc cgagtgcctg 60 

ccctctgtcc ccgcggctgg gtctcgtctg ctccggttcc tgggctccta attcttggtc 12 0 

cagcttcttc caggtctgeg cgtctgttgt tcccagcgct ctgegaaset gaaaaggagg 180 

agcaacctgt ccagaatccc cgcaggacag gaaaaggagg ggaaatctcg ac atg gaa 238 

Met Glu 



1 



aaa etc tac agt gaa aat gaa gga atg get tea aac caa gga aag atg 



286 



638 




Lys Leu Tyr Ser Glu Asn Glu Gly Met Ala Ser Asn Gin Gly Lys Met 

5 10 15 

gaa aat gaa gaa cag cca caa gac gag aga aag cca gaa gta act tgt 334 
Glu Asn Glu Glu Gin Pro Gin Asp Glu Arg Lys Pro Glu Val Thr Cys 

20 25 30 

act ctg gaa gac aag aag tta gaa aac gag gga aag aca gam aac aag 382 
Thr Leu Glu Asp Lys Lys Leu Glu Asn Glu Gly Lys Thr Xaa Asn Lys 
35 40 45 50 

cgc aaa 388 
Arg Lys 

<210> 932 
<211> 375 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
m <222> 175 . .375 

-f: 

pi <400> 932 

^ gtgctgcggc attcacgtga tctgcacggg cgcagatgta ggcaccggtc cgagtgcctg 60 

Uj ccctctgtcc ccgcggctgg gtctcgtctg ctccggttcc tgggctccta attcttggtc 120 

%B cagcttcttc caggtcagtg tgcgggcctt ccacgctgcc agcggaacac tgga atg 177 

J3 Met 

tfl 1 

a gcg gaa ggg gaa egg gtc tgc gcg tct gtk gtt ccc age get ctg cga 225 

p Ala Glu Gly Glu Arg Val Cys Ala Ser Val Val Pro Ser Ala Leu Arg 

ni 5 10 is 

fjj acg ctg aaa agg agg age aac ctg tec aga ate ccc gca gga cag gaa 2 73 

5 ; Thr Leu L Y S Ar 9 Ar 9 Ser Asn Leu Ser Arg He Pro Ala Gly Gin Glu 
S 20 25 30 

U aa 9 gag ggg aaa tct cga cat gtt get ccc cct ttt cgc ttt ttc cct 321 
Q Lys Glu Gly Lys Ser Arg His Val Ala Pro Pro Phe Arg Phe Phe Pro 
35 40 45 

ttt tec ggt ttt ttg ttt ttt ggt ttt ctt ttt ccc gtc ttt tct ttc 369 
Phe Ser Gly Phe Leu Phe Phe Gly Phe Leu Phe Pro Val Phe Ser Phe 
50 55 60 65 



ccc tec 
Pro Ser 

<210> 933 
<211> 447 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 292 . .447 



<400> 933 

gtgctgcggc attcacgtga tctgcacggg cgcagatgta ggcaccggtc cgagtgcctg 



375 



60 



639 



0 • 



ccctctgtcc ccgcggctgg gtctcgtctg ctccggttcc tgggctccta attcttggtc 120 
cagcttcttc caggtcagtg tgcgggcctt ccacgctgcc agcggaacac tggaatggcg 180 
gaaggggaac gggtctgcgc gtctgttgtt cccagcgctc tgcgaasctg aaaaggagga 24 0 
gcaacctgtc cagaatcccc gcaggacagg aaaaggaggg gaaatctcga c atg gaa 297 

Met Glu 
1 

aaa etc tac agt gaa aat gaa gga atg get tea aan caa gga aag atg 345 
Lys Leu Tyr Ser Glu Asn Glu Gly Met Ala Ser Xaa Gin Gly Lys Met 

5 10 15 

gaa aat gaa gaa cag cca caa gac gag aga aag cca gaa gta act tgt 3 93 

Glu Asn Glu Glu Gin Pro Gin Asp Glu Arg Lys Pro Glu Val Thr Cys 

20 25 30 

act ctg gaa gac aag aag tta gaa aac gag gga aag aca gam aac aag 441 
Thr Leu Glu Asp Lys Lys Leu Glu Asn Glu Gly Lys Thr Xaa Asn Lys 
35 40 45 50 

cgc aaa 447 
Arg Lys 





<210> 


934 


. « 


<211> 


244 




<212> 


DNA 


Hi 


<213> 


Homo 


yj 


<220> 






<221> 


CDS 




<222> 


23 . . 



sapiens 



<400> 934 

tacattggca gcgtactcaa aa atg atg teg cca ctt aaa aac tct tea gat 

Met Met Ser Pro Leu Lys Asn Ser Ser Asp 





tta 










1 








5 










10 




gga 


act 


agt 


ctt 


aac 


caa 


age 


aac 


tec 


acc 


ttg 


gta 


gca 


etc 


cca 


100 


Gly Leu 


Thr 


Ser 


Leu 


Asn 


Gin 


Ser 


Asn 


Ser 


Thr 


Leu 


Val 


Ala 


Leu 


Pro 












15 










20 










25 






gag 


ggt 


agg 


cag 


gaa 


ttg 


tea 


gat 


ggg 


cag 


gtt 


aag 


aca 


ggc 


ate 


age 


148 


Glu 


Gly 


Arg 


Gin 


Glu 


Leu 


Ser 


Asp Gly Gin 


Val 


Lys 


Thr Gly 


He 


Ser 










30 










35 










40 








atg 


tec 


tta 


etc 


acc 


gtc 


att 


gaa 


aaa 


ttg 


aga 


gaa 


agg 


aca 


gac 


caa 


196 


Met 


Ser 


Leu 


Leu 


Thr 


Val 


He 


Glu 


Lys 


Leu 


Arg 


Glu 


Arg 


Thr 


Asp 


Gin 








45 










50 










55 








aac 


get 


tea 


gac 


gat 


gac 


att 


ttg 


aaa 


gag 


ttg 


cag 


gac 


aac 


gee 


cag 


244 


Asn 


Ala 


Ser 


Asp 


Asp 


Asp 


He 


Leu 


Lys 


Glu 


Leu 


Gin 


Asp 


Asn 


Ala 


Gin 





60 65 70 



<210> 935 
<211> 424 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .424 



640 



<400> 935 

attcaaagca gaaggtcgcg cttggaggaa gtggcggctt tgagtccggt ggcccaatcg 60 
ctgttactac ttctctgaag ctcctctcgg ctgcttgccg agacaccctg ccgccaag 118 
atg cct cga att atg ate aag ggg ggc gta tgg agg aat acc gag gat 166 
Met Pro Arg He Met He Lys Gly Gly Val Trp Arg Asn Thr Glu Asp 
15 10 15 

gaa att ctg aaa gca gcg gta atg aaa tat ggg aaa aat cag tgg tct 214 
Glu He Leu Lys Ala Ala Val Met Lys Tyr Gly Lys Asn Gin Trp Ser 

20 25 30 

agg att gec tea ttg ctg cat aga aaa tea gca aag cag tgc aaa gec 262 
Arg He Ala Ser Leu Leu His Arg Lys Ser Ala Lys Gin Cys Lys Ala 

35 40 45 

aga tgg tat gaa tgg ctg gat cca age att aag aag aca gaa tgg tec 
Arg Trp Tyr Glu Trp Leu Asp Pro Ser He Lys Lys Thr Glu Trp Ser 

50 55 60 

aga gaa gaa gag gaa aaa etc ttg cac ttg gee aag ttg atg cca act 3 58 

Arg Glu Glu Glu Glu Lys Leu Leu His Leu Ala Lys Leu Met Pro Thr 
65 70 75 80 

cag tgg agg acc att get cca ate att gga aga aca gcg gee cag tgc 
Gin Trp Arg Thr He Ala Pro He He Gly Arg Thr Ala Ala Gin Cys 

85 90 95 

tta gaa cac tat gaa ttt 
Us Leu Glu His Tyr Glu Phe 
100 





<210> 


936 




<211> 


366 


» i 


<212> 


DNA 


ru 


<213> 


Homo 








= U 


<220> 






<221> 


CDS 




<222> 


37. . 


~*~ 













310 



406 



424 



<400> 936 

aagtcgtnnc gggagggaga cgcagaggcg gacaag atg gcg gcg gca get gta 54 

Met Ala Ala Ala Ala Val 
1 5 

cag ggc ggg aga age ggt ggt age gga ggc tgt agt ggg get ggt ggt 102 
Gin Gly Gly Arg Ser Gly Gly Ser Gly Gly Cys Ser Gly Ala Gly Gly 

10 15 20 

get tec aac tgc ggg aca gga agt ggc cgt age ggc ttg ttg gat aag 15 o 

Ala Ser Asn Cys Gly Thr Gly Ser Gly Arg Ser Gly Leu Leu Asp Lys 

25 30 35 

tgg aag ata gat gat aag cct gta aaa att gac aag tgg gat gga tea 
Trp Lys He Asp Asp Lys Pro Val Lys He Asp Lys Trp Asp Gly Ser 

40 45 50 

get gtg aaa aac tct ttg gat gat tct gee aaa aag gag aag age ate 
Ala Val Lys Asn Ser Leu Asp Asp Ser Ala Lys Lys Glu Lys Ser He 
55 60 65 70 

ttt etc gtg gee cac agg aaa gat cct aca gga atg gat cct gat gat 
Phe Leu Val Ala His Arg Lys Asp Pro Thr Gly Met Asp Pro Asp Asp 



198 



246 



294 



641 



0 • 



80 85 
tec agt enk aaa agg ttt gat gac aaa tac acc 342 
Ser Ser Xaa Lys Arg Phe Asp Asp Lys Tyr Thr 

95 100 
ate agt agg 366 
lie Ser Arg 
110 

<210> 937 
<211> 605 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 177 . . 605 



75 

att tgg cag ctg tec 
He Trp Gin Leu Ser 
90 

ttg aag ctg acc ttc 
Leu Lys Leu Thr Phe 
105 



<400> 937 

aagtcgtnnc gggagggaga cgcagaggcg gacaagatgg eggeggcast gtacagggcg 60 
ggagaagegg tggtagcgga ggctgtagtg gggctggtgg tgcttccaac tgcgggacag 120 
gaagtggccg tageggcttg ttggataagt ggaagataga tgataagect gtaaaa atg 179 

Met 
1 

gac aag atg gcg gcg gca gnt gta cag ggc ggg aga age ggt ggt age 227 
%p Asp Lys Met Ala Ala Ala Xaa Val Gin Gly Gly Arg Ser Gly Gly Ser 

5 10 15 

s gga ggc tgt agt ggg get ggt ggt get tec aac tgc ggg aca gga agt 275 

Q G1 Y G1 Y Cys Ser Gly Ala Gly Gly Ala Ser Asn Cys Gly Thr Gly Ser 

ry 20 25 30 

ggc cgt age ggc ttg ttg gat aag tgg aag ata gat gat aag cct gta 323 
s j Gly Arg Ser Gly Leu Leu Asp Lys Trp Lys He Asp Asp Lys Pro Val 
1 35 40 45 

W aaa att gac aag tgg gat gga tea get gtg aaa aac tct ttg gat gat 371 
Q Lys He Asp Lys Trp Asp Gly Ser Ala Val Lys Asn Ser Leu Asp Asp 
50 55 60 65 

tct gec aaa aag gta ctt ctg gaa aaa tac aaa tat gtg gag aat ttt 419 
Ser Ala Lys Lys Val Leu Leu Glu Lys Tyr Lys Tyr Val Glu Asn Phe 

70 75 80 

ggt eta att gat ggt cgc etc acc ate tgt aca ate tec tgt ttc ttt 467 
Gly Leu He Asp Gly Arg Leu Thr He Cys Thr He Ser Cys Phe Phe 

85 90 95 

gee ata gtg get ttg att tgg gat tat atg cac ccc ttt cca gag tec 515 
Ala He Val Ala Leu He Trp Asp Tyr Met His Pro Phe Pro Glu Ser 

100 105 110 

aaa ccc gtt ttg get ttg tgt gtc ata tec tat ttt gtg atg atg ggg 563 
Lys Pro Val Leu Ala Leu Cys Val He Ser Tyr Phe Val Met Met Gly 

115 120 125 

att ctg acc att tat acc tea tat aag gag aag age ate ttt 605 
He Leu Thr He Tyr Thr Ser Tyr Lys Glu Lys Ser He Phe 
130 135 140 

<210> 938 
<211> 456 



642 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37 . .456 



m 



198 



<400> 938 

aagtcgtnnc gggagggaga cgcagaggcg gacaag atg gcg gcg gca get gta 54 

Met Ala Ala Ala Ala Val 
1 5 

cag ggc ggg aga age ggt ggt age gga ggc tgt agt ggg get ggt ggt 102 
Gin Gly Gly Arg Ser Gly Gly Ser Gly Gly Cys Ser Gly Ala Gly Gly 

10 15 20 

get tec aac tgc ggg aca gga agt ggc cgt age ggc ttg ttg gat aag 15 0 

Ala Ser Asn Cys Gly Thr Gly Ser Gly Arg Ser Gly Leu Leu Asp Lys 

25 30 35 

tgg aag ata gat gat aag cct gta aaa att gac aag tgg gat gga tea 
Trp Lys lie Asp Asp Lys Pro Val Lys He Asp Lys Trp Asp Gly Ser 

40 45 50 

get gtg aaa aac tct ttg gat gat tct gee aaa aag gta ctt ctg gaa 246 
Ala Val Lys Asn Ser Leu Asp Asp Ser Ala Lys Lys Val Leu Leu Glu 
55 60 65 70 

aaa tac aaa tat gtg gag aat ttt ggt eta att gat ggt cgc etc ace 
Lys Tyr Lys Tyr Val Glu Asn Phe Gly Leu He Asp Gly Arg Leu Thr 

75 80 85 

ate tgt aca ate tec tgt ttc ttt gee ata gtg get ttg att tgg gat 342 
He Cys Thr He Ser Cys Phe Phe Ala He Val Ala Leu He Trp Asp 

90 95 100 

tat atg cac ccc ttt cca gag tec aaa ccc gtt ttg get ttg tgt gtc 
Tyr Met His Pro Phe Pro Glu Ser Lys Pro Val Leu Ala Leu Cys Val 

105 110 115 

ata tec tat ttt gtg atg atg ggg att ctg acc att tat ace tea tat 
He Ser Tyr Phe Val Met Met Gly He Leu Thr He Tyr Thr Ser Tyr 

120 125 130 

aag gag aag age ate ttt 456 
Lys Glu Lys Ser He Phe 
135 140 



294 



390 



438 



<210> 939 
<211> 472 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 131. .472 



<400> 939 

aaaggsnagg gectgactaa acctggagac tcgggtggcc gaggggcttc ataccagctg 60 

aagagegaca agccgctggc agecgeggat ctcaccgccg ctcagggttt ttagaacttc 12 0 

agecataaaa atg ggc aga att ttc ctt gat cat ate ggt ggt acc cgt 169 



643 




Met Gly Arg He Phe Leu Asp His He Gly Gly Thr Arg 
15 10 
ctg ttt tct tgt gca aac tgt gat acg ate ctg acc aac cgc tea gaa 217 
Leu Phe Ser Cys Ala Asn Cys Asp Thr He Leu Thr Asn Arg Ser Glu 

15 20 25 

etc ate tec act cgt ttc aca ggc gee act ggc aga gca ttt ctt ttt 265 
Leu He Ser Thr Arg Phe Thr Gly Ala Thr Gly Arg Ala Phe Leu Phe 
30 35 40 45 

aac aag gta gtt aac ctg cag tac agy gaa gtt caa gat egg gtc atg 313 
Asn Lys Val Val Asn Leu Gin Tyr Ser Glu Val Gin Asp Arg Val Met 

50 55 60 

etc act ggc cgc cac atg gtt cga gat gtg age tgc aaa aac tgc aat 361 
Leu Thr Gly Arg His Met Val Arg Asp Val Ser Cys Lys Asn Cys Asn 

65 70 75 

age aaa ctg gga tgg ate tat gag ttt gee act gaa gac age cag cga 409 
Ser Lys Leu Gly Trp He Tyr Glu Phe Ala Thr Glu Asp Ser Gin Arg 

80 85 90 

tat aag gaa ggc cgc gtg ate ctg gna cgt get eta gtt cga gag ast 457 
^ Tyr Lys Glu Gly Arg Val He Leu Xaa Arg Ala Leu Val Arg Glu Xaa 
~ 95 100 105 

??£ 9 a g ggc ttg agg age 472 
U! Glu Gly Leu Arg Ser 

H no 

=|J <210> 940 

<211> 444 
^ <212> DNA 

<213> Homo sapiens 

y <220> 

Hi <221> CDS 

iU <222> 90 . .443 

o 

p <400> 940 

gttcttggaa ggcggtgctc tgagaagccg gaetacgegg cagsgctctt caaageggas 60 
cgggagtttt tgctacagtt ttcgccacc atg agt cgc age tat aat gat gag 113 

Met Ser Arg Ser Tyr Asn Asp Glu 

1 5 

ctg cag ttc ttg gag aag ate aat aaa aac tgc tgg agg ate aag aag 161 
Leu Gin Phe Leu Glu Lys He Asn Lys Asn Cys Trp Arg He Lys Lys 

10 15 20 

ggc ttc gtg ccc aac atg cag gtt gaa ggt gtt ttc tat gtg aat gat 209 
Gly Phe Val Pro Asn Met Gin Val Glu Gly Val Phe Tyr Val Asn Asp 
25 30 35 40 

get ctg gag aaa ttg atg ttt gag gaa tta agg aat gee tgt cga ggt 257 
Ala Leu Glu Lys Leu Met Phe Glu Glu Leu Arg Asn Ala Cys Arg Gly 

45 50 55 

ggt ggt gtt ggt ggc ttc ctg cca gee atg aaa cag att ggc aat gtg 305 
Gly Gly Val Gly Gly Phe Leu Pro Ala Met Lys Gin He Gly Asn Val 

60 65 70 

gca gee ctg cct gga att gtt cat cga tct att ggg ctt cct gat gtc 353 
Ala Ala Leu Pro Gly He Val His Arg Ser He Gly Leu Pro Asp Val 
75 80 85 



644 



get att ggg aac atg gca gec ttt gat atg 401 
Ala lie Gly Asn Met Ala Ala Phe Asp Met 
95 100 

gta tec cca ggt ggt gtc ggg ttt g 444 
Val Ser Pro Gly Gly Val Gly Phe 
115 

<210> 941 
<211> 400 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 202 . .399 



cat tea 
His Ser 
90 

aat gac 
Asn Asp 
105 



gga tat 
Gly Tyr 

cct gaa 
Pro Glu 



ggg ttt 
Gly Phe 

gca gta 
Ala Val 
110 



<400> 941 

Q cccttcctct ggcgtccaag gtgatatege gcgaggttcg cagecaataa ggaggeggat 60 
3 gtgacggccc gtttgeagee gccggcagct actgeaagge aaaagccgga gtggacgtgt 12 0 
B ™ cttttgaaac tgetgetett tcacttctca ggcgtcaccg agagctcagc acccaggctg 180 
^ aactctgtac catttggaag a atg gaa get gat gca tct gtt gac atg ttt 231 
f! Met Glu Ala Asp Ala Ser Val Asp Met Phe 

^ 1 5 io 

tec aaa gtc ctg gag cat cag ctg ctt cag act acc aaa ctg gtg gaa 279 
yg Ser Lys Val Leu Glu His Gin Leu Leu Gin Thr Thr Lys Leu Val Glu 

15 20 25 

s gaa cat ttg gat tct gaa att caa aaa ctg gat cag atg gat gag gat 327 

2 Glu His Leu Asp Ser Glu He Gin Lys Leu Asp Gin Met Asp Glu Asp 
~ 30 35 40 

gaa ttg gaa cgc ctt aaa gaa aag aga etc cag gca eta agg aaa get 375 
Glu Leu Glu Arg Leu Lys Glu Lys Arg Leu Gin Ala Leu Arg Lys Ala 
2 45 50 55 

LJ caa cag cag ama caa gaa tgg ctt t 400 
Q Gin Gin Gin Xaa Gin Glu Trp Leu 
60 65 



<210> 942 
<211> 401 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 32 . .400 



<400> 942 

gtttccggtg ttgtgactga aacccgtcaa t atg gcg gcg ate ggc cgc ggc 52 

Met Ala Ala He Gly Arg Gly 
1 5 

cgc tct ctg aag aac etc cga gta cga ggg egg aat gac age ggc gag 100 
Arg Ser Leu Lys Asn Leu Arg Val Arg Gly Arg Asn Asp Ser Gly Glu 
10 15 20 



645 




gag aac gtc ccg ctg gat ctg acc cga gaa cct tct gat aac tta aga 148 
Glu Asn Val Pro Leu Asp Leu Thr Arg Glu Pro Ser Asp Asn Leu Arg 

25 30 35 

gag att etc caa aat gtg gec aga ttg cag gga gta tea aat atg aga 196 
Glu He Leu Gin Asn Val Ala Arg Leu Gin Gly Val Ser Asn Met Arg 
40 45 50 55 

aag eta ggc cat ctg aat aac ttt act aag ctt ctt tgt gat att ggc 244 
Lys Leu Gly His Leu Asn Asn Phe Thr Lys Leu Leu Cys Asp He Gly 

SO 65 70 

cac agt gaa gaa aaa ctg ggc ttt cac tat gag gat ate ata att tgt 292 
His Ser Glu Glu Lys Leu Gly Phe His Tyr Glu Asp He He He Cys 

75 80 85 

ttg egg tta get tta tta aat gaa gca aaa gaa gtg cga gca gca ggg 340 
Leu Arg Leu Ala Leu Leu Asn Glu Ala Lys Glu Val Arg Ala Ala Gly 

90 95 100 

eta cga gcg ctt cga tat etc ate caa gac tec agt att etc cag aag 388 
Leu Arg Ala Leu Arg Tyr Leu He Gin Asp Ser Ser He Leu Gin Lys 

105 110 115 

gtg eta aaa ttg a 401 
^ Val Leu Lys Leu 
120 

in 

<210> 943 
W <211> 448 
^3 <212> DNA 
•zQ <213> Homo sapiens 

<220> 
~ m <221> CDS 
J: <222> 30. .446 

iy 

=P <400> 943 

Q cacttggega gtgagacget gatgggagg atg gac rta ctg gtg tct gag tgc 53 
%J Met Asp Xaa Leu Val Ser Glu Cys 

1 5 

tec gcg egg ctg ctg cag cag gaa gaa gag att aaa tct ctg act get 101 
Ser Ala Arg Leu Leu Gin Gin Glu Glu Glu He Lys Ser Leu Thr Ala 

10 15 20 

gaa att gac egg ttg aaa aac tgt ggc tgt tta gga get tct cca aat 14 9 

Glu He Asp Arg Leu Lys Asn Cys Gly Cys Leu Gly Ala Ser Pro Asn 
25 30 35 40 

ttg gag cag tta caa gaa gaa aat tta aaa tta aag tat cga ctg aat 197 
Leu Glu Gin Leu Gin Glu Glu Asn Leu Lys Leu Lys Tyr Arg Leu Asn 

45 50 55 

att ctt cga aag agt ctt cag gca gaa agg aac aaa cca act aaa aat 245 
He Leu Arg Lys Ser Leu Gin Ala Glu Arg Asn Lys Pro Thr Lys Asn 

60 65 70 

atg att aac att att age cgc eta caa gag gtc ttt ggt cat gca att 293 
Met He Asn He He Ser Arg Leu Gin Glu Val Phe Gly His Ala He 

75 80 85 

aag get gca tat cca gat ttg gaa aat cct cct ctg eta gtg aca cca 341 
Lys Ala Ala Tyr Pro Asp Leu Glu Asn Pro Pro Leu Leu Val Thr Pro 

90 95 100 



646 



agt cag cag gcc aag ttt ggg gac tat cag tgt aat agt get atg ggt 389 

Ser Gin Gin Ala Lys Phe Gly Asp Tyr Gin Cys Asn Ser Ala Met Gly 

105 HO 115 120 

att tct cag atg etc aaa acc aag gaa cag aaa gtt aat cca aga gaa 437 

lie Ser Gin Met Leu Lys Thr Lys Glu Gin Lys Val Asn Pro Arg Glu 

125 130 135 

att get gaa aa 448 
lie Ala Glu 

<210> 944 
<211> 391 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 95. .391 



<400> 944 

acaaactcaa agaaatgtgt tcagatgtaa tgtaattgga gtgaaaaact gtgggaaaag 60 

tggagttctt caggctcttc ttggaagaaa ctta atg agg cag aag aaa att cgt 115 
f\ Met Arg Gin Lys Lys lie Arg 



Pi 
Sfc$ 



gaa 


gat 


cat 


aaa 


tec 


tac 


tat 


gcg 


att 


1 

aac 


act 


gtt 


tat 


5 

gta 


tat 


gga 


163 


Glu 


Asp 


His 


Lys 


Ser 


Tyr 


Tyr 


Ala 


He 


Asn 


Thr 


Val 


Tyr 


Val 


Tyr Gly 








10 










15 










20 










caa 


gag 


aaa 


tac 


ttg 


ttg 


ttg 


cat 


gat 


ate 


tea 


gaa 


teg 


gaa 


ttt 


eta 


211 


Gin 


Glu 


Lys 


Tyr 


Leu 


Leu 


Leu 


His 


Asp 


He 


Ser 


Glu 


Ser 


Glu 


Phe 


Leu 






25 










30 










35 












act 


gaa 


get 


gaa 


ate 


att 


tgt 


gat 


gtt 


gta 


tgc 


ctg 


gta 


tat 


gat 


gtc 


259 


Thr 


Glu 


Ala 


Glu 


He 


He 


Cys 


Asp 


Val 


Val 


Cys 


Leu 


Val 


Tyr Asp 


Val 




40 










45 










50 










55 




age 


aat 


ccc 


aaa 


tec 


ttt 


gaa 


tac 


tgt 


gcc 


agg 


att 


ttt 


aag 


caa 


cac 


307 


Ser 


Asn 


Pro 


Lys 


Ser 


Phe 


Glu 


Tyr 


Cys 


Ala 


Arg 


He 


Phe 


Lys 


Gin 


His 












60 










65 










70 






ttt 


atg 


gac 


age 


aga 


ata 


cct 


tgc 


tta 


ate 


gta 


get 


gca 


aag 


tea 


gac 


355 


Phe 


Met 


Asp 


Ser 


Arg 


He 


Pro 


Cys 


Leu 


He 


Val 


Ala 


Ala 


Lys 


Ser 


Asp 










75 










80 










85 






ctg 


cat 


gaa 


gtt 


aaa 


caa 


gaa 


tac 


agt 


att 


tea 


cct 










391 


Leu 


His 


Glu 


Val 


Lys 


Gin 


Glu 


Tyr 


Ser 


He 


Ser 


Pro 













90 95 



<210> 945 
<211> 371 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 26. .370 



<400> 945 
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aagtcggcgg tcggcgtggg gcrct atg ccg ggg egg cac gtt tct cga gtc 52 

Met Pro Gly Arg His Val Ser Arg Val 
1 5 

egg gca ttg tac aag cgc gtc ttg cag ctg sac cgt gtt ctg ccc ccg 100 

Arg Ala Leu Tyr Lys Arg Val Leu Gin Leu Xaa Arg Val Leu Pro Pro 

10 15 20 25 

gac etc aaa tec ctg ggc gac cag tac gtg aaa gac gaa ttt agg aga 148 

Asp Leu Lys Ser Leu Gly Asp Gin Tyr Val Lys Asp Glu Phe Arg Arg 

30 35 40 

cat aag acc gtt ggt tct gac gag gca cag cgt ttc ttg caa gaa tgg 196 
His Lys Thr Val Gly Ser Asp Glu Ala Gin Arg Phe Leu Gin Glu Trp 

45 50 55 

gag gtg tat gca aca gcg tta ttg caa cag get aac gaa aac aga caa 244 
Glu Val Tyr Ala Thr Ala Leu Leu Gin Gin Ala Asn Glu Asn Arg Gin 

60 65 70 

aat tea act gga aaa gca tgt ttt ggc acc ttc etc cca gaa gaa aaa 292 
Asn Ser Thr Gly Lys Ala Cys Phe Gly Thr Phe Leu Pro Glu Glu Lys 
75 80 85 

n ctt aat gac ttt cgt gat gaa caa att gga cag ttg cag gag ctg atg 340 
Leu Asn Asp Phe Arg Asp Glu Gin He Gly Gin Leu Gin Glu Leu Met 
90 95 100 105 

caa gaa gec aca aaa ccc aat agg caa ttt a 371 
r*= Gin Glu Ala Thr Lys Pro Asn Arg Gin Phe 

UJ 110 115 

i.f% 

*T\ <210> 946 
Jg <211> 376 

<212> DNA 

<213> Homo sapiens 

<220> 
PJ <221> CDS 
=P <222> 152. .376 

o 

~™ <400> 946 

aagaccttgc cagactgcct gctttcatgg atagacataa aaaccttcag cttgaatgtt 60 
aacaccttga tgggaaaggt ggctcatgga atgttttctt atcctttgaa cactcctcat 120 
ttcagaagct ttgcttctgt tgcaaccaaa c atg aca ctt age gtg ctg age 172 

Met Thr Leu Ser Val Leu Ser 

1 5 

agg aag gac aag gaa aga gta att cgc aga ctg tta tta cag gec cct 220 
Arg Lys Asp Lys Glu Arg Val He Arg Arg Leu Leu Leu Gin Ala Pro 

10 15 20 

cca ggg gaa ttt gta aat gec ttt gat gat etc tgt ctg ctt ate cgt 268 
Pro Gly Glu Phe Val Asn Ala Phe Asp Asp Leu Cys Leu Leu He Arq 

25 30 35 

gat gaa aaa ctt atg cac cac caa ggt gag tgt gca ggc cac caa cac 316 
Asp Glu Lys Leu Met His His Gin Gly Glu Cys Ala Gly His Gin His 
40 45 50 55 

tgc caa ama tat tct gta cca etc tgc ate gat gga ant cca gta etc 364 
Cys Gin Xaa Tyr Ser Val Pro Leu Cys He Asp Gly Xaa Pro Val Leu 

60 65 70 

ttg tct cac cac 376 
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Leu Ser His His 
75 

<210> 947 
<211> 469 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 42 . .467 



<400> 947 

atttttcgct ctttccggcg gtgctcgcaa gcgaggcagc c atg tct tat ccc get 56 

Met Ser Tyr Pro Ala 
1 5 

gat gat tat gag tct gag gcg get tat gac ccc tac get tat ccc age 104 
m Asp Asp Tyr Glu Ser Glu Ala Ala Tyr Asp Pro Tyr Ala Tyr Pro Ser 

% 10 15 2 0 

;*? gac tat Sf at at 9 cac aca 99 a 9at cca aag cag gac ctt get tat gaa 152 

yj Asp Tyr Asp Met His Thr Gly Asp Pro Lys Gin Asp Leu Ala Tyr Glu 

H 25 30 35 

yj cgt cag tat gaa cag caa acc tat cag gtg ate cct gag gtg ate aaa 200 
*0 Ar< 3 Gin Tyr Glu Gin Gin Thr Tyr Gin Val lie Pro Glu Val He Lys 
5 40 45 50 

J3 aac ttc atc ca 9 tat ttc cac aaa act 9 tc tea gat ttg att gac cag 248 
Asn Phe He Gin Tyr Phe His Lys Thr Val Ser Asp Leu He Asp Gin 
55 60 65 

^ aaa gtg tat gag eta cag gee agt cgt gtc tec agt gat gtc att gac 2 96 

Lys Val Tyr Glu Leu Gin Ala Ser Arg Val Ser Ser Asp Val He Asp 
iU 70 75 80 85 

cag aag gtg tat gag atc cag gac atc tat gag aac age tgg acc aag 344 
O Gln L Y S Val T Y r Glu He Gin Asp He Tyr Glu Asn Ser Trp Thr Lys 
Q 90 95 100 

ctg act gaa aga ttc ttc aag aat aca cct tgg ccc gag get gaa gee 3 92 

Leu Thr Glu Arg Phe Phe Lys Asn Thr Pro Trp Pro Glu Ala Glu Ala 

105 110 115 

att get cca cag gtt ggc aat gat get gtc ttc ctg att tta tac aaa 440 
He Ala Pro Gin Val Gly Asn Asp Ala Val Phe Leu He Leu Tyr Lys 

120 125 130 

gaa tta tac tac agg cac ata tat gec aa 469 
Glu Leu Tyr Tyr Arg His He Tyr Ala 
135 140 

<210> 948 

<211> 473 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 15 . .473 
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# 



<400> 948 

gatcngcggc cgcc atg tta gga gcg cag tgg egg cgc aac cag cct tct 50 
Met Leu Gly Ala Gin Trp Arg Arg Asn Gin Pro Ser 
15 10 
agg gcg gcg gag gag tgg agt caa cat ate aat gga gca agt cac agt 98 
Arg Ala Ala Glu Glu Trp Ser Gin His He Asn Gly Ala Ser His Ser 

15 20 25 

cgt cga tgc cag ctt ctt ctt gaa ate tac cca gaa tgg aat cct gac 146 
Arg Arg Cys Gin Leu Leu Leu Glu He Tyr Pro Glu Trp Asn Pro Asp 

30 35 40 

aat gat aca gga cac aca atg ggt gat cca ttc atg ttg cag cag tct 194 
Asn Asp Thr Gly His Thr Met Gly Asp Pro Phe Met Leu Gin Gin Ser 
45 50 55 60 

aca aat cca gca cca gga att ctg gga cct cca cct ccc tea ttt cat 242 
Thr Asn Pro Ala Pro Gly He Leu Gly Pro Pro Pro Pro Ser Phe His 

65 70 75 

ctt ggg gga cca gca gtt gga cca aga gga aat ctg ggt get gga aat 2 90 

m Leu Gly Gly Pro Ala Val Gly Pro Arg Gly Asn Leu Gly Ala Gly Asn 
% 80 85 90 

y& gga aac ctg caa gga cct aga cac atg cag aaa ggc aga gtg gaa act 338 
Ul Gly Asn Leu Gin Gly Pro Arg His Met Gin Lys Gly Arg Val Glu Thr 
H; 95 100 105 

yj age aga gtt gtt cac ate atg gat ttt caa cga ggg aaa aac ttg aga 386 
•Q Ser Arg Val Val His He Met Asp Phe Gin Arg Gly Lys Asn Leu Arg 
*B 110 115 120 

.^j tac cag eta tta cag ctg gta gaa cca ttt gga gtc att tea aat cat 434 

Tyr Gin Leu Leu Gin Leu Val Glu Pro Phe Gly Val He Ser Asn His 
0 125 130 135 140 

^ ctg att eta aat aaa att aat gag gca ttt att gaa atg 473 
jiU Leu He Leu Asn Lys He Asn Glu Ala Phe He Glu Met 
W 145 150 

□ <210> 949 
Q <211> 637 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 338 . . 637 



<400> 949 

aaatgaaegg eggegggagg tgaaatcegg ttctaacegg tccggggctc ccagcgctat 60 
aaaaacttta taaacccccc ggageccgag cagtgtgaag aagaggegag aacgaccccc 120 
ggaccgacca aagcccgcgc gccgctgcat cccgcgtcca gcacctacgt cccgctgccg 180 
tcgccgccgc caccatgccc aagagamagg ctgaagggga tgctaaggga gataaagcaa 240 
aggtgaagga cgaaccacag agaagatccg cgaggttgtc tgtggttcgt ccttcacctt 300 
tgetttatet cccttagcat ccccagacgc ggagaaa atg gcg gca ggg gtc gaa 355 

Met Ala Ala Gly Val Glu 
1 5 

gcg gcg gcg gag gtg gcg gcg acg gag ate aaa atg gag gaa gag age 403 
Ala Ala Ala Glu Val Ala Ala Thr Glu He Lys Met Glu Glu Glu Ser 
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10 

ggc gcg ccc ggc gtg ccg 
Gly Ala Pro Gly Val Pro 
25 

gaa gga gaa cga cct get 
Glu Gly Glu Arg Pro Ala 
40 

aaa aga gga ggc aat cgc 
Lys Arg Gly Gly Asn Arg 
55 60 
tac aga gec ttc att aca 
Tyr Arg Ala Phe lie Thr 
75 

ctt aaa gac ctg gtt aaa 
Leu Lys Asp Leu Val Lys 
90 



15 

age ggc aac ggg get ccg 
Ser Gly Asn Gly Ala Pro 
30 

cag aat gag aag agg aag 
Gin Asn Glu Lys Arg Lys 
45 50 
ttt gag cca tat gee aat 
Phe Glu Pro Tyr Ala Asn 
65 

aac ata cct ttt gat gtg 
Asn lie Pro Phe Asp Val 
80 

gaa aaa gtt ggt gag gta 
Glu Lys Val Gly Glu Val 
95 



20 

ggc cct aag ggt 451 

Gly Pro Lys Gly 

35 

gag aaa aac ata 499 
Glu Lys Asn lie 

cca act aaa aga 547 
Pro Thr Lys Arg 
70 

aaa tgg cag tea 595 
Lys Trp Gin Ser 
85 

aca tac 637 
Thr Tyr 
100 



<210> 950 

...^ <211> 468 

^ <212> DNA 

<213> Homo sapiens 

Ul 

<220> 

Ul <221> CDS 

%fl <222> 213 . .467 



<400> 950 

ggttcctctt gggtccttcc ggegtcgegg agtgaattga teegggagtt gaagagggct 60 
gcaaggtggg aagtgaagtc agtgcctcag ttgetgatea gtgtgttttt tgtgtccaat 120 
tcttttatca ccaaaaaaga gaagaaatat tgcagtgaat gaagattcct ctgeatttta 180 
geactgettt ttcaactgta gttggctttt ga atg agg atg aca atg gaa gag 233 

Met Arg Met Thr Met Glu Glu 

1 5 

atg aag aat gaa get gag acc aca tec atg gtt tct atg ccc etc tat 281 
Met Lys Asn Glu Ala Glu Thr Thr Ser Met Val Ser Met Pro Leu Tyr 

!0 15 20 

gca gtc atg tat cct gtg ttt aat gag eta gaa cga gta aat ctg tct 329 
Ala Val Met Tyr Pro Val Phe Asn Glu Leu Glu Arg Val Asn Leu Ser 

25 30 35 

gca gee cag aca ctg aga gec get ttc ate aag get gaa aaa gaa aat 377 
Ala Ala Gin Thr Leu Arg Ala Ala Phe He Lys Ala Glu Lys Glu Asn 
40 45 50 55 

cca ggt etc aca caa gac ate att atg aaa att tta gag aaa aaa age 425 
Pro Gly Leu Thr Gin Asp He He Met Lys He Leu Glu Lys Lys Ser 

60 65 70 

gtg gaa gtt aac ttc acg grg tec ctt ctt cgt atg gca get g 468 
Val Glu Val Asn Phe Thr Xaa Ser Leu Leu Arg Met Ala Ala 
? 5 80 85 

<210> 951 
<211> 542 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 287 . . 541 



r... s 



<400> 951 

ggttcctctt gggtccttcc ggcgtcgccg gagtgaattg atccgggagt tgaagagggc 60 
tgcaaggtgg gaagtgaagt cagtgcctca gttgctgctt tctcctctaa atcttggtct 120 
cttgtttgga agtgactaac agcattttgg catgagaaag ccctaaaaag atcagtgtgt 180 
tttttgtgtc caattctttt atcaccaaaa aagagaagaa atattgcagt gaatgaagat 240 
tcctctgcat tttagcactg ctttttcaac tgtagttggc ttttga atg agg atg 295 

Met Arg Met 

1 

aca atg gaa gag atg aag aat gaa get gag acc aca tec atg gtt tct 343 
Thr Met Glu Glu Met Lys Asn Glu Ala Glu Thr Thr Ser Met Val Ser 

5 10 15 

atg ccc etc tat gca gtc atg tat cct gtg ttt aat gag eta gaa cga 391 
« Met Pro Leu Tyr Ala Val Met Tyr Pro Val Phe Asn Glu Leu Glu Arg 
2 20 25 30 35 

gta aat ctg tct gca gee cag aca ctg aga gec get ttc ate aag get 439 
Val Asn Leu Ser Ala Ala Gin Thr Leu Arg Ala Ala Phe He Lys Ala 

H 40 45 50 

m gaa aaa gaa aat cca ggt etc aca caa gac ate att atg aaa att tta 487 

*0 Glu Lys Glu Asn Pro Gly Leu Thr Gin Asp He He Met Lys He Leu 
J3 5 5 60 65 

-J3 gag aaa aaa age gtg gaa gtt aac ttc acg grg tec ctt ctt cgt atg 535 

Glu Lys Lys Ser Val Glu Val Asn Phe Thr Xaa Ser Leu Leu Arg Met 
« 70 75 80 

m ^ g f g 542 

rj; Ala Ala 

IU 85 

3=3 

Q <210> 952 

O <211> 392 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 147. .392 



<400> 952 

etattgecta getgecagat taaccttgcc ttgaaaataa cgattgcccc ataggctatt 60 
cagtgtaagg aagacaaaaa ttccttggga acctactagt gggtttgcct tccagatttg 12 0 
gtagacgcaa aaagcaaagg gggaac atg ggc aaa gga aga ttt gat gar aaa 173 

Met Gly Lys Gly Arg Phe Asp Glu Lys 

1 5 

gaa aat gtg tec aac tgc ate cag ttg aaa act tea gtt att aag ggt 221 

Glu Asn Val Ser Asn Cys He Gin Leu Lys Thr Ser Val He Lys Gly 

10 15 20 25 

att aag aat caa ttg ata gag caa ttt cca ggt att gaa cca tgg ctt 269 

He Lys Asn Gin Leu He Glu Gin Phe Pro Gly He Glu Pro Trp Leu 
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* 



30 35 40 

aat caa ate atg cct aag aaa gat cct gtc aaa ata gtc cga tgc cat 317 
Asn Gin He Met Pro Lys Lys Asp Pro Val Lys He Val Arg Cys His 

45 50 55 

gaa cat ata gaa ate ctt aca gta aat gga gwr tta etc ttt ttt aga 365 
Glu His He Glu He Leu Thr Val Asn Gly Xaa Leu Leu Phe Phe Arg 

60 65 70 

caa aga gaa ggg cct ttt tat cca acc 392 
Gin Arg Glu Gly Pro Phe Tyr Pro Thr 
75 80 

<210> 953 
<211> 547 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
m <222> 266. .547 

<400> 953 

ctttcagcta cctccaactg ctgaggaacc ggttgcctaa aaggagcegg caaaagcgcc 60 
yj tacgtggagt ccagaggagc ggaagtagtc agatttgact gagagcegtw aagegeggey 12 0 
M5 gggytcwsgt ntttceggat aacgactaca gctccgactg teagtgeegg ccttcctcgt 180 
%3 gtgaggggat ctgccggacc ectgeaaatt caatttcttt cccattccgg gcccttccct 240 
*0 atcgtcgccc ccttcacctt ggatc atg ttc aag aaa ttt gat gaa aaa gaa 292 
2 Met Phe Lys Lys Phe Asp Glu Lys Glu 

O 1 5 

ry aat tcc aac tgc ate cag ttg aaa act tea gtt att aag ggt att 34 0 

Asn Val Ser Asn Cys He Gin Leu Lys Thr Ser Val He Lys Gly He 
10 15 20 25 

aag aat caa ttg ata gag caa ttt cca ggt att gaa cca tgg ctt aat 388 
Lys Asn Gin Leu He Glu Gin Phe Pro Gly He Glu Pro Trp Leu Asn 

30 35 40 

caa ate atg cct aag aaa gat cct gtc aaa ata gtc cga tgc cat gaa 43 6 

Gin He Met Pro Lys Lys Asp Pro Val Lys He Val Arg Cys His Glu 

45 50 55 

cat ata gaa ate ctt aca gta aat gga gaa tta etc ttt ttt aga caa 484 
His He Glu He Leu Thr Val Asn Gly Glu Leu Leu Phe Phe Arg Gin 

60 65 70 

aga gaa ggg cct ttt tat cca acc eta aga tta ctt cac aaa tat cct 532 
Arg Glu Gly Pro Phe Tyr Pro Thr Leu Arg Leu Leu His Lys Tyr Pro 

75 80 85 

ttt ate ctg cca cac 547 
Phe He Leu Pro His 
90 

<210> 954 
<211> 526 
<212> DNA 

<213> Homo sapiens 
<220> 
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<221> CDS 
<222> 227 . . 526 



<400> 954 

atttaactca tttatagagg gcatctgtmg gttgcatttg atttatttaa aacgttttct 60 
tacatggcca atttagtaac agcaagcaaa accaaaatga gcaaaggaga ggatcccaat 12 0 
aatcccagat ctataaagcg gatttctcaa gggggtagag rtaacmmcct agctattgct 180 
aaatgtgatc tcactcagtt gaaaaagaaa caatcagaag tgagca atg gga gcc 235 

Met Gly Ala 
1 

gtg aaa ccc ate tea atg aag act tgt tgc caa cat gga gat aga gga 283 
Val Lys Pro He Ser Met Lys Thr Cys Cys Gin His Gly Asp Arg Gly 

5 10 15 

tat tgg tct aca ggg tac tat tgg aga ggg ggt cct gat gac aac tta 331 
Tyr Trp Ser Thr Gly Tyr Tyr Trp Arg Gly Gly Pro Asp Asp Asn Leu 
20 25 30 35 

att gaa ggt gga gga aca aaa ttt gtc tgc aaa cct gga gcc aga aac 379 
He Glu Gly Gly Gly Thr Lys Phe Val Cys Lys Pro Gly Ala Arg Asn 

4 0 45 50 

att acc gtc ata ttc cac cca tta eta aga ttt att cag gag att gak 427 
He Thr Val He Phe His Pro Leu Leu Arg Phe He Gin Glu He Xaa 
T f] 55 60 65 

UJ cat get ctg ggt ctt ggc cca gcc aaa cag tgt cct ctt cga gag ttt 475 
%Q His Ala Leu Gly Leu Gly Pro Ala Lys Gin Cys Pro Leu Arg Glu Phe 
*0 70 75 80 

gg etc acc gtg tac ate aaa aac ate ttt etc aat caa gtc ttg get gag 523 
g Leu Thr Val Tyr He Lys Asn lie Phe Leu Asn Gin Val Leu Ala Glu 

f*s 85 90 95 

~ ate 

iU lie 526 

i« ioo 

as 

O <210> 955 
p <211> 552 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 263 . .550 



<400> 955 

aaaatagtct ccatcggcca ttttgtgcga gaagccgcag cgccgcctct tctctcgcgc 60 
cctcgcctct tcctccgcct cctccttcgc ctcttcctgc ctcctcccgg cttccgccgc 120 
cgccactcca gcctaatccc aaccccaggg cgaasgtttt cttatttatt teegttttet 180 
cgccactaca gcctcctgac aaggtgatcc gggcgggccc cgcaggaatt ttatcccctc 240 
accggcctca cactagtatc gc atg tec act ate cag aac etc caa tct ttc 292 

Met Ser Thr He Gin Asn Leu Gin Ser Phe 
1 5 10 

gac ccc ttt get gat gca act aag ggt gac gac tta etc ceg gca ggg 
Asp Pro Phe Ala Asp Ala Thr Lys Gly Asp Asp Leu Leu Pro Ala Gly 
!5 20 25 



340 
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act gag gat tac att cat 
Thr Glu Asp Tyr He His 
30 

aca ctg act act gtt cag 
Thr Leu Thr Thr Val Gin 
45 

ctt gtg aaa get ttc aaa 
Leu Val Lys Ala Phe Lys 
60 

gaa cat cct gaa tac gga 
Glu His Pro Glu Tyr Gly 
75 80 
aaa aca tct gec agt ttc 
Lys Thr Ser Ala Ser Phe 
95 



ata aga ate cag caa egg 
He Arg He Gin Gin Arg 
35 

ggc att gca gat gat tat 
Gly He Ala Asp Asp Tyr 
50 

aag aaa ttt gee tgt aat 
Lys Lys Phe Ala Cys Asn 
65 70 
gag gtt att cag ctt caa 
Glu Val He Gin Leu Gin 
85 

tc 



aac ggc aga aag 3 88 

Asn Gly Arg Lys 
40 

gac aaa aag aaa 436 

Asp Lys Lys Lys 

55 

ggt act gtg att 4 84 

Gly Thr Val He 

ggt grc caa aga 532 
Gly Xaa Gin Arg 
90 

552 



<210> 956 
<211> 379 
a* <212> DNA 
^ <213> Homo sapiens 

pi <220> 

N= <221> CDS 

UJ <222> 78 . . 377 



<400> 956 

aagactgcgt gcagaaggtg actgtctcag tggagctggg tcatctcagg ccttggctcc 60 
ttgaactttt ggccgcc atg tgc ttc ccg aag gtc etc tct gat gac atg 110 

Met Cys Phe Pro Lys Val Leu Ser Asp Asp Met 
1 5 10 

aag aag ctg aag gec cga atg gtg atg teg age ctg gca gag ctg gag 158 
Lys Lys Leu Lys Ala Arg Met Val Met Ser Ser Leu Ala Glu Leu Glu 

15 20 25 

gac gac ttc aaa gag ggc tac ctg gag aca gtg gcg get tat tat gag 2 06 

Asp Asp Phe Lys Glu Gly Tyr Leu Glu Thr Val Ala Ala Tyr Tyr Glu 

3 ° 35 40 

gag cag cac ccr gag etc act cct eta ctt gaa aaa gaa aga gat gga 254 
Glu Gin His Pro Glu Leu Thr Pro Leu Leu Glu Lys Glu Arg Asp Gly 

45 50 55 

tta egg tgc cga ggc aac aga tec cct gtc ccg gat gtt gag gat ccc 3 02 

Leu Arg Cys Arg Gly Asn Arg Ser Pro Val Pro Asp Val Glu Asp Pro 
60 65 70 75 

gca acc gag gag cct ggg gag age ttt tgt gac aag gtc atg aga tgg 350 
Ala Thr Glu Glu Pro Gly Glu Ser Phe Cys Asp Lys Val Met Arg Trp 

80 85 90 

ttc cag gec atg ctg cag egg ctg cag ac 379 
Phe Gin Ala Met Leu Gin Arg Leu Gin 
95 100 



<210> 957 

<211> 422 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 117. .422 



<400> 957 

atttcaagaa gtcratcara aagaaagccc cagcgctcta gagctcagct gacgggaaag 60 
ggggtgcgca sctcgagttt gagagctacc cggagctcca agacaggggc cggacc atg 119 

Met 
1 

gga acc cca aag cca egg ate ctg ccc tgg ctg gtg teg cag ctg gac 167 
Gly Thr Pro Lys Pro Arg He Leu Pro Trp Leu Val Ser Gin Leu Asp 

5 10 15 

ctg ggg caa ctg gag ggc gtg gee tgg gtg aac aag age cgc acg cgc 215 
Leu Gly Gin Leu Glu Gly Val Ala Trp Val Asn Lys Ser Arg Thr Arg 

20 25 30 

ttc cgc ate cct tgg aag cac ggc eta egg cag gat gca cag cag gag 263 
Phe Arg He Pro Trp Lys His Gly Leu Arg Gin Asp Ala Gin Gin Glu 

35 40 45 

gat ttc gga ate ttc cag gee tgg gee gag gee act ggt gca tat gtt 311 
U! Asp Phe Gly He Phe Gin Ala Trp Ala Glu Ala Thr Gly Ala Tyr Val 

50 55 60 65 

hJ ccc ggg agg gat aag cca gac ctg cca acc tgg aag agg aat ttc cgc 359 

Pro Gly Arg Asp Lys Pro Asp Leu Pro Thr Trp Lys Arg Asn Phe Arg 
*Q 70 75 80 

yg tct 9 CC ctt aac cgc aaa gaa ggg ttg cgt tta gca gag gac egg age 4 07 

J* Ser Ala Leu Asn Arg Lys Glu Gly Leu Arg Leu Ala Glu Asp Arg Ser 
85 90 95 

aag gam cct cac gac 42 2 
Lys Xaa Pro His Asp 
100 

<210> 958 
<211> 389 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . .388 



m 



<400> 958 

ccccgtcccg gcccccctgg gttccctcag cccagccctg tccagcccgg ttccegggag 60 
g atg aag ttc gtg tac aaa gaa gag cat ccg ttc gag aag cgc cgc tct 109 
Met Lys Phe Val Tyr Lys Glu Glu His Pro Phe Glu Lys Arg Arg Ser 
1 5 10 15 

gag ggc gag aag ate cga aag aaa tac ccg gac egg gtg ccg gtg ata 157 
Glu Gly Glu Lys He Arg Lys Lys Tyr Pro Asp Arg Val Pro Val He 

20 25 30 

gta gaa aag get ccc aaa get egg ata gga gac ctg gac aaa aag aaa 205 
Val Glu Lys Ala Pro Lys Ala Arg He Gly Asp Leu Asp Lys Lys Lys 
35 40 45 



656 



tac 


ctg 


y tg 


v_- 1_ l_ 


CCL 


gat 


etc 


aca 


gtt 


ggt cag 


ttc 


tac 


ttc 


ttg 


ate 


Tyr 


Leu 


Val 


Pro 


Ser 


Asp 


Leu 


Thr 


Val 


Gly Gin 


Phe 


Tyr 


Phe 


Leu 


He 




^ n 
j u 










55 








60 








egg 


aag 


cga 


att 


cat 


etc 


cga 


get 


gag 


gat gee 


ttg 


ttt 


ttc 


ttt 


gtc 


Arg 


Lys 


Arg 


He 


His 


Leu 


Arg Ala Glu Asp Ala Leu 


Phe 


Phe 


Phe 


Val 


65 










70 








75 










80 


aac 


aat 


gtc 


att 


cca 


ccc 


acc 


agt 


gtt 


tec ttg 


gtg 


etc 


cca 


cag 


acc 


Asn 


Asn 


Val 


He 


Pro 
85 


Pro 


Thr 


Ser 


Val 


Ser Leu 
90 


Val 


Leu 


Pro 


Gin 
95 


Thr 


ctg 


acc 


aat 


cat 


aac 


acc 


cat 


etc 


act 


gaa tea 


eta 


tct 


a 






Leu 


Thr 


Asn 


His 
100 


Asn 


Thr 


His 


Leu 


Thr 
105 


Glu Ser 


Leu 


Ser 











<210> 


959 






<211> 


434 






<212> 


DNA 






<213> 


Homo 


sapiens 




<220> 








<221> 


CDS 






<222> 


254. 


433 



253 



301 



349 



389 



<400> 959 

gcttttcatt taggagacac ggggaagaga cagagaggag ggtaaagtga gaatcctgcc 60 
cgcaccacag gtctggactg ctaaccttga atcctggttt cttaaattct gcctccgctt 120 
ctgactgagg accactggat tttgaggaaa ctttggtctt aattcccgta ctrattagtc 180 
aacagtggaa aatctgaaga gatgeaagea ggaaaaagaa attaaaccag gectgaggag 240 
egatgegaca ggc atg atg gag gtc gag tec tec tac teg gac ttc ate 289 

Met Met Glu Val Glu Ser Ser Tyr Ser Asp Phe He 

15 10 
tec tgt gac egg aca ggc cgt egg aat gcg gtc cct gac ate cag gga 337 
Ser Cys Asp Arg Thr Gly Arg Arg Asn Ala Val Pro Asp He Gin Gly 

15 20 25 

gac tea gag get gtg age gtg agg aag ctg get gga gac atg ggc gag 3 85 

Asp Ser Glu Ala Val Ser Val Arg Lys Leu Ala Gly Asp Met Gly Glu 

30 35 40 

ctg gca etc gag ggg gaa ccc tgg cac tgg ccc age age etc ttc tct g 434 
Leu Ala Leu Glu Gly Glu Pro Trp His Trp Pro Ser Ser Leu Phe Ser 
45 50 55 60 

<210> 960 
<211> 480 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 192. .479 



<400> 960 

agtttcatat tactctaaat ccattacaaa tetgettage ttctaaatat ttcatcaatg 60 
aggaaatccc agccctacaa etteggaaca gtgaaatatt agtccargga tccagtgaga 12 0 



657 



gacacagaag tgctagaagc castsctcrt gaactaagga gaaaaagaac agacaaggga 180 
acasccyrga c atg gya tea gag ate cac atg aca ggc cca atg tgc etc 230 
Met Xaa Ser Glu He His Met Thr Gly Pro Met Cys Leu 
15 10 
att gag aac act aat ggg cga ctg atg gcg aat cca gaa get ctg aag 278 
He Glu Asn Thr Asn Gly Arg Leu Met Ala Asn Pro Glu Ala Leu Lys 

15 20 25 

ate ctt tct gec att aca cag cct atg gtg gtg gtg gca att gtg ggc 326 
He Leu Ser Ala He Thr Gin Pro Met Val Val Val Ala He Val Gly 
30 35 40 45 

etc tac cgc aca ggc aaa tec tac ctg atg aac aag ctg get ggr aag 374 
Leu Tyr Arg Thr Gly Lys Ser Tyr Leu Met Asn Lys Leu Ala Gly Lys 

50 55 60 

aaa aag ggc ttc tct ctg ggc tec acr gtg cag tct cac act aaa gga 
Lys Lys Gly Phe Ser Leu Gly Ser Thr Val Gin Ser His Thr Lys Gly 

65 70 75 

ate tgg atg tgg tgt rtg ccc cay ccc aag aag cca ggc cac ate eta 
He Trp Met Trp Cys Xaa Pro His Pro Lys Lys Pro Gly His He Leu 

80 85 90 

gtt ctg ctg g 
Val Leu Leu 



in 

«j 95 



iy <210> 961 

«J <211> 504 
<212> DNA 

Jj <213> Homo sapiens 

L <220> 

S{ <221> CDS 

L y <222> 132. .503 



422 



470 



480 



<400> 961 

aaatatccct tccaggcagg gcggctccag tgcagattta agccgctggc acctggggca 60 
gtctcagtgt tcagcctgct teeggaeggg cgaggagact cgtggtctgg ttctgggact 12 0 
tccctaacag c atg gee cct aaa cgc cag tct cca etc ccg cct caa aag 170 
Met Ala Pro Lys Arg Gin Ser Pro Leu Pro Pro Gin Lys 
1 5 10 

aag aaa cca aga cca cct cct get ctg gga ccg gag gag aca teg gee 218 
Lys Lys Pro Arg Pro Pro Pro Ala Leu Gly Pro Glu Glu Thr Ser Ala 

15 20 25 

tct gca ggc ttg ccg aag aag gga gaa aaa gaa cag caa gaa gcg att 266 
Ser Ala Gly Leu Pro Lys Lys Gly Glu Lys Glu Gin Gin Glu Ala He 
30 35 40 45 

gaa cac att gat gaa gta caa aat gaa ata gac aga ctt aat gaa caa 
Glu His He Asp Glu Val Gin Asn Glu He Asp Arg Leu Asn Glu Gin 

50 55 60 

gee agt gag gag att ttg aaa gta gaa cag aaa tat aac aaa etc cgc 362 
Ala Ser Glu Glu He Leu Lys Val Glu Gin Lys Tyr Asn Lys Leu Arg 

65 70 75 

caa cca ttt ttt cag aag agg tea gaa ttg ate gee aaa ate cca aat 
Gin Pro Phe Phe Gin Lys Arg Ser Glu Leu He Ala Lys He Pro Asn 
80 85 90 



314 



410 



658 



ttt tgg gta aca aca ttt gtc aac cat cca caa gtg tct gca ctg ctt 458 
Phe Trp Val Thr Thr Phe Val Asn His Pro Gin Val Ser Ala Leu Leu 

95 100 105 

ggg gag gaa gat gaa gag gca ctg cat tat ttg acc aga gtt gaa g 504 
Gly Glu Glu Asp Glu Glu Ala Leu His Tyr Leu Thr Arg Val Glu 
110 115 120 

<210> 962 
<211> 315 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 20. .313 



m 



PI 



<400> 962 

ccttttggta cgctccaag atg get gec tec ata gtg egg cgc ggg atg etc 52 

Met Ala Ala Ser lie Val Arg Arg Gly Met Leu 
15 10 
ctg gcg egg caa gtg gtt ctt cct cag etc tct cct gca ggt aaa aga 100 
Leu Ala Arg Gin Val Val Leu Pro Gin Leu Ser Pro Ala Gly Lys Arg 

15 20 25 

tac ctg ctt tct tea gee tat gta gac age cac aaa tgg gaa gca aga 14 8 

Tyr Leu Leu Ser Ser Ala Tyr Val Asp Ser His Lys Trp Glu Ala Arg 

30 35 40 

gaa aaa gaa cat tac tgt ctt get gat ctt gca tct tta atg gat aaa 196 
Glu Lys Glu His Tyr Cys Leu Ala Asp Leu Ala Ser Leu Met Asp Lys 

45 50 55 

aca ttt gag aga aag ttg cct gtt agt tct tta aca ata tea egg ctt 244 
IU Thr Phe Glu Arg Lys Leu Pro Val Ser Ser Leu Thr He Ser Arg Leu 
4= 60 65 70 75 

Q ata gac aac att tec tct egg gaa gag ata gat cat gca gag tat tac 292 
p He Asp Asn He Ser Ser Arg Glu Glu He Asp His Ala Glu Tyr Tyr 

80 85 90 

ctt tac aag ttt cga cac age cc 315 
Leu Tyr Lys Phe Arg His Ser 
95 

<210> 963 
<211> 341 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18. .341 



<400> 963 

aagcactgga gagtgtc atg gag gec tac gag cag gtc caa aag gga ccc 50 

Met Glu Ala Tyr Glu Gin Val Gin Lys Gly Pro 
1 5 10 



659 




290 



338 



341 



ctg aag ctg aaa ggc gtc gca gag ctg gga gtg acc aag egg aag aag 98 
Leu Lys Leu Lys Gly Val Ala Glu Leu Gly Val Thr Lys Arg Lys Lys 

15 20 25 

aaa aag aag gac aaa gac aaa gcg aaa etc ctg gaa gca atg gga acg 14 6 

Lys Lys Lys Asp Lys Asp Lys Ala Lys Leu Leu Glu Ala Met Gly Thr 

30 35 40 

age aaa aag aac gag gag gag aag egg cgc ggc ctg gac aag egg acc 194 
Ser Lys Lys Asn Glu Glu Glu Lys Arg Arg Gly Leu Asp Lys Arg Thr 

45 50 55 

ccg gec cag gcg gec ttc gag aaa atg cag gag aag egg caa atg gma 242 
Pro Ala Gin Ala Ala Phe Glu Lys Met Gin Glu Lys Arg Gin Met Xaa 
60 65 70 75 

agg awe eta aag amg gca tec aaa acc cac aag cag aag agt gga ggm 
Arg Xaa Leu Lys Xaa Ala Ser Lys Thr His Lys Gin Lys Ser Gly Gly 

80 85 90 

ctt caa cag aca cct gga cas ret cac gga gca tta cga cat tec caa 
Leu Gin Gin Thr Pro Gly Xaa Xaa His Gly Ala Leu Arg His Ser Gin 
95 100 105 

% Ser 

'?* <210> 964 
H; <211> 363 
Ul <212> DNA 

<213> Homo sapiens 

J <220> 

J" <221> CDS 

^ <222> 77. .361 

ru . 

£y <400> 964 

+ actccttggc tggargcagt getgaggecg ccgtcccctc taccatcagt ccagtccggc 60 
U ccgccctcct geagee atg tec egg ccc ctg tea gac caa gag aaa aga aag 112 
O Met Ser Arg Pro Leu Ser Asp Gin Glu Lys Arg Lys 

15 10 
caa ate agt gtg cgt ggc ctg gee ggc gtg gag aac gtg act gag ctg 160 
Gin lie Ser Val Arg Gly Leu Ala Gly Val Glu Asn Val Thr Glu Leu 

15 20 25 

aaa aag aac ttc aac egg cac ctg cat ttc aca etc gta aag gac cgc 208 
Lys Lys Asn Phe Asn Arg His Leu His Phe Thr Leu Val Lys Asp Arg 

30 35 40 

aat gtg gec acc cca cga gac tac tac ttt get ctg gee cat acc gtg 256 
Asn Val Ala Thr Pro Arg Asp Tyr Tyr Phe Ala Leu Ala His Thr Val 
45 50 55 60 

cgc gac cac etc gtg ggg cgc tgg ate cgc acg cag cag cac tac tat 3 04 

Arg Asp His Leu Val Gly Arg Trp He Arg Thr Gin Gin His Tyr Tyr 

65 70 75 

gag aag gac ccc aag gca gag gat eta eta cct gtc ttt aga gtt eta 352 
Glu Lys Asp Pro Lys Ala Glu Asp Leu Leu Pro Val Phe Arg Val Leu 

80 85 90 

tat ggg acg ga 363 
Tyr Gly Thr 
95 



660 



<210> 965 
<211> 475 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145. .474 



<400> 965 

aagtctggtc caacagctga caggggtggc agccaactgc aggtgcccaa gaacttggca 60 
cttctcagtt ccatctaaag gggcacatct cccttctggg tgtcacgttt tcagccaaac 120 
atctaaaaga acttcatcat caag atg tct gat gat att gac tgg tta cgc 171 

Met Ser Asp Asp lie Asp Trp Leu Arg 
1 5 

age cac agg ggt gtg tgc aag gta gat etc tac aac cca gaa gga cag 219 
Ser His Arg Gly Val Cys Lys Val Asp Leu Tyr Asn Pro Glu Gly Gin 
10 15 20 25 

caa gat cag gac egg aaa gtg ata tgc ttt gtc gat gtg tec acc ctg 267 
Gin Asp Gin Asp Arg Lys Val He Cys Phe Val Asp Val Ser Thr Leu 
30 35 40 

m aat gta gaa gat aaa gat tac aag gat get get agt tec age tea gaa 315 
Asn Val Glu Asp Lys Asp Tyr Lys Asp Ala Ala Ser Ser Ser Ser Glu 

45 50 55 

ggc aac tta aac ctg gga agt ctg gaa gaa aaa gag att ate gtg ate 363 
Gly Asn Leu Asn Leu Gly Ser Leu Glu Glu Lys Glu He He Val He 

60 65 70 

aag gac act gag aag aaa gac cag tct aag aca gag gga tct gta tgc 411 
Lys Asp Thr Glu Lys Lys Asp Gin Ser Lys Thr Glu Gly Ser Val Cys 
^ 75 80 85 

ctt ttc aaa caa get ccc tct gat cct gta agt gtc etc aac tgg ctt 459 
Leu Phe Lys Gin Ala Pro Ser Asp Pro Val Ser Val Leu Asn Trp Leu 
90 95 100 105 

etc agt gat etc cag a 475 
Leu Ser Asp Leu Gin 
110 



iJf 



hj 



3s= 



<210> 966 
<211> 281 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 63 . .281 



<400> 966 

gtttgtttgt taaattacga ccgtcgtaaa ctagaatttt ettgeggett cttagcttta 60 
eg atg gca aca agt atg gcg get get agt ggt aga ttt gaa agt gcg 107 
Met Ala Thr Ser Met Ala Ala Ala Ser Gly Arg Phe Glu Ser Ala 
15 10 is 



661 



aag agt ate gaa gag egg 
Lys Ser He Glu Glu Arg 
20 

gtg ttg cgc cag get aaa 
Val Leu Arg Gin Ala Lys 
35 

gaa ctt aag cga ctt egg 
Glu Leu Lys Arg Leu Arg 
50 

aat gag aga att gaa cag 
Asn Glu Arg He Glu Gin 
65 



aaa gaa cag acc egg aat 
Lys Glu Gin Thr Arg Asn 
25 

gee aat ttt gaa aaa gaa 
Ala Asn Phe Glu Lys Glu 
40 

ggt gag gat aca tgg atg 
Gly Glu Asp Thr Trp Met 
55 

ttc tea cag gaa 
Phe Ser Gin Glu 
70 



gec agg gec gag 155 
Ala Arg Ala Glu 
30 

gaa agg cgt aaa 2 03 

Glu Arg Arg Lys 
45 

eta cct gat gtg 251 

Leu Pro Asp Val 

60 

281 



<210> 967 
<211> 935 
<212> DNA 
<213> Homo sapiens 



S3 ; 

iu 



<220> 
<221> CDS 
<222> 406. .933 



Ly <400> 967 



actactctcc tccgatccat tcaccacaca acttcagccg gctgaacaga ctcacgcagc 60 
tccagcccat cttgctgacc taattcagaa aagaagtgct acagctctgt gcctgtcatc 120 
tttgcagtgt agcattttca ggtgatctag gaaacagtta tttttatgag caaataagag 180 
aaacaggaat catgatgggg atatatttaa cagacccagt actggataaa acttaaagee 240 
agtttctatt caacatagtg aaaaggtcac cttgcctggc tgagaaaagc agcaaaatat 300 
cagctttgtt ggtttcagtt aacctcttag cccgggctaa tctcttttcc ttgatgttca 360 
aaccaatttg ggatatctaa ctctaaagag agacacactg tactc atg gta gat gac 417 

Met Val Asp Asp 
1 

aag gaa aag aac atg aaa tgt etc acc ttc ttc ttg atg ctt cca gag 465 

Lys Glu Lys Asn Met Lys Cys Leu Thr Phe Phe Leu Met Leu Pro Glu 

5 10 15 20 

acg gta aag aac agg tec aag aaa age tea aag aaa gca aat acc age 513 

Thr Val Lys Asn Arg Ser Lys Lys Ser Ser Lys Lys Ala Asn Thr Ser 

25 30 35 

age age agt age aac age age aag ttg cca cca gtt tgt tat gaa ata 561 
Ser Ser Ser Ser Asn Ser Ser Lys Leu Pro Pro Val Cys Tyr Glu He 

40 45 50 

att acc ttg aag act aaa aag aag aag atg get get gat ata ttc ccc 609 
He Thr Leu Lys Thr Lys Lys Lys Lys Met Ala Ala Asp He Phe Pro 

55 60 65 

cgt aaa aag cca gec aac tec age age acc age gtc cag cag tac cac 657 
Arg Lys Lys Pro Ala Asn Ser Ser Ser Thr Ser Val Gin Gin Tyr His 

70 75 80 

cag cag aat etc agt aac aac aac ctt ate ccg gec cca aac tgg cag 705 
Gin Gin Asn Leu Ser Asn Asn Asn Leu He Pro Ala Pro Asn Trp Gin 
85 90 95 100 

ggt ctt tat ccc acc att aga gag aga aat gcg atg atg ttc aat aat 753 
Gly Leu Tyr Pro Thr He Arg Glu Arg Asn Ala Met Met Phe Asn Asn 

105 110 115 



662 



gat ttg atg gca gat gta 
Asp Leu Met Ala Asp Val 
120 

caa egg ttg cca gga cac 
Gin Arg Leu Pro Gly His 
135 

twe cat gcg atg ttt tac 
Xaa His Ala Met Phe Tyr 
150 

cgt ata cca gat gtc gaa 
Arg lie Pro Asp Val Glu 
165 170 



cat ttt gtg gtt ggg cca 
His Phe Val Val Gly Pro 
125 

aaa tat gtt tta get gtt 
Lys Tyr Val Leu Ala Val 
140 

gga gaa ctt gca gag gac 
Gly Glu Leu Ala Glu Asp 
155 160 
cct get get ttt etc get 
Pro Ala Ala Phe Leu Ala 
175 



cca ggt ggg act 801 
Pro Gly Gly Thr 
130 

ggg age tct gtg 84 9 

Gly Ser Ser Val 

145 

aaa gat gaa ate 897 
Lys Asp Glu lie 

at 935 



<210> 968 
<211> 233 
<212> DNA 
<213> Homo sapiens 



^ <22 0> 

^ <221> CDS 

^ <222> 34 . .231 



5^ 



<400> 968 

ggcggactgc ggcgcacttc cgtagaggtg gac atg gcg tgc ggc ttt cgc cgc 54 

Met Ala Cys Gly Phe Arg Arg 
1 5 

get att get tgc cag ctt tec aga gtg ttg aat ctt cca cca gaa aac 102 
Ala He Ala Cys Gin Leu Ser Arg Val Leu Asn Leu Pro Pro Glu Asn 

10 15 20 

ttg ate aca tea ata tct gca gtt cca att tec caa aaa gaa gaa gta 150 
Leu He Thr Ser He Ser Ala Val Pro He Ser Gin Lys Glu Glu Val 

25 30 35 

get gat ttt cag ctt tct gtg gat tct tta ttg gaa aaa gac aat gac 198 
Ala Asp Phe Gin Leu Ser Val Asp Ser Leu Leu Glu Lys Asp Asn Asp 
40 45 50 55 

cat tea aga cca gat att caa gtt caa gee aag ag 233 
His Ser Arg Pro Asp He Gin Val Gin Ala Lys 
60 65 



<210> 969 
<211> 589 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 80. .589 



<400> 969 

gagagaagcg agatttattc ctacgtaccg ggccgtgctg ettatggegg cgctggagag 60 
ggggcgctga gctgttggg atg age ttt gat cca aac ctt etc cac aac aat 112 

Met Ser Phe Asp Pro Asn Leu Leu His Asn Asn 
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# 













1 








5 










10 






gga cat 


aat 


ggg 


tac 


cct 


aat 


ggt 


act 


tea 


gca 


gca 


ctg 


cgt 


gaa 


act 




Gly His Asn Gly 


Tyr 


Pro 


Asn 


Gly Thr Ser 


Ala 


Ala 


Leu 


Arg 


Glu 


Thr 








15 










20 










25 








ggg gtt 


att 


gaa 


aaa 


ctg 


tta 


acc 


tct 


tac 


gga 


ttt 


att 


cag 


tgt 


tea 




Gly Val 


He 


Glu 


Lys 


Leu 


Leu 


Thr 


Ser 


Tyr 


Gly Phe 


He 


Gin 


Cys 


Ser 






30 










35 










40 








gaa cgt 


caa 


get 


aga 


ctt 


ttc 


ttc 


cac 


tgt 


tea 


cag 


tat 


aat 


ggc 


aac 




Glu Arg 


Gin 


Ala 


Arg 


Leu 


Phe 


Phe 


His 


Cys 


Ser 


Gin 


Tyr 


Asn 


Gly 


Asn 




45 










50 










55 










ctg caa 


gac 


tta 


aaa 


gta 


gga 


gat 


gat 


gtt 


gaa 


ttt 


gaa 


gta 


tea 


teg 




Leu Gin 


Asp 


Leu 


Lys 


Val 


Gly Asp Asp Val 


Glu 


Phe 


Glu 


Val 


Ser 


Ser 




60 








65 










70 










75 




gac cga 


egg 


act 


ggg 


aaa 


ccc 


att 


get 


gtt 


aaa 


ctg 


gtg 


aag 


ata 


aaa 




Asp Arg Arg Thr 


Gly 


Lys 


Pro 


He 


Ala 


Val 


Lys 


Leu 


Val 


Lys 


He 


Lys 










80 










85 








90 




caa gaa 


ate 


etc 


cct 


gaa 


gaa 


cga 


atg 


aat 


gga 


caa 


gaa 


gtg 


ttt 


tat 




Gin Glu 


He 


Leu 


Pro 


Glu 


Glu 


Arg 


Met 


Asn 


Gly Gin Glu 


Val 


Phe 


Tyr 








95 










100 










105 




y3 


ctg act 


tac 


ace 


cct 


gaa 


gat 


gtc 


gaa 


ggg 


aac 


gtt 


cak 


ytg 


gaa 


act 




Leu Thr 


Tyr 


Thr 


Pro 


Glu 


Asp 


Val 


Glu Gly 


Asn 


Val 


Xaa 


Leu 


Glu 


Thr 


y ! 




110 










115 










120 










gga gat 


aaa 


ata 


aac 


ttt 


gta 


att 


gat 


aac 


aat 


aaa 


cat 


act 


ggt 


get 




Gly Asp 


Lys 


He 


Asn 


Phe 


Val 


He 


Asp 


Asn 


Asn 


Lys 


His 


Thr Gly 


Ala 


.ft 


125 










130 










135 












gta agt 


get 


cgc 


aac 


att 


atg 


ctg 


ttg 


aaa 


aag 


aaa 


caa 


gee 


cgc 


tgt 


• ^ 


Val Ser 


Ala 


Arg 


Asn 


He 


Met 


Leu 


Leu 


Lys 


Lys 


Lys 


Gin 


Ala 


Arg 


Cys 




140 








145 










150 








155 


jSXt 


cag gga 


gta 


gtt 


tgt 


gee 


atg 


aag 


gag 


gca 


ttt 


ggc 


ttt 


att 


gaa 




fU 


Gin Gly Val 


Val 


Cys 


Ala 


Met 


Lys 


Glu 


Ala 


Phe 


Gly Phe 


He 


Glu 




S3 J 








160 










165 










170 





<210> 970 
<211> 976 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 467. .976 



160 



208 



256 



304 



352 



400 



448 



496 



544 



589 



<400> 970 

gagagaagcg agatttattc ctacgtaccg ggccgtgctg ettatggegg cgctggagag 60 

ggggcgctga gctgttgggt atgaagtgta acagaacaga ctttaccacc tgaaactget 12 0 

gcttcaagtt cagatcaggc aaggaacaaa cctcgtaaca actaacaaga ccaaagaaga 180 

gtacacttaa gttgaagaca caacacttga tctgaaacaa gaagtttgtg cctactcaac 240 

agctttgaaa gagcacttcc caacgctgct agtagtcttt gttttcttca gtgctgtact 300 

gtgagattgc ccggtacagc agcagttgta ttctttatta gcttggtaga tcattttctc 360 

tegctctttt ttttaatact agcaactttc atcctttgaa acgtgtgctg aaaaagaaga 42 0 

atcagcaaat actactgaaa gtgeaatatt tgagtatcac tgegag atg age ttt 475 

Met Ser Phe 

1 

gat cca aac ctt etc cac aac aat gga cat aat ggg tac cct aat ggt 523 



664 



* # 



Asp Pro Asn Leu Leu His Asn Asn Gly His Asn Gly Tyr Pro Asn Gly 

5 10 15 

act tea gca gca ctg cgt gaa act ggg gtt att gaa aaa ctg tta acc 571 
Thr Ser Ala Ala Leu Arg Glu Thr Gly Val He Glu Lys Leu Leu Thr 
20 25 30 35 

tct tac gga ttt att cag tgt tea gaa cgt caa get aga ctt ttc ttc 619 
Ser Tyr Gly Phe He Gin Cys Ser Glu Arg Gin Ala Arg Leu Phe Phe 

40 45 50 

cac tgt tea cag tat aat ggc aac ctg caa gac tta aaa gta gga gat 667 
His Cys Ser Gin Tyr Asn Gly Asn Leu Gin Asp Leu Lys Val Gly Asp 

55 60 65 

gat gtt gaa ttt gaa gta tea teg gac cga egg act ggg aaa ccc att 715 
Asp Val Glu Phe Glu Val Ser Ser Asp Arg Arg Thr Gly Lys Pro He 

70 75 80 

get gtt aaa ctg gtg aag ata aaa caa gaa ate etc cct gaa gaa cga 763 
Ala Val Lys Leu Val Lys He Lys Gin Glu He Leu Pro Glu Glu Arg 

85 90 95 

atg aat gga caa gaa gtg ttt tat ctg act tac acc cct gaa gat gtc 811 
„ Met Asn Gly Gin Glu Val Phe Tyr Leu Thr Tyr Thr Pro Glu Asp Val 
S 100 105 HO 115 

gaa ggg aac gtt cak ytg gaa act gga gat aaa ata aac ttt gta att 859 
yi Glu Gly Asn Val Xaa Leu Glu Thr Gly Asp Lys He Asn Phe Val He 
^[ 120 125 130 

Ly gat aac aat aaa cat act ggt get gta agt get cgc aac att atg ctg 907 
*D As P Asn Asn Lys His Thr Gly Ala Val Ser Ala Arg Asn He Met Leu 
43 135 140 145 

ttg aaa aag aaa caa gee cgc tgt cag gga gta gtt tgt gee atg aag 955 
Leu Lys Lys Lys Gin Ala Arg Cys Gin Gly Val Val Cys Ala Met Lys 
ft 150 155 160 

51 9ag gca ttt ggc ttt att gaa 976 
1^ Glu Ala Phe Gly Phe He Glu 
rtJ 165 170 

p <210> 971 

Q <211> 332 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 180 . .332 



<400> 971 

ataagegtea ccctcttttc agcactggaa gctgagggtt ttgacagegg caggccacat 60 
aggcaaggaa gctggtgcat gcagtgtctc tgggcaaggt tatgeaaace aaaaagaaga 120 
atgtacttca tctggttggg ctggattccc tctgataagc cttcccagtt gactgaaag 179 
atg agg eta ggc tct age aag ttg aag tea aac cag etc ctt caa gaa 227 
Met Arg Leu Gly Ser Ser Lys Leu Lys Ser Asn Gin Leu Leu Gin Glu 
15 10 15 

get ttg age aga atg aag tgg gga gga ccc age ttc cag ccc agg aag 2 75 

Ala Leu Ser Arg Met Lys Trp Gly Gly Pro Ser Phe Gin Pro Arg Lys 

20 25 30 

ccc act gta cct gga gec ate tgg gat aag act ttg acc cat gac tec 323 



665 



+ # 



Pro Thr Val Pro Gly Ala He Trp Asp Lys Thr Leu Thr His Asp Ser 

35 40 45 

cat ate cac 
His He His 
50 

<210> 972 
<211> 515 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30. .515 



sir 



<400> 972 

agggcggtgc gaggggcega gecgacaag atg ttc ttg ctg cct ctt ccg get 53 

Met Phe Leu Leu Pro Leu Pro Ala 
1 5 

gcg ggg cga gta gtc gtc cga cgt ctg gec gtg aga cgt ttc ggg age 101 
Ala Gly Arg Val Val Val Arg Arg Leu Ala Val Arg Arg Phe Gly Ser 
10 15 20 

MJ egg agt etc tec ace gca gac atg acg aag ggc ctt gtt tta gga ate 14 9 

*0 Arg Ser Leu Ser Thr Ala Asp Met Thr Lys Gly Leu Val Leu Gly He 
J3 25 30 35 40 

*S tat tcc aaa 9 aa aaa 9 aa gat gat gtg cca cag ttc aca agt gca gga 197 
s . Tyr Ser Lys Glu Lys Glu Asp Asp Val Pro Gin Phe Thr Ser Ala Gly 

O 45 50 55 

gag aat ttt gat aaa ttg tta get gga aag ctg aga gag act ttg aac 245 
^- Glu Asn Phe Asp Lys Leu Leu Ala Gly Lys Leu Arg Glu Thr Leu Asn 
60 65 70 

ata tct gga cca cct ctg aag gca ggg aag act cga acc ttt tat ggt 293 
He Ser Gly Pro Pro Leu Lys Ala Gly Lys Thr Arg Thr Phe Tyr Gly 

75 80 85 

ctg cat cag gac ttc ccc age gtg gtg eta gtt ggc etc ggc aaa aag 341 
Leu His Gin Asp Phe Pro Ser Val Val Leu Val Gly Leu Gly Lys Lys 

90 95 100 

gca get gga ate gac gaa cag gaa aac tgg cat gaa ggc aaa gaa aac 389 
Ala Ala Gly He Asp Glu Gin Glu Asn Trp His Glu Gly Lys Glu Asn 
!05 110 115 120 

ate aga get get gtt gca gcg rgg tgc agg cag att caa gac ctg gag 437 
He Arg Ala Ala Val Ala Ala Xaa Cys Arg Gin He Gin Asp Leu Glu 

125 130 135 

etc teg tct gtg gag gtg gat ccc tgt gga gac get cag get get gcg 485 
Leu Ser Ser Val Glu Val Asp Pro Cys Gly Asp Ala Gin Ala Ala Ala 

140 145 150 

gag gga gcg gtg ctt ggt etc tat gaa tac 515 
Glu Gly Ala Val Leu Gly Leu Tyr Glu Tyr 
155 160 

<210> 973 
<211> 461 
<212> DNA 



666 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 66 . .461 



<400> 973 

gtgacccact tccgttactt gctgcggagg accgtgggca gccagggtcg gtgaaggatc 60 
ccaaa atg get ggg cga aaa ctt get eta aaa acc att gac tgg gta get 110 
Met Ala Gly Arg Lys Leu Ala Leu Lys Thr He Asp Trp Val Ala 
1 5 10 15 

ttt gca gag ate ata ccc cag aac caa aag gee att get agt tec ctg 158 
Phe Ala Glu He He Pro Gin Asn Gin Lys Ala He Ala Ser Ser Leu 

20 25 30 

aaa tec tgg aat gag acc etc acc tec agg ttg get get tta cct gag 206 
Lys Ser Trp Asn Glu Thr Leu Thr Ser Arg Leu Ala Ala Leu Pro Glu 

35 40 45 

aat cca cca get ate gac tgg get tac tac aag gec aat gtg gee aag 254 
Asn Pro Pro Ala lie Asp Trp Ala Tyr Tyr Lys Ala Asn Val Ala Lys 

jJ] get ggc ttg gtg gat gac ttt gag aag aag ttt aat gcg ctg aag gtt 3 02 

H Ala Gly Leu Val Asp Asp Phe Glu Lys Lys Phe Asn Ala Leu Lys Val 
UJ 65 70 75 

*Q ccc gtg cca gag gat aaa tat act gec cag gtg gat gee gaa gaa aaa 350 
y<j Pro Val Pro Glu Asp Lys Tyr Thr Ala Gin Val Asp Ala Glu Glu Lys 
J3 80 85 90 95 

7 9 aa gat gtg aaa tct tgt get gag tgg gtg tct etc tea aag gee agg 3 98 

Glu Asp Val Lys Ser Cys Ala Glu Trp Val Ser Leu Ser Lys Ala Arg 

100 105 110 

att gta gaa tat gag aaa gag atg gag aag atg aag aac tta att cca 44 6 

He Val Glu Tyr Glu Lys Glu Met Glu Lys Met Lys Asn Leu He Pro 
* 115 120 125 

Q ttt gat cag atg acc 461 
p Phe Asp Gin Met Thr 
^ 13 0 



<210> 974 
<211> 557 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 181. .555 



<400> 974 

acctegggag ctggcggctg agetgecagg agcccagccc agctgaatcg ageggasegg 60 

tggagcaggg gccttgtggg tacccggttg ggcagggaga ggtgcggctc tgcgacggaa 12 0 

acaatcgcca gagatgeegg ggctagcett ccccaccagt agetgetget ggtggtgaca 180 

atg tea aat aac ggc eta gac att caa gac aaa ccc cca gec cct ccg 228 
Met Ser Asn Asn Gly Leu Asp He Gin Asp Lys Pro Pro Ala Pro Pro 
1 5 10 15 



667 



atg aga aat acc age act atg att gga gec ggc age aaa gat get gga 276 
Met Arg Asn Thr Ser Thr Met He Gly Ala Gly Ser Lys Asp Ala Gly 

20 25 30 

acc eta aac cat ggt tct aaa cct ctg cct cca aac cca gag gag ang 
Thr Leu Asn His Gly Ser Lys Pro Leu Pro Pro Asn Pro Glu Glu Xaa 

35 40 45 

aaa aag aag gac cga ttt tac cga tec att tta cct gga gat aar aca 
Lys Lys Lys Asp Arg Phe Tyr Arg Ser He Leu Pro Gly Asp Lys Thr 

50 55 60 

aat aaa aag aaa gag aaa gag egg cca gag att tct etc cct tea gat 
Asn Lys Lys Lys Glu Lys Glu Arg Pro Glu He Ser Leu Pro Ser Asp 
65 70 75 80 

ttt gaa cac aca att cat gtc ggt ttt gat get gtc aca ggg gag ttt 
Phe Glu His Thr He His Val Gly Phe Asp Ala Val Thr Gly Glu Phe 

85 90 95 

acg gga atg cca gag cag tgg gee cgc ttg ctt cag aca tea aat ate 
Thr Gly Met Pro Glu Gin Trp Ala Arg Leu Leu Gin Thr Ser Asn He 
100 105 110 

pi act aag teg gag cag aag aaa aac ccg cag ctg ttc tgg at 557 
Thr Lys Ser Glu Gin Lys Lys Asn Pro Gin Leu Phe Trp 



% H5 120 

<210> 975 
Ul <211> 492 
=|5 <212> DNA 
yg <213> Homo sapiens 



125 



<220> 
<221> CDS 
<222> 204 . .491 



324 



372 



420 



468 



516 



60 



4= <400> 975 

O aattttccta gaacagccag aacatttgtg gtctatttct ctgttagtgt ttaaccaacc 
O atctgttcta aaagaagggc tgaactgatg gaaggaatgc tgttagcctg agactcagga 12 0 
agacaacttc tgeagggtea ctccctggct tctggaggaa agagaaggag ggcagtgctc 180 
cagtggtaca gaagtgagac ata atg gaa tea ggc ttc acc tec aag gac acc 233 

Met Glu Ser Gly Phe Thr Ser Lys Asp Thr 
15 10 
tat eta age cat ttt aac cct egg gat tac eta gaa aaa tat tac aag 
Tyr Leu Ser His Phe Asn Pro Arg Asp Tyr Leu Glu Lys Tyr Tyr Lys 

15 20 25 

ttt ggt tct agg cac tct gca gaa age cag att ctt aag cac ctt ctg 
Phe Gly Ser Arg His Ser Ala Glu Ser Gin He Leu Lys His Leu Leu 

30 35 40 

aaa aat ctt ttc aag ata ttc tgc eta gac ggt gtg aag gga gac ctg 377 
Lys Asn Leu Phe Lys He Phe Cys Leu Asp Gly Val Lys Gly Asp Leu 

45 50 55 

ctg att gac ate ggc tct ggc ccc act ate tat cag etc etc tct get 425 
Leu lie Asp He Gly Ser Gly Pro Thr He Tyr Gin Leu Leu Ser Ala 

60 65 70 

tgt gaa tec ttt aag gag ate gtc gtc act gac tac tea gnc cag aac 473 
Cys Glu Ser Phe Lys Glu He Val Val Thr Asp Tyr Ser Xaa Gin Asn 
75 80 85 90 



281 



329 



668 



+ 0 



ctg cag gag ctg gag aaa g 492 
Leu Gin Glu Leu Glu Lys 
95 

<210> 976 
<211> 537 
<212> DNA 
<213> Homo sapiens 



<220> 
<221> CDS 
<222> 208 . . 537 



<400> 976 

ctctttcata catgacatga aacacagcct acgcacgaaa gtgactagga ggaaggatat 60 

tataaagtga tgcaaacaga aattccacca gcctccatgt atcatcatgt gtcataactc 120 

agtcaagctc agtgagcatt ctcagcacat tgcctcaaca gcttcaaggt gagccagctc 180 

13 aagactttgc tctccaccag gcagaag atg aca gac tgt gaa ttt gga tat att 234 
'% Met Thr Asp Cys Glu Phe Gly Tyr lie 

m 15 

tac agg ctg get cag gac tat ctg cag tgc gtc eta cag ata cca caa 282 
N; Tyr Arg Leu Ala Gin Asp Tyr Leu Gin Cys Val Leu Gin He Pro Gin 
UJ 10 15 20 25 

tfJ cct 99 a tea ggt cca age aaa acg tec aga gtg eta caa aat gtt gcg 33 0 

yg Pro Gly Ser Gly Pro Ser Lys Thr Ser Arg Val Leu Gin Asn Val Ala 
m 30 35 40 

g ttc tea gtc caa aaa gaa gtg gaa aag aat ctg aag tea tgc ttg gac 378 
m Phe Ser Val Gin Lys Glu Val Glu Lys Asn Leu Lys Ser Cys Leu Asp 
45 50 55 

aat gtt aat gtt gtg tec gta gac act gee aga aca eta ttc aac caa 426 
V Asn Val Asn Val Val Ser Val Asp Thr Ala Arg Thr Leu Phe Asn Gin 
4f 60 65 70 

U gtg atg gaa aag gag ttt gaa gac ggc ate att aac tgg gga aga att 4 74 

p Val Met Glu Lys Glu Phe Glu Asp Gly He He Asn Trp Gly Arg He 
75 80 85 

gta acc ata ttt gca ttt gaa ggt att etc ate aag aaa ctt eta cga 522 
Val Thr He Phe Ala Phe Glu Gly He Leu He Lys Lys Leu Leu Arg 
90 95 100 105 

cag caa att gee ccg 53 7 
Gin Gin He Ala Pro 
110 



<210> 977 
<211> 334 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. .333 



<400> 977 



669 



in 



ataattaagg ataaagctaa aggaaaaaag agtaaagctg ctgctaaagc tggatcttct 60 
aaataccagt ggggcatt atg aaa tec ctt ggc ctg tct gat gaa gag ata ill 

Met Lys Ser Leu Gly Leu Ser Asp Glu Glu lie 
15 10 
gta aaa ttt tct gaa gca gaa cat tgg ctt gat tat ttc ccg cca ctg 159 
Val Lys Phe Ser Glu Ala Glu His Trp Leu Asp Tyr Phe Pro Pro Leu 

15 20 25 

get att cag gat tta aaa aga atg ggt ttg aag gta gac tgg cgt cgt 207 
Ala lie Gin Asp Leu Lys Arg Met Gly Leu Lys Val Asp Trp Arg Arg 

30 35 40 

tec ttc ate ace act gat gtt aat cct tac tat gat tea ttt gtc aga 255 
Ser Phe He Thr Thr Asp Val Asn Pro Tyr Tyr Asp Ser Phe Val Arg 

45 50 55 

tgg caa ttt tta aca tta aga gaa aga aac aaa att aaa ttt ggg aag 3 03 

Trp Gin Phe Leu Thr Leu Arg Glu Arg Asn Lys He Lys Phe Gly Lys 
60 65 70 75 

egg tat aca att tac tct ccg aaa gat aga c 334 
Arg Tyr Thr He Tyr Ser Pro Lys Asp Arg 
80 85 

<210> 978 
<211> 535 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .535 



<400> 978 

aaaagggtga ctctttcctg tcccggcctg cgtggtgtgg gcttgtgggt ctttgagacc 60 
cgaaaattga gagegtttte gcactccags ggctgctcct ggcggctctg cggccgtcac 120 
c atg cca cag aat gaa tat att gaa tta cac cgt aaa cgc tat gga tac 169 
Met Pro Gin Asn Glu Tyr He Glu Leu His Arg Lys Arg Tyr Gly Tyr 
15 10 15 

cgt ttg gat tac cat gag aaa aag aga aag aag gaa agt cga gag get 217 
Arg Leu Asp Tyr His Glu Lys Lys Arg Lys Lys Glu Ser Arg Glu Ala 

20 25 30 

cat gaa cgt tea aag aag gca aag aaa atg att ggt ctg aag get aag 265 
His Glu Arg Ser Lys Lys Ala Lys Lys Met He Gly Leu Lys Ala Lys 

35 40 45 

ctt tac cat aaa cag cgt cat get gag aaa ata caa atg aaa aag act 313 
Leu Tyr His Lys Gin Arg His Ala Glu Lys He Gin Met Lys Lys Thr 

50 55 60 

ate aag atg cat gaa aag aga aac ace aaa caa aag aat gat gaa aag 361 
He Lys Met His Glu Lys Arg Asn Thr Lys Gin Lys Asn Asp Glu Lys 
65 70 75 80 

aca cca cag gga gca gta cct gec tat ctg ctg gac aga gag gga caa 409 
Thr Pro Gin Gly Ala Val Pro Ala Tyr Leu Leu Asp Arg Glu Gly Gin 

85 90 95 

tct cga get aaa gta ctt tec aat atg att aaa cag aaa aga aaa gag 457 
Ser Arg Ala Lys Val Leu Ser Asn Met He Lys Gin Lys Arg Lys Glu 
100 105 110 



670 



+ 0 



aag gcg gga aaa tgg gaa gtc cct ctg cct aaa gta cgt gcc cag gga 505 
Lys Ala Gly Lys Trp Glu Val Pro Leu Pro Lys Val Arg Ala Gin Gly 

115 120 125 

gaa aca gaa gta tta aaa gtt att cga aca 535 
Glu Thr Glu Val Leu Lys Val He Arg Thr 
130 135 

<210> 979 
<211> 648 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 377. .646 



Hi 



<400> 979 

g agaaaggcgg aaccagtgtc ccaggcgttc tcacgcccgc aacaattcct gagtagggcc 60 
jj, ttgcttgagt tcttcggaaa gtctcatcca cccccacatc gcctctttag gaagtcactt 120 
~" aatgttgggc ttcattattc ccacatccct ttccttacta cttgcctgca cttcttgaga 180 
aaaagactgc agaaaggaga ggtggggctt tcagtagaaa caagcaaacc gcagtccctg 24 0 
f! tggggggact ctccaggaag aagggtaatt tcctgcctcc ttaaattggc tgctactgtc 3 00 
UJ agtkattttg ctcccaaccc cagagcttca cttgctcntt cacttcccag ttccgcaaga 360 
*0 accgtgggcg acagtt atg gag aag cgt ctg cag gag get cag ctg tac aag 412 

Met Glu L ys Arg Leu Gin Glu Ala Gin Leu Tyr Lys 
<£ 1 5 10 

3 gag gaa ggg aac cag cgc tac egg gaa ggg aag tac cga gat get gtg 4 60 

^ Glu Glu Gly Asn Gin Arg Tyr Arg Glu Gly Lys Tyr Arg Asp Ala Val 
51 15 20 25 

agt agg tac cat cga get ctg ctt cag ctg egg ggt ctg gat ccg agt 508 
Ser Arg Tyr His Arg Ala Leu Leu Gin Leu Arg Gly Leu Asp Pro Ser 
£ 30 35 40 

y ctg ccc tct ccg tta cct aat etc gga cct cag ggc ccg gcc etc acg 556 
Q Leu Pro Ser Pro Leu Pro Asn Leu Gly Pro Gin Gly Pro Ala Leu Thr 
45 50 55 60 

cct gaa caa gaa aac ata ttg cat acc ace cag aca gac tgc tat aac 604 
Pro Glu Gin Glu Asn He Leu His Thr Thr Gin Thr Asp Cys Tyr Asn 

65 70 75 

aat eta get get tgt etc ctt cag atg gag ccc gtg aac tac ga 648 
Asn Leu Ala Ala Cys Leu Leu Gin Met Glu Pro Val Asn Tyr 
80 85 90 

<210> 980 
<211> 372 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .372 



<400> 980 



671 



+ 0 



60 



Ul 85 



III 



agcatgcgcg ccggcgacca cgcctaaata gccgcagcct ctgcgcgtcg ccctccacgg ou 
ttaccccggc tctccgcccc tccttctcgc ggcgctcgag ggacc atg gcc gat cct 117 

Met Ala Asp Pro 

1 

cgc gtg aga cag ate aag ate aag acc ggc gtg gtg aag egg ttg gtc 165 

Arg Val Arg Gin He Lys He Lys Thr Gly Val Val Lys Arg Leu Val 

5 10 15 20 

aaa gaa aaa gtg atg tat gaa aaa gag gca aaa caa caa gaa gaa aag 213 

Lys Glu Lys Val Met Tyr Glu Lys Glu Ala Lys Gin Gin Glu Glu Lys 

25 30 35 

att gaa aaa atg aga get gaa gac ggt gaa aat tat gac att ama aag 261 
He Glu Lys Met Arg Ala Glu Asp Gly Glu Asn Tyr Asp He Xaa Lys 

40 45 50 

cag gca gag agg tea eta cct tea gcc cac acc tec aca ccc gca tct 
Gin Ala Glu Arg Ser Leu Pro Ser Ala His Thr Ser Thr Pro Ala Ser 

55 60 65 

gcc tec cca atg get gtc agt teg gta aag tea mcc tct cct tct act 357 
Ala Ser Pro Met Ala Val Ser Ser Val Lys Ser Xaa Ser Pro Ser Thr 

70 75 80 

ctg gta tta cca cga 372 
Leu Val Leu Pro Arg 



<210> 981 
<211> 405 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110. .403 



309 



O <400> 981 

Q acaccggtac ttaagegegg accggcgtgt ccttggactt agagagtggg gacgtccggc 60 
tteggagegg gagtgttcgt tgtgccagcg actaaaaaga gaattaaat atg ggt gat 118 

Met Gly Asp 
1 

gtt gag aaa ggc aag aag att ttt att atg aag tgt tec cag tgc cac 166 
Val Glu Lys Gly Lys Lys He Phe He Met Lys Cys Ser Gin Cys His 

5 10 15 

acc gtt gaa aag gga ggc aag cac aag act ggg cca aat etc cat ggt 214 
Thr Val Glu Lys Gly Gly Lys His Lys Thr Gly Pro Asn Leu His Gly 
20 25 30 35 

etc ttt ggg egg aag aca ggt cag gcc cct gga tac tct tac aca gcc 262 
Leu Phe Gly Arg Lys Thr Gly Gin Ala Pro Gly Tyr Ser Tyr Thr Ala 

40 45 50 

gcc aat aag aac aaa ggc ate ate tgg gga gag gat aca ctg atg gag 310 
Ala Asn Lys Asn Lys Gly He He Trp Gly Glu Asp Thr Leu Met Glu 

55 60 65 

tat ttg gag aat ccc aag aag tac ate cct gga aca aaa atg ate ttt 358 
Tyr Leu Glu Asn Pro Lys Lys Tyr He Pro Gly Thr Lys Met lie Phe 

70 75 80 

gtc ggc att aag aag aag gaa gaa agg gca gac tta ata get tat ct 405 



672 



* # 



Val Gly He Lys Lys Lys Glu Glu Arg Ala Asp Leu He Ala Tyr 
85 90 95 

<210> 982 
<211> 466 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36 . .464 



<400> 982 

cttgctattt gaatagcctt ttgcaaacac ttttt atg act cct gaa ttt agg 53 

Met Thr Pro Glu Phe Arg 
1 5 

aat gca tta tat aag tgg gaa ttt gaa gaa tct gaa gaa gat cca gtg 101 
Asn Ala Leu Tyr Lys Trp Glu Phe Glu Glu Ser Glu Glu Asp Pro Val 
10 15 20 

?*? aca a gt att cca tac caa ctt caa agg ctt ttt gtt ttg tta caa acc 14 9 

41! Thr Ser He Pro Tyr Gin Leu Gin Arg Leu Phe Val Leu Leu Gin Thr 

25 30 35 

U age aaa aag aga gca att gaa acc aca gat gtt aca agg age ttt gga 197 
.fj Ser Lys Lys Arg Ala He Glu Thr Thr Asp Val Thr Arg Ser Phe Gly 
*Q 40 45 50 

b|j t9g gat agt agt gag get tgg cag cag cat gat gta caa gaa eta tgc 245 
J" Trp Asp Ser Ser Glu Ala Trp Gin Gin His Asp Val Gin Glu Leu Cys 
i*% 55 60 65 70 

aga gtc atg ttt gat get ttg gaa cag aaa tgg aag caa aca gaa cag 2 93 

^ Arg Val Met Phe Asp Ala Leu Glu Gin Lys Trp Lys Gin Thr Glu Gin 
'jf 75 80 85 

4» get gat ctt ata aat gag eta tat caa ggc aag ctg aag gac tac gtg 341 
Q Ala Asp Leu He Asn Glu Leu Tyr Gin Gly Lys Leu Lys Asp Tyr Val 
O 90 95 100 

aga tgt ctg gaa tgt ggt tat gag ggc tgg cga ate gac aca tat ctt 389 

Arg Cys Leu Glu Cys Gly Tyr Glu Gly Trp Arg He Asp Thr Tyr Leu 
105 110 115 

gat att cca ttg gtc ate cga cct tat ggg tec age caa gca ttt get 437 

Asp He Pro Leu Val He Arg Pro Tyr Gly Ser Ser Gin Ala Phe Ala 
120 125 130 

agt gtg gaa gaa gca ttg cat gca ttt at 466 

Ser Val Glu Glu Ala Leu His Ala Phe 

135 140 

<210> 983 
<211> 532 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 300. .530 



673 



<400> 983 

ttcatttccg ctagaaggct tggatcttca gccatttctt gctaaggata gtccagctca 60 
aattgtgaca tatgatcttc tgtcagtcat ttgccatcat ggaactgcaa gtagtggaca 120 
ctatataagc ctactgccga aacaatctaa ataatctctg gtatgaattt gatkatcaga 180 
gtgtcactga agtttcagaa tctactgtac aaaatgcaga agcttacgtt cttttctata 240 
ggaagagcag cgaagaggca caaaaagaga ggagaaggat atcaaattta ttgaacata 2 99 

atg gaa cca age etc ctt cag ttt tat att tct cga cag tgg ctt aat 347 
Met Glu Pro Ser Leu Leu Gin Phe Tyr He Ser Arg Gin Trp Leu Asn 
1 5 10 15 

aaa ttt aag acc ttt gec gaa cct ggc cct att tea aay aat gac ttt 395 
Lys Phe Lys Thr Phe Ala Glu Pro Gly Pro He Ser Asn Asn Asp Phe 

20 25 30 

ctt tgt att cat gga ggt gtt cct cca aga aaa get ggt tat att gaa 443 
Leu Cys He His Gly Gly Val Pro Pro Arg Lys Ala Gly Tyr He Glu 

35 40 45 

gac ctg gtt ttg atg ctg cct cag aac att tgg gat aac eta tat age 491 
Asp Leu Val Leu Met Leu Pro Gin Asn He Trp Asp Asn Leu Tyr Ser 

50 55 60 

agg tat ggt gga gga cca get gtc acc ate tgt aca ttt gt 532 
Arg Tyr Gly Gly Gly Pro Ala Val Thr He Cys Thr Phe 



70 75 



yJ <210> 984 

<211> 270 

<212> DNA 

,n <213> Homo sapiens 

^ <220> 

^ <221> CDS 

<222> 66. .269 



<400> 984 

tgtgatctgg agccaccttc tgtttctaac catcagtttc cttccctgaa aatggggaag 60 
tgggg atg ata att ctt att ctg cct cac tgc agg gta gtc aaa aag age 110 
Met He He Leu He Leu Pro His Cys Arg Val Val Lys Lys Ser 
1 5 10 15 

gta att agt gag ccc cag ggc ctt ttg tat atg gat tgg ggg aga agg 158 
Val He Ser Glu Pro Gin Gly Leu Leu Tyr Met Asp Trp Gly Arg Arg 

20 25 30 

get acc ate ttt tec att gee agg gag ctg ccc tgt ctg tct cca agg 206 
Ala Thr He Phe Ser He Ala Arg Glu Leu Pro Cys Leu Ser Pro Arg 

35 40 45 

aat cca gec acg aga cag agt acc cac agg cca ggc cct ggg ctg aaa 254 
Asn Pro Ala Thr Arg Gin Ser Thr His Arg Pro Gly Pro Gly Leu Lys 

50 55 60 

ttt cca cca cac cca g 
Phe Pro Pro His Pro 
65 



270 



<210> 985 
<211> 489 
<212> DNA 



674 



+ 0 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 82 . .489 



<400> 985 

agccccggcc ccgccccgcg agcgccggga cttgttggcc gcggagactg cgaccctctt 60 
ctctcagtct gccttactac c atg ccg etc tac gag ggc ctg ggg age ggc in 

Met Pro Leu Tyr Glu Gly Leu Gly Ser Gly 
15 10 
ggg gag aag acg gcg gtc gtg ate gac ctg gga gag gec ttt ace aag 159 
Gly Glu Lys Thr Ala Val Val He Asp Leu Gly Glu Ala Phe Thr Lys 

15 20 25 

tgt gga ttt get gga gaa act ggt cca aga tgt ata att cct agt gtg 207 
Cys Gly Phe Ala Gly Glu Thr Gly Pro Arg Cys He He Pro Ser Val 
30 35 40 

^ ata aaa aga get ggg atg cct aag cct gtc aga gtt gtt cag tat aat 255 
He Lys Arg Ala Gly Met Pro Lys Pro Val Arg Val Val Gin Tyr Asn 
45 50 55 

yl ate aat aca gaa gaa ttn kat tec tac eta aag gaa ttc ate cac ata 303 
H He Asn Thr Glu Glu Xaa Xaa Ser Tyr Leu Lys Glu Phe He His He 
hi 60 65 70 

*0 cta tat ttc agg cat eta ttg gtg aat ccc aga gac cgc cga gtt gtg 351 
.jj Leu Tyr Phe Arg His Leu Leu Val Asn Pro Arg Asp Arg Arg Val Val 
syp 75 80 85 90 

att ate gaa teg gta tta tgt cct tct cac ttc aga gag aca etc act 399 
q Ile Iie Glu Ser Val Leu Cys Pro Ser His Phe Arg Glu Thr Leu Thr 
St 95 100 105 

cgt gtt ctt ttc aaa tat ttt gag gtt cca tct gtc ttg ctt get cca 447 
IU Arg Val Leu Phe Lys Tyr Phe Glu Val Pro Ser Val Leu Leu Ala Pro 
J 110 115 120 

O agt cat cta atg get ctt ctg acg ctt gga att aat tct gee 489 
p Ser His Leu Met Ala Leu Leu Thr Leu Gly Ile Asn Ser Ala 
125 130 135 

<210> 986 
<211> 414 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 238. .414 



<400> 986 

tcccctcagg aagtaaagtc cactagcagg agggectaaa tegtctgage cctccttggc 60 

tcttacaatg ctcacttgtt ttcacaatgc agcaaaatga aatgecttag aaaaagagta 12 0 

acattccaga aaacggtgta atttattttt cttccttaat tgccccatct gtggaggatt 180 

tetttgetga acmncnacat caaagggatc ttctgcattt aaaatagaag aggcatc 237 

atg ctg aag agg gag ggg aag gtc caa cct tac act aaa ace ctg gat 285 
Met Leu Lys Arg Glu Gly Lys Val Gin Pro Tyr Thr Lys Thr Leu Asp 



675 



«f» • 



: 4I : - 



1 5 10 15 

gga gga tgg gga tgg atg att gtg att cat ttt ttc ctg gtc ccc tgg 333 

Gly Gly Trp Gly Trp Met lie Val He His Phe Phe Leu Val Pro Trp 

20 25 30 

ttg eta tta ttt gtg aca tac ttg gag aga aaa eta cct cat tct tgg 381 
Leu Leu Leu Phe Val Thr Tyr Leu Glu Arg Lys Leu Pro His Ser Trp 

35 40 45 

ggc ttt tgt kgt wac tgg tgg ata tct gat cag 414 
Gly Phe Cys Xaa Xaa Trp Trp He Ser Asp Gin 
50 55 

<210> 987 
<211> 366 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .364 



<400> 987 

H aaaaaagata aaatttgaaa tctggttagg ctggtgtggc aggcctcccc agaggactgg 60 
% s ggagctggtg agggectgag cagtccacac tggecagage tgggtgggtt gcaggtgg 118 
*0 atg gac ccc ggg cag cac agt cct ggg cac cat gec ctg ttt gtg agg 166 
=fl Met Asp Pro Gly Gin His Ser Pro Gly His His Ala Leu Phe Val Arg 
*8 1 5 10 15 

s act gtt aga gec cca gat ggg cgt tec cca ggt ggt ggg tgc age ggg 214 
Q Thr Val Ar 9 Ala Pro As P G1 Y Ar 9 Ser Pr o Gly Gly Gly Cys Ser Gly 
m 20 25 30 

IT, ccc aga gee cag ttt tac agg gat agt agt aat tgg gtt ggg cac ctt 262 
Pro Arg Ala Gin Phe Tyr Arg Asp Ser Ser Asn Trp Val Gly His Leu 

35 40 45 

gaa cct etc tec cga gtg ggc cct ttt ctg gac ttt aac cct etc tgc 310 
Glu Pro Leu Ser Arg Val Gly Pro Phe Leu Asp Phe Asn Pro Leu Cys 

50 55 60 

agt gee gca tgg aga cag cag age ctg ggg gtg gat ggg aga ggg get 358 
Ser Ala Ala Trp Arg Gin Gin Ser Leu Gly Val Asp Gly Arg Gly Ala 
6 5 70 75 80 

get gag ga 366 
Ala Glu 

<210> 988 
<211> 393 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 181. .393 



<400> 988 

agttctaggt gaatccacag tgtgtggatc tgggttagac ctgtgctccc catgctgcgc 60 



676 



+ 0 



tgtgtctggg actggtctgc atcgggaggc tctggtggcw mgccttgagt agtggaactc 120 

tctagggtat aaggtgctgg gaaatcccaa agagctctat taccaggttt taaattcgcc 180 

atg ate gtg tct tct gca etc atg ata tgg aaa ggc ttg ate gtg etc 228 

Met He Val Ser Ser Ala Leu Met He Trp Lys Gly Leu He Val Leu 

1 5 10 15 

aca ggc agt gag age ccc ate gtg gtg gtg ctg agt ggc agt atg gag 276 

Thr Gly Ser Glu Ser Pro He Val Val Val Leu Ser Gly Ser Met Glu 

20 25 30 

ccg gec ttt cac aga gga gac etc ctg ttc etc aca aat ttc egg gaa 324 
Pro Ala Phe His Arg Gly Asp Leu Leu Phe Leu Thr Asn Phe Arg Glu 

35 40 45 

gac cca ate aga get ggt gaa ata gtt gtt ttt aag ttg aag acg aga 372 
Asp Pro He Arg' Ala Gly Glu He Val Val Phe Lys Leu Lys Thr Arg 

50 55 60 

cat tec aat agt tea cag agt 393 
His Ser Asn Ser Ser Gin Ser 
65 70 

^ <210> 989 
<211> 257 
^ <212> DNA 
ft <213> Homo sapiens 

yj <220> 

sQ <221> CDS 

•J% <222> 36 . .257 

■saar 
. f% 

% <400> 989 

^ aaaaagatat gtccaaatcc taaccctggg aacct atg aaa ate eta ace ctg 53 
L~| Met Lys He Leu Thr Leu 

1 5 

gga ace tat gaa ggt att tec tta ttt ggt gtg ttt tgt ttt ggt ttg 101 
Gly Thr Tyr Glu Gly He Ser Leu Phe Gly Val Phe Cys Phe Gly Leu 

10 15 20 

gtt tgg ttt ggt ttg ttt gat aca gag tct tgc tct gtc gee cag get 149 
Val Trp Phe Gly Leu Phe Asp Thr Glu Ser Cys Ser Val Ala Gin Ala 

25 30 35 

99 a gtg cag tgg tgt gat etc ggc tea ctg caa cct ctg cct ccg ggt 197 
Gly Val Gin Trp Cys Asp Leu Gly Ser Leu Gin Pro Leu Pro Pro Gly 

40 45 50 

tea age gat tgt cct gee tea gee tec cag gta get ggg att acg ggc 245 
Ser Ser Asp Cys Pro Ala Ser Ala Ser Gin Val Ala Gly He Thr Gly 
55 60 65 70 

acg cgc cac cac 257 
Thr Arg His His 

<210> 990 

<211> 479 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



677 



«f» ♦ 



<222> 185 . .478 



<400> 990 

agcgcttagr gagctcggtg gaagctgcta aaggcggagg cggggctctg gcgagttctc 60 
cttccacctt cccccaccct tctctgccaa ccgctgtttc agcccctagc tggattccag 120 
ccattgctgc agctgctcca cagccctttt caggacccaa acaaccgcag ccgctgttcc 180 
cagg atg gtg ate cgt gta tat att gca tct tec tct ggc tct aca gcg 22 9 

Met Val lie Arg Val Tyr lie Ala Ser Ser Ser Gly Ser Thr Ala 
15 10 15 

att aag aag aaa caa caa gat gtg ctt ggt ttc eta gaa gee aac aaa 277 
lie Lys Lys Lys Gin Gin Asp Val Leu Gly Phe Leu Glu Ala Asn Lys 

20 25 30 

ata gga ttt gaa gaa aaa gat att gca gee aat gaa gag aat egg aag 325 
He Gly Phe Glu Glu Lys Asp He Ala Ala Asn Glu Glu Asn Arg Lys 

35 40 45 

tgg atg aga gaa aat gta cct gaa aat agt cga cca gec aca ggt tac 373 
Trp Met Arg Glu Asn Val Pro Glu Asn Ser Arg Pro Ala Thr Gly Tyr 

50 55 60 

ccc ctg cca cct cag att ttc aat gaa age cag tat cgc ggg gac tat 421 
Pro Leu Pro Pro Gin He Phe Asn Glu Ser Gin Tyr Arg Gly Asp Tyr 
65 70 75 

H> gat gec ttc ttt gaa gec aga gaa aat aat gca gtg tat gee ttc tta 469 
yj Asp Ala Phe Phe Glu Ala Arg Glu Asn Asn Ala Val Tyr Ala Phe Leu 
^0 80 85 90 95 

hjj ggc ttg acg g 479 
.jj Gly Leu Thr 

<210> 991 

)j{ <211> 286 

y <212> DNA 

IU <213> Homo sapiens 

Q <220> 

p <221> CDS 

<222> 118. .285 



a: | 



<400> 991 

gacagtgacc eggaagtaga agtggccctt gcaggcaaga gtgctggagg geggcagegg 60 
cgaccggagc ggtaggagca gcaatttatc cgtgtgcagc cccaaactgg aaagaag 117 
atg eta att aaa gtg aag acg ctg ace gga aag gag att gag att gac 165 
Met Leu He Lys Val Lys Thr Leu Thr Gly Lys Glu He Glu He Asp 
15 10 15 

att gaa cct aca gac aag gtg gag cga ate aag gag cgt gtg gag gag 213 
He Glu Pro Thr Asp Lys Val Glu Arg He Lys Glu Arg Val Glu Glu 

20 25 30 

aaa gag gga ate ccc cca caa cag cag agg etc ate tac agt ggc aag 261 
Lys Glu Gly He Pro Pro Gin Gin Gin Arg Leu He Tyr Ser Gly Lys 

35 40 45 

cag atg aat gat gag aag aca gca g 286 
Gin Met Asn Asp Glu Lys Thr Ala 
50 55 



678 



<210> 992 
<211> 471 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .471 



<400> 992 

ttcctctcgg tcccatattg aactcgagtt ggaagaggcg agtccggtct caaa atg 57 

Met 
1 

gag ggc cat gat cca aag gaa cca gag cag ttg aga aaa ctg ttt att 105 
Glu Gly His Asp Pro Lys Glu Pro Glu Gin Leu Arg Lys Leu Phe He 

5 10 15 

ggt ggt ctg age ttt gaa act aca gat gat agt tta cga gaa cat ttt 153 

n Gly Gly Leu Ser Phe Glu Thr Thr Asp Asp Ser Leu Arg Glu His Phe 

J 2 ° 25 30 

^ gag aaa tgg ggc aca etc aca gat tgt gtg gta atg aga gac ccc caa 2 01 

'?} Glu Lys Trp Gly Thr Leu Thr Asp Cys Val Val Met Arg Asp Pro Gin 

35 40 45 

m aca aaa cgt tec agg ggc ttt ggt ttt gtg act tat tct tgt gtt gaa 24 9 

J3 Thr Lys Arg Ser Arg Gly Phe Gly Phe Val Thr Tyr Ser Cys Val Glu 

50 55 60 65 

%0 9^g gtg gat gca gca atg tgt get cga cca cac aag gtt gat ggg cgt 297 
3 Glu Val Asp Ala Ala Met Cys Ala Arg Pro His Lys Val Asp Gly Arg 

H 70 75 80 

»j gta gtg gaa cca aag aga get gtt tct aga gag gat tct gta aag cct 345 
Val Val Glu Pro Lys Arg Ala Val Ser Arg Glu Asp Ser Val Lys Pro 

85 90 95 

ggt gee cat mta aca gtg aag aaa att ttt gtt ggt ggt att aaa gaa 393 
Gly Ala His Xaa Thr Val Lys Lys He Phe Val Gly Gly He Lys Glu 

100 105 110 

gat aca gaa gaa tat aat ttg aga gac tac ttt gaa aag tat ggc aag 441 
Asp Thr Glu Glu Tyr Asn Leu Arg Asp Tyr Phe Glu Lys Tyr Gly Lys 

115 120 125 

att gaw ace ata gaa gtt atg gaa gac agg 471 
He Xaa Thr He Glu Val Met Glu Asp Arg 
130 135 

<210> 993 
<211> 537 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 55 . .537 

<400> 993 

ttcctctcgg tcccatattg aactcgagtt ggaagaggcg agtccggtct caaa atg 57 



m 
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Met 





gag 


gta 


aaa 


ccg 


ccg 


ccc 


ggt 


cgc 


ccc 


cag 


ccc 


gac tec 


ggc 


cgt 


i 

cgc 


105 




Glu 


Val 


Lys 


Pro 


Pro 


Pro 


Gly Arg 


Pro 


Gin 


Pro Asp Ser Gly 


Arg 

ZJ 


Arq 












5 










10 








15 










cgt 


cgc 


cgc 


egg 


ggg 


g a g 


gag 


ggc 


cat 


gat 


cca 


aag gaa 


cca 


qaq 


cag 


153 




Arg 


Arg 


Arg 


Arg 


Gly 


Glu 


Glu 


Gly 


His 


Asp 


Pro 


Lys Glu 


Pro 


Glu 


Gin 










20 










25 








30 












ttg 


aga 


aaa 


ctg 


ttt 


att 


ggt 


ggt 


ctg 


age 


ttt 


gaa act 


aca 


aat 


qat 


201 




Leu 


Arg 


Lys 


Leu 


Phe 


He 


Gly Gly 


Leu 


Ser 


Phe 


Glu Thr 


Thr 


Asp 


Asp 








35 










40 










45 








agt 


tta 


cga 


gaa 


cat 


ttt 


gag 


aaa 


tgg 


ggc 


aca 


etc aca 


gat 


tqt 

^zj 


Qtq 

z) *~Z3 


24 9 




Ser 


Leu 


Arg 


Glu 


His 


Phe 


Glu 


Lys 


Trp Gly Thr Leu Thr Asp 


Cys 


Val 






50 










55 










60 






65 






gta 


atg 


aga 


gac 


ccc 


caa 


aca 


aaa 


cgt 


tec 


agg 


ggc ttt 


ggt 


ttt 


ata 


2 97 




Val 


Met 


Arg 


Asp 


Pro 


Gin 


Thr 


Lys 


Arg 


Ser 


Arg Gly Phe 


Gly 


Phe 


Val 














70 










75 








80 








act 


tat 


tct 


tgt 


gtt 


gaa 


gag 


Qtq 


gat 


gca 


gca 


atg tgt 


get 


cga 


cca 


345 


s 

■sasf 


Thr 


Tyr 


Ser 


Cys 


Val 


Glu 


Glu 


Val 


Asp Ala Ala Met Cys 


Ala 


Arg 


Pro 












85 










90 








95 






m 


cac 


aag 


gtt 


gat 


ggg 


cgt 


gta 


gtg 


gna 


cca 


aag 


aga get 


gnt 


tct 


nga 


393 




TJ -! 

rtlS 


Lys 


Val 


Asp 


Gly 


Arg 


Val 


Val 


Xaa 


Pro 


Lys Arg Ala Xaa 


Ser 


Xaa 










100 










105 








110 












gag 


grt 


tct 


gta 


aag 


cct 


gnt 


gec 


cat 


eta 


aca 


gtg aag 


aaa 


a L L 


1- +- *- 


A A 1 




Glu 


Xaa 


Ser 


Val 


Lys 


Pro 


Xaa 


Ala 


His 


Leu 


Thr 


Val Lys 


Lys 


Tl 
X1C 










115 










120 










125 










gtt 


ggt 


ggt 


att 


aaa 


gaa 


gat 


aca 


gaa 


gaa 


tat 


aat ttg 


aga 


gac 


tac 


489 




Val 


Gly 


Gly 


lie 


Lys 


Glu 


Asp 


Thr 


Glu 


Glu 


Tyr 


Asn Leu 


Arg 


Asp 


Tyr 






130 










135 










140 










ry 


ttt 


gaa 


aag 


tat 


ggc 


aag 


att 


gaw 


acc 


ata 


gaa 


gtt atg 


gaa 


gac 


agg 


537 


- : s 
li xf 


Phe 


Glu 


Lys 


Tyr 


Gly 


Lys 


He 


Xaa 


Thr 


He 


Glu 


Val Met 


Glu 


Asp 


Arg 




*= 










150 










155 








160 






<210> 994 






























<211> 358 






























<212> DNA 






























<213> Homo sapiens 


























<220> 
































<221> CDS 






























<222> 6£ 


. .358 




























<400 


> 994 






























acagaaccgg aagcagcgtg tagttctctt 


cccttttgcg 


gccatcaccg aagegggage 


60 




gnccaaa 


atg 


aag 


ttt 


aat 


ccc 


ttt 


gtg 


act 


tec 


gac cga 


age 


aag 


aat 


109 








Met 
1 


Lys 


Phe 


Asn 


Pro 
5 


Phe 


Val 


Thr 


Ser 


Asp Arg 
10 


Ser 


L ys 


Asn 






cgc 


aaa 


agg 


cat 


ttc 


aat 


gca 


cct 


tec 


cac 


att 


cga agg 


aag 


att 


atg 


157 




Arg 


Lys 


Arg 


His 


Phe 


Asn 


Ala 


Pro 


Ser 


His 


He 


Arg Arg 


Lys 


He 


Met 






15 










20 










25 




30 






tct 


tec 


cct 


ctt 


tec 


aaa 


gag 


ctg 


aga 


cag 


aag 


tac aac 


gtg 


cga 


tec 


205 




Ser 


Ser 


Pro 


Leu 


Ser 


Lys 


Glu 


Leu 


Arg 


Gin 


Lys 


Tyr Asn 


Val 


Arg 


Ser 





35 40 45 



680 



* 0 



duy 


ccc ace 


cga 




Pro lie 


Arg 






50 


aaa 


ggt cag 


caa 


Lys 


Gly Gin 


Gin 




65 




gtt 


ate tac 


att 


Val 


lie Tyr 


He 




80 




agg 


ccc gga 




Arg 


Pro Gly 




95 







aag gat gat gaa gtt cag gtt gta cgt gga cac tat 253 
Lys Asp Asp Glu Val Gin Val Val Arg Gly His Tyr 

55 60 
att ggc aaa gta gtc cag gtt tac agg aag aaa tat 301 
He Gly Lys Val Val Gin Val Tyr Arg Lys Lys Tyr 

70 75 
gaa mgg gyg cag mgg gma rmg ggc ttg ggc age atg 34 9 

Glu Arg Xaa Gin Arg Xaa Xaa Gly Leu Gly Ser Met 
85 90 

358 



<210> 995 
<211> 309 
<212> DNA 

<213> Homo sapiens 



<220> 
O <221> CDS 

%fj <222> 9. .308 

- vs. 
r. H 

\ A <400> 995 

J accatggg atg tac tct gag cgc aga gga gag age cgc cct cga gcg gas 50 
% Met Tyr Ser Glu Arg Arg Gly Glu Ser Arg Pro Arg Ala Xaa 









1 








5 










10 












aag 


gcg 


att 


gag 


aaa 


aac 


etc 


aaa 


gag 


gat 


ggc 


ats age 


gee 


gee 


aaa 


98 




Lys 


Ala 


He 


Glu 


Lys 


Asn 


Leu 


Lys 


Glu 


Asp 


Gly 


Xaa Ser 


Ala 


Ala 


Lys 






15 










20 










25 








30 




fli 


gac 


gtg 


aaa 


tta 


etc 


ctg 


etc 


ggg 


get 


gga 


gaa 


tea gga 


aaa 


age 


ace 


146 


^3 : 

iy 


Asp 


Val 


Lys 


Leu 


Leu 


Leu 


Leu 


Gly Ala 


Gly 


Glu 


Ser Gly Lys 


Ser 


Thr 














35 










40 








45 






XStS. 
%J 


att 


gtg 


aag 


cag 


atg 


aag 


ate 


ate 


cat 


gaa 


gat 


ggc ttc 


tec 


gga 


gaa 


194 


He 


Val 


Lys 


Gin 


Met 


Lys 


He 


He 


His 


Glu 


Asp 


Gly Phe 


Ser 


Gly Glu 












50 










55 








60 










gac 


gtg 


aaa 


cag 


tac 


aag 


cct 


gtt 


gtc 


tac 


age 


aac act 


ate 


cag 


tec 


242 




Asp 


Val 


Lys 
65 


Gin 


Tyr 


Lys 


Pro 


Val 
70 


Val 


Tyr 


Ser 


Asn Thr 
75 


He 


Gin 


Ser 






ctg 


gca 


gec 


ate 


gtc 


egg 


gee 


atg 


gac 


act 


ttg 


ggc ate 


gaa 


tat 


ggt 


290 




Leu 


Ala 


Ala 


He 


Val 


Arg 


Ala 


Met 


Asp 


Thr 


Leu 


Gly He 


Glu 


Tyr 


Gly 








80 










85 










90 








gat 


aag 


gag 


aga 


aag 


get 


9 


















309 




Asp 


Lys 


Glu 


Arg 


Lys 


Ala 
























95 










100 























<210> 996 
<211> 454 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 186. .452 



681 



* 0 



<400> 996 

atccggttct tctgggcgct aagggarctg acggagaggg ccaccgccca gcaatagacg 60 
gtgcctcagc ctgcygagcc gcagtttccg tggtgtgagt gagtccgggc ccgtgtcccc 12 0 
tctcccgccg ccgccatggg ctgcacgttg agcgccgaag acaaggcggc agtggagcga 180 
acaag atg ate gac cgc aac tta egg gag gac ggg gaa aaa gcg gec aaa 230 
Met He Asp Arg Asn Leu Arg Glu Asp Gly Glu Lys Ala Ala Lys 
1 5 10 15 

gaa gtg aag ctg ctg eta etc ggt get gga gaa tct ggt aaa age ace 278 
Glu Val Lys Leu Leu Leu Leu Gly Ala Gly Glu Ser Gly Lys Ser Thr 

20 25 30 

att gtg aaa cag atg aaa ate att cat gag gat ggc tat tea gag gat 326 
He Val Lys Gin Met Lys He He His Glu Asp Gly Tyr Ser Glu Asp 

35 40 45 

gaa tgt aaa caa tat aaa gta gtt gtc tac age aat act ata cag tec 374 
Glu Cys Lys Gin Tyr Lys Val Val Val Tyr Ser Asn Thr He Gin Ser 
50 55 60 

^ ate att gca ate ata aga gee atg gga egg eta aag att gac ttt ggg 422 
^ He He Ala He He Arg Ala Met Gly Arg Leu Lys He Asp Phe Gly 
yd 65 70 75 

jjJl gaa get gec agg gca gat gat gec ggc aat ta 454 
Glu Ala Ala Arg Ala Asp Asp Ala Gly Asn 
80 85 

<210> 997 
<211> 574 
<212> DNA 
<213> Homo sapiens 



3& 



<220> 
<221> CDS 
<222> 204 . . 572 



<400> 997 

acaccactgg gtcaggceak ggaagataga agcaagaagg actgaagagc attccatggc 60 
tttgctctga gcacctgggt agatggggat gccgtctact gaggatcatc catgaagatg 12 0 
gcttctccgg agaagaegtg aaacagtaca agmctgttgt ctacagcaac actatccagt 180 
ccctggcagc catcgtccgg gec atg gac act ttg ggc ate gaa tat ggt gat 233 

Met Asp Thr Leu Gly He Glu Tyr Gly Asp 
1 5 10 

aag gag aga aag get gac gec aag awg gtg tgt gat gtg gtg agt egg 2 81 

Lys Glu Arg Lys Ala Asp Ala Lys Xaa Val Cys Asp Val Val Ser Arg 

15 20 25 

atg gaa gac ace gag ccc ttc tct gca gag ctg ctt tct gec atg atg 329 
Met Glu Asp Thr Glu Pro Phe Ser Ala Glu Leu Leu Ser Ala Met Met 

30 35 40 

egg etc tgg ggc gac tea gga ate caa gag tgc ttc aac egg tec egg 377 
Arg Leu Trp Gly Asp Ser Gly He Gin Glu Cys Phe Asn Arg Ser Arg 

45 50 55 

gag tat cag etc aac gac tct gec aaa tac tac ctg gac age ctg gat 425 
Glu Tyr Gin Leu Asn Asp Ser Ala Lys Tyr Tyr Leu Asp Ser Leu Asp 
60 65 70 



682 



u 




egg att ggg gec gen nac tac cag ccc acc gag cag gac ate etc cga 473 

Arg He Gly Ala Ala Xaa Tyr Gin Pro Thr Glu Gin Asp He Leu Arg 

75 80 85 90 

acc agg gtc aaa acc act ggc ate gta gaa acc cac ttc aca ttc aag 521 

Thr Arg Val Lys Thr Thr Gly He Val Glu Thr His Phe Thr Phe Lys 

95 100 105 

aac etc cac ttc agg ctg ttt gac gtc gga ggc cag cga tct gaa cgc 569 
Asn Leu His Phe Arg Leu Phe Asp Val Gly Gly Gin Arg Ser Glu Arg 

HO 115 120 

aag aa 574 
Lys 

<210> 998 
<211> 422 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 190 . .420 



<400> 998 

aatgttcaaa tgegcastet tagtcgeggg ccgactggtg tttatccgtc actcgccgag 60 
gttccttggg tcatggtgcc agectgactg agaagaggac gctcccggga gacgaatgag 120 
gaaccacctc ctcctactgt tcaagtacag gggcctggtc cgcaaaggga agaaaagcaa 180 
aagacgaaa atg get aaa ttc gtg ate cgc cca gee act gec gee gac tgc 231 
Met Ala Lys Phe Val He Arg Pro Ala Thr Ala Ala Asp Cys 
15 10 
agt gac ata ctg egg ctg ate aag gag ctg get aaa tat gaa tac atg 279 
Ser Asp He Leu Arg Leu He Lys Glu Leu Ala Lys Tyr Glu Tyr Met 
15 20 25 30 

4: gaa gaa caa gta ate tta act gaa aaa gat ctg eta gaa gat ggt ttt 327 
Q Glu Glu Gin Val He Leu Thr Glu Lys Asp Leu Leu Glu Asp Gly Phe 

O 35 40 45 

gga gag cac ccc ttt tac cac tgc ctg gtt gca gaa gtg ccg aaa gag 375 

Gly Glu His Pro Phe Tyr His Cys Leu Val Ala Glu Val Pro Lys Glu 

50 55 60 

cac tgg act ccg gaa gga cac age att gtt ggt ttt gee atg tac ta 422 

His Trp Thr Pro Glu Gly His Ser He Val Gly Phe Ala Met Tyr 
65 70 75 



<210> 999 
<211> 456 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .456 



<400> 999 

ggcaaagtga cgtggacgtc aacagca atg gcg gaa gga gaa gat gtg ccg cyg 54 
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Met Ala Glu Gly Glu Asp Val Pro Xaa 
1 5 

ctg cca acg teg age ggc gac ggc tgg gaa aaa gat ctt gaa gaa get 102 

Leu Pro Thr Ser Ser Gly Asp Gly Trp Glu Lys Asp Leu Glu Glu Ala 

10 15 20 25 

ctg gaa gca gga ggt tgt gat ctt gaa acg ttg aga aat ata att caa 150 

Leu Glu Ala Gly Gly Cys Asp Leu Glu Thr Leu Arg Asn lie lie Gin 

30 35 40 

gga aga ccg ctg cct get gat ctg agg gee aaa gtt tgg aag att get 198 
Gly Arg Pro Leu Pro Ala Asp Leu Arg Ala Lys Val Trp Lys He Ala 

45 50 55 

ctg aat gtt gca gga aaa ggt gat agt ttg gca tea tgg gat ggt att 246 
Leu Asn Val Ala Gly Lys Gly Asp Ser Leu Ala Ser Trp Asp Gly He 

60 65 70 

tta gac ttg cca gaa cag aac act att cac aaa gat tgc ctg cag ttt 294 
Leu Asp Leu Pro Glu Gin Asn Thr He His Lys Asp Cys Leu Gin Phe 

75 80 85 

att gac cag ctt tea gtg cca gag gag aag gca gca gaa tta ctt ttg 342 
m He Asp Gin Leu Ser Val Pro Glu Glu Lys Ala Ala Glu Leu Leu Leu 
*Z 90 95 100 105 

y& gat att gaa tct gta att acc ttt tat tgt aaa tea cgt aac att aaa 390 
pi Asp He Glu Ser Val He Thr Phe Tyr Cys Lys Ser Arg Asn He Lys 
f 1 HO 115 120 

iy tat age aca tec ctt age tgg ata cat eta ctg aaa cca ttg gtg cat 438 
%p T Yr Ser Thr Ser Leu Ser Trp He His Leu Leu Lys Pro Leu Val His 
A 125 130 135 

ctt caa ctg cca cgc age 456 
y Leu Gin Leu Pro Arg Ser 
L 14 0 

f J <210> 1000 

fU <211> 901 

*P <212> DNA 

Q <213> Homo sapiens 

=** 

<220> 

<221> CDS 

<222> 230 . .901 



<400> 1000 

attgcctgcc tgagtcacgt gtcaggggga agctggaagg cgtcgttctc ctttcccagc 60 
tctcctgcct gtccgccatg ttttcaggee gggtctggct tggtcttccc ccgtaaggaa 120 
atggccgggg agctccaggg gacccaggcg ccgtcgcttc ggcggagctg ggctgaccag 180 
ccaggacagc ggggtaaacc cgaacaattc tgcgcgaggt agggaggee atg gcg tec 238 

Met Ala Ser 
1 

ggc agt aac tgg etc tec ggg gtg aat gtc gtg ctg gtg atg gec tac 286 
Gly Ser Asn Trp Leu Ser Gly Val Asn Val Val Leu Val Met Ala Tyr 

5 10 15 

ggg age ctg gtg ttt gta ctg eta kyt att ttt gtg nag agg caa ate 334 
Gly Ser Leu Val Phe Val Leu Leu Xaa He Phe Val Xaa Arg Gin He 
20 25 30 35 

atg cgc ttt gca atg rnn tct cga agg gga cct cat gtc cct gtg gga 3 82 
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He 
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cag 


gac 


ace 


aag 


cac 


gag 


ccc 


cag 


etc 


ctt 


gca 


gat 


gat 


gat 


Arg 


val 




Asp 


lie 


Lys 


Tyr 


Glu 


Pro 


Gin 


Leu 


Leu 


Ala 


Asp 


Asp 


Asp 






1 U 










75 










80 




get 


aga 


cua 


cca 


caa 


ctg 


gaa 


acc 


cag 


gga 


aat 


caa 


agt 


tgc 


tac 


aac 


7\1 a 


Arg 


Leu 


Leu 


(ain 


Leu 


Glu 


Thr 


Gin 


Gly Asn Gin 


Ser 


Cys 


Tyr 


Asn 




O D 










90 










95 






LaL. 


c tg 


cac 


agg 


atg 


aaa 


get 


ctg 


gat 


gee 


att 


cgt 


acc 


tct 


gag 


ate 


Tyr 


Leu 


Tyr 


Arg 


Met 


Lys 


Ala 


Leu 


Asp 


Ala 


He 


Arg 


Thr 


Ser 


Glu 


He 


100 










105 










110 










115 


cca 


ttt 


cat 


ccc 


gaa 


ggc 


egg 


cat 


ccc 


cgt 


tec 


tta 


atg 


ggc 


aag 


aat 


Pro 


Phe 


nis 


Ser 


VjIU 


Gly Arg His 


Pro 


Arg 


Ser 


Leu 


Met 


Gly 


Lys 


Asn 










lz 0 










125 










130 




ttc 


cgc 




UclC 


ctg 


ctg 


gat 


ctg 


cga 


aac 


act 


agt 


acg 


cct 


ttc 


aag 


Phe 


Arg 


C o T" 


Tyr 


Leu 


Leu 


Asp 


Leu 


Arg 


Asn 


Thr 


Ser 


Thr 


Pro 


Phe 


Lys 


















140 










145 




ggt 


gta 


c> n c 


a a a 


gca 


etc 


att 


gat 


acc 


ctt 


ttg 


gat 


ggc 


tat 


gaa 


aca 


Gly Val 


ni y 


Ly s 


TS. 1 a 

/iia 


Leu 


He 


Asp 


Thr 


Leu 


Leu 


Asp 


Gly Tyr 


Glu 


Thr 






i en 
ijU 
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160 








gec 


cgc 


+- -4- 


ggg 


aca 


ggg 


gtc 


ttt 


ggc 


cag 


aat 


gag 


tac 


eta 


cgc 


tat 


Ala 


Arg 


Tyr 


uiy 


Thr 


Gly Val 


Phe 


Gly Gin Asn Glu 


Tyr 


Leu 


Arg 


Tyr 




165 










170 










175 






cag 


gag 


gec 


ctg 


agt 


gag 


ctg 


gee 


act 


gcg 


gtt 


aaa 


gca 


cga 


att 


ggg 


Gin 


Glu 


Ala 


Leu 


Ser 


Glu 


Leu 


Ala 


Thr 


Ala 


Val 


Lys 


Ala 


Arg 


He 


Gly 


180 










185 










190 










195 


age 


tct 


cag 


cga 


cat 


cac 


cag 


tea 


gca 


gee 


aaa 


gac 


eta 


act 


erg 


tec 


Ser 


Ser 


Gin 


Arg 


His 


His 


Gin 


Ser 


Ala 


Ala 


Lys 


Asp 


Leu 


Thr 


Xaa 


Ser 
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205 
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gag 


gtc 


tec 
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aca 


acc 


ate 


cag 


ttg 
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tac 


ccc 








Pro 


Glu 


Val 


Ser 


Pro 


Thr 


Thr 


He 


Gin 


Leu 


Thr 


Tyr 


Pro 














215 










220 















430 



478 



526 



574 



622 



670 



718 



766 



814 

Gin Glu Ala Leu Ser Glu Leu Ala Thr Ala Val Lys Ala Arg He Gly 
180 185 190 195 

« age tct cag cga cat cac cag tea gca gee aaa gac eta act erg tec 862 



<210> 1001 

<211> 401 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 238 . .399 



901 



<400> 1001 

aegtgacegg ccaacactga gtgttgtctc gctctggcgt cagagccgtc gtggctcgtt 60 

ccattctcgg cggtggtacc tgctcccggt ggecctgagg acgtgtgggc caggggegge 12 0 

cccgaaatta ggaageggag ggggagcagt ctgeaggtet gcggggctaa gtgtcgcggc 180 

ggcgcacctc gcgtcaagaa teeggaggag gagactgeaa ggataggece aggagta 237 

atg gag tec aaa gag gaa eta gcg gca aac aat etc aac ggg gaa aat 285 
Met Glu Ser Lys Glu Glu Leu Ala Ala Asn Asn Leu Asn Gly Glu Asn 
1 5 10 15 



685 



* 0 



gcc caa caa gaa aac gaa gga ggg gag cag gcc ccc acg cag aat gaa 333 
Ala Gin Gin Glu Asn Glu Gly Gly Glu Gin Ala Pro Thr Gin Asn Glu 

20 25 30 

gaa gaa tec cgc cat ttg gga ggg ggt gaa ggc cag aag cct gga gga 381 
Glu Glu Ser Arg His Leu Gly Gly Gly Glu Gly Gin Lys Pro Gly Gly 

35 40 45 

aat ate agg egg ggg cga gt 401 
Asn lie Arg Arg Gly Arg 
50 



m 



60 



<210> 1002 
<211> 485 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 202 . .483 



<400> 1002 

agetgeagag cgacgcagcc ttcggtgcag tcgtcactcg cgtctggcta ccagctcccc ou 
gctgccctga geteggeggg ctggcattcg geceggggaa aageggasag gtctgegagg 12 0 
ctaagtgtct ccgcggcgca cctcgcggcg agaatcegga ggagaaggag actgeaagga 180 
taggeccagg aaaacgaaga g atg gag cag cct atg cag aat gga gag gaa 231 

Met Glu Gin Pro Met Gin Asn Gly Glu Glu 
15 10 
gac cgc cct ttg gga gga ggt gaa ggc cac cag cct gca gga aat cga 279 
Asp Arg Pro Leu Gly Gly Gly Glu Gly His Gin Pro Ala Gly Asn Arg 

15 20 25 

egg gga cag get cgc cga ctt gcc cct aat ttt cga tgg gcc ata ccc 327 
Arg Gly Gin Ala Arg Arg Leu Ala Pro Asn Phe Arg Trp Ala He Pro 

30 35 40 

aat agg cag ate aat gat ggg atg ggt gra gat gga gat gat atg gaa 3 75 

Asn Arg Gin He Asn Asp Gly Met Gly Xaa Asp Gly Asp Asp Met Glu 

45 50 55 

ata ttc atg gag gag atg aga gaa ate aga aga aaa ctt agg gag ctg 423 
He Phe Met Glu Glu Met Arg Glu He Arg Arg Lys Leu Arg Glu Leu 

60 65 70 

cak ttg agg aat tgt ctg cgt ate ctt atg ggg gak etc tct aat cac 471 
Xaa Leu Arg Asn Cys Leu Arg He Leu Met Gly Xaa Leu Ser Asn His 
75 80 85 90 

cat gac cat cat ga 485 
His Asp His His 



<210> 1003 

<211> 532 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 219. .530 



686 



3 <220> 

<221> CDS 
<222> 15 . .380 



<400> 1003 

agctgcagag cgacgcagcc ttcggtgcag tcgtcactcg cgtctggcta ccagctcccc 60 
gctgccctga gctcggcggg ctggcattcg gcccggggaa aagcggasag gtctgcgagg 12 0 
ctaagtgtct ccgcggcgca cctcgcggcg agaatccgga ggagaaggag actgcaagga 180 
taggcccaga aaaacaacca gaaaaaaaaa atctcatc atg gca aat att cac cag 236 

Met Ala Asn lie His Gin 
1 5 

gaa aac gaa gag atg gag cag cct atg cag aat gga gag gaa gac cgc 2 84 

Glu Asn Glu Glu Met Glu Gin Pro Met Gin Asn Gly Glu Glu Asp Arg 

10 15 20 

cct ttg gga gga ggt gaa ggc cac cag cct gca gga aat cga egg gga 33 2 

Pro Leu Gly Gly Gly Glu Gly His Gin Pro Ala Gly Asn Arg Arg Gly 

25 30 35 

mag get cgc cga ytt gec cct aat ttt cga tgg gec ata ccc aat agg 380 
Xaa Ala Arg Arg Xaa Ala Pro Asn Phe Arg Trp Ala He Pro Asn Arg 

40 45 50 

cag ate aat gat ggg atg ggt gra gat gga gat gat atg gaa ata ttc 428 
^ Gin He Asn Asp Gly Met Gly Xaa Asp Gly Asp Asp Met Glu He Phe 
'% 55 60 65 70 

atg gag gag atg aga gaa ate aga aga aaa ctt agg gag ctg cak ttg 476 
^! Met Glu Glu Met Arg Glu He Arg Arg Lys Leu Arg Glu Leu Xaa Leu 

75 80 85 

ly agg aat tgt ctg cgt ate ctt atg ggg gak etc tct aat cac cat gac 524 
%g Arg Asn Cys Leu Arg lie Leu Met Gly Xaa Leu Ser Asn His His Asp 

*0 90 95 100 

i?$ cat cat ga 
His His 

^ <210> 1004 

<211> 381 
Hi <212> DNA 

<213> Homo sapiens 



532 



<400> 1004 

agcgttcgaa ttcc atg gcg 
Met Ala 
1 

agg gcg aga gca tta aat 
Arg Ala Arg Ala Leu Asn 
15 

get cca gaa gac tct tec 
Ala Pro Glu Asp Ser Ser 
30 

cag gag teg aaa aag atg 
Gin Glu Ser Lys Lys Met 
45 50 
agg aca gaa gac aag caa 
Arg Thr Glu Asp Lys Gin 



gcg egg egg cga egg age 
Ala Arg Arg Arg Arg Ser 
5 

gaa age aaa aga gtt aat 
Glu Ser Lys Arg Val Asn 
20 

cct gec aag aaa act cgt 
Pro Ala Lys Lys Thr Arg 
35 40 
cct gtg get gga gga aaa 
Pro Val Ala Gly Gly Lys 
55 

gat gaa tct gtg aag gee 
Asp Glu Ser Val Lys Ala 



acc ggc ggc ggc 50 
Thr Gly Gly Gly 
10 

aat ggc aac acg 98 

Asn Gly Asn Thr 

25 

aga tgc cag aga 146 
Arg Cys Gin Arg 

get aat aag gac 194 
Ala Asn Lys Asp 
60 

ttg ctg tta aag 242 
Leu Leu Leu Lys 
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65 70 75 

ggc aaa get cct gtg gac cca gag tgt aca gec aag gtg ggg aag get 2 90 

Gly Lys Ala Pro Val Asp Pro Glu Cys Thr Ala Lys Val Gly Lys Ala 

80 85 90 

cat gtg tat tgt gaa gga aat gat gtc tat gat gtc atg eta aat cag 338 
His Val Tyr Cys Glu Gly Asn Asp Val Tyr Asp Val Met Leu Asn Gin 

95 100 105 

ace aat etc cag ttc aac aac aac aag tac tat ctg att cag c 381 
Thr Asn Leu Gin Phe Asn Asn Asn Lys Tyr Tyr Leu lie Gin 
HO us 120 

<210> 1005 

<211> 483 

<212> DNA 

<213> Homo sapiens 



6 



<220> 
<221> CDS 
<222> 100 . .483 



f; <400> 1005 

T"i aaacgggaaa gatggcgacg gctccgcgac gttgaggccg cgttgggcgg ttcagactca 60 
yy gggtgatggc aggagagctg gctgacaaaa aggacegtg atg cat cac ctt cca 114 

^ Met His His Leu Pro 

*=. 

15 

%S agg a 99 aaa gga age gat cac gga etc ctg aca gag age ggg ata gag 162 
s Arg Arg Lys Gly Ser Asp His Gly Leu Leu Thr Glu Ser Gly He Glu 

g 10 15 20 

p. acc ggg acc gga agt ctt ccc cat eta aag ata gaa age ggc ate gtt 210 
Thr Gly Thr Gly Ser Leu Pro His Leu Lys He Glu Ser Gly He Val 
25 30 35 

^ caa ggg ata gac gtc gag gag gca gee gtt etc get etc gtt ccc gtt 258 
Q Gin Gly He Asp Val Glu Glu Ala Ala Val Leu Ala Leu Val Pro Val 
O 40 45 50 

cca aat ctg cag aaa gag aac gac ggc aca aag aac gag aac gag ata 3 06 

Pro Asn Leu Gin Lys Glu Asn Asp Gly Thr Lys Asn Glu Asn Glu He 

55 60 65 

agg age ggg ate gga ata aga agg acc gag ate gag aca agg atg ggc 354 
Arg Ser Gly He Gly He Arg Arg Thr Glu He Glu Thr Arg Met Gly 
70 75 80 85 

aca gac ggg aca agg acc gta aac gat cca get tat etc ctg gtc gag 402 
Thr Asp Gly Thr Arg Thr Val Asn Asp Pro Ala Tyr Leu Leu Val Glu 

90 95 100 

gaa aag act tta aat etc gga agg aca gag act eta aga agg atg aag 450 
Glu Lys Thr Leu Asn Leu Gly Arg Thr Glu Thr Leu Arg Arg Met Lys 

105 110 115 

agg atg aac atg gtg ata aga age eta rgc cca 4 83 

Arg Met Asn Met Val He Arg Ser Leu Xaa Pro 
120 125 



<210> 1006 
<211> 461 
<212> DNA 
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<213> Homo sapiens 

<220> 

<221> CDS 

<222> 127. .459 



<400> 1006 

agtcgttatg gtgggggagg cggggcgaga cctacgacgc cggcgagcag tggccgttac 60 
ggcckwaaag atggcggtct tggcacctct aattgctctc gtgtattcgg tgccgcgact 12 0 
ttcacg atg get cgc cca acc tta eta cct tct gtc ggc cct gag tat 168 
Met Ala Arg Pro Thr Leu Leu Pro Ser Val Gly Pro Glu Tyr 
15 10 
ate aag tac ttc aat gat aaa acc att gat gag gaa eta gaa egg gac 216 
He Lys Tyr Phe Asn Asp Lys Thr He Asp Glu Glu Leu Glu Arg Asp 
I 5 20 25 30 

aag agg gtc act tgg att gtg gag ttc ttt gee aan tgg tct aat gac 264 
Lys Arg Val Thr Trp He Val Glu Phe Phe Ala Xaa Trp Ser Asn Asp 
f*% 35 4 0 45 

lf% tgc caa tea ttt gee cct ate tat get gac etc tec ctt aaa tac aac 312 
^ Cys Gin Ser Phe Ala Pro He Tyr Ala Asp Leu Ser Leu Lys Tyr Asn 

'f; 50 55 60 

tgt aca ggg eta aat ttt ggg aag gtg gat gtt gga cgc tat act gat 3 60 

yy Cys Thr Gly Leu Asn Phe Gly Lys Val Asp Val Gly Arg Tyr Thr Asp 

65 70 75 

%S 9 fct a 9 fc ac 9 c< 39 tac aaa gtg age aca tea ccc etc acc aag caa etc 408 

jg v *l Ser Thr Arg Tyr Lys Val Ser Thr Ser Pro Leu Thr Lys Gin Leu 
s 80 85 90 

g cct acc ct 9 ate ctg ttc caa ggt ggc aag gag gca atg egg egg cca 456 

^ Pro Thr Leu He Leu Phe Glh Gly Gly Lys Glu Ala Met Arg Arg Pro 
if, 95 100 105 110 

S H ca 9 at 461 
+= Gin 

Q 

Q <210> 1007 
<211> 446 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 135. .446 



<400> 1007 

gtgetgacta gctgtttata ttttagtaag ggccaccctt taacteggea gcttgatgac 60 
tataatgggc ccagttgtct gcgggctgcg gggagctaag tccccagatt ggaggaggct 12 0 
ggctctggtc ttcg atg cac agg agt ggc cgt tat gga acg cag cag cag 170 

Met His Arg Ser Gly Arg Tyr Gly Thr Gin Gin Gin 

15 10 
cgt gca ggg tea aag aca gee ggc ccc cca tgt cag tgg tct agg atg 218 
Arg Ala Gly Ser Lys Thr Ala Gly Pro Pro Cys Gin Trp Ser Arg Met 

15 20 25 

gee agt gaa ggc acc aac ate cca agt cct gtg gtg cgc cag att gac 266 
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Ala Ser Glu Gly Thr Asn 
30 

aag cag ttt ctg att tgc 
Lys Gin Phe Leu He Cys 
45 50 
aag gtt etc ccc tgt ctg 
Lys Val Leu Pro Cys Leu 
65 

tac att cct gec cac agt 
Tyr He Pro Ala His Ser 
80 

acc tec ate ctg ccc gag 
Thr Ser He Leu Pro Glu 
95 



He Pro Ser Pro Val Val 
35 40 
agt ata tgc ctg gaa egg 
Ser He Cys Leu Glu Arg 
55 

cac act ttc tgc gag agg 
His Thr Phe Cys Glu Arg 
70 

tta acc etc tec tgc cca 
Leu Thr Leu Ser Cys Pro 
85 

aaa ggg gtg gee gcg etc 
Lys Gly Val Ala Ala Leu 
100 



Arg Gin He Asp 

tac aag aat ccc 314 
Tyr Lys Asn Pro 
60 

tgc ctg cag aac 362 
Cys Leu Gin Asn 
75 

9tg tgc cgc cag 410 
Val Cys Arg Gin 
90 

446 





<210> 


1008 






<211> 


409 






<212> 


DNA 




Irs 


<213> 

<220> 
<221> 


Homo 
CDS 


sapiens 




<222> 


113 . 


409 



nl 



<400> 1008 

atettgagee ccgcctttta cttcggcccg cttcttctgg tcactccgcc acegtagaat 60 
cgcctaccat ttggtgcaag caaaaagcaa tcagcaattg gacaggaaaa ga atg gca 118 

Met Ala 
1 

ttg aag cag att tec age aac aag tgc ttt ggg gga ttg cag aaa gtt 
Leu Lys Gin He Ser Ser Asn Lys Cys Phe Gly Gly Leu Gin Lys Val 
=p 5 10 15 

p ttt gaa cat gac agt gtt gaa eta aac tgc aaa atg aaa ttt get gtc 
g Phe Glu His Asp Ser Val Glu Leu Asn Cys Lys Met Lys Phe Ala Val 
20 25 30 

tac tta cca cca aag gca gaa aca gga aag tgc cct gca ctg tat tgg 
Tyr Leu Pro Pro Lys Ala Glu Thr Gly Lys Cys Pro Ala Leu Tyr Trp 
35 40 45 50 

etc tma ggt tta act tgc aca gag caa aat ttt ata tea aaa tct ggt 
Leu Xaa Gly Leu Thr Cys Thr Glu Gin Asn Phe He Ser Lys Ser Gly 

55 60 65 

tat cat cag tct get tea gaa cat ggt ctt gtt gtc att get cca gat 358 
Tyr His Gin Ser Ala Ser Glu His Gly Leu Val Val He Ala Pro Asp 

70 75 80 

acc age cct cgt ggc tgc aat att aaa ggt gaa gat gag age tgg gac 
Thr Ser Pro Arg Gly Cys Asn He Lys Gly Glu Asp Glu Ser Trp Asp 
85 90 95 

ttt 
Phe 



166 



214 



262 



310 



406 



409 



<210> 1009 
<211> 277 
<212> DNA 



690 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .277 



<400> 1009 

atcttgagcc ccgcctttta cttcggcccg cttcttctgg tcactccgcc accgtagaat 60 
cgcctaccat ttggtgcaag caaaaagcaa tcagcaattg gacaggaaaa ga atg gca 118 

Met Ala 
1 

ttg aag cag att tec age aac aag tgc ttt ggg gga ttg cag aaa gtt 166 
Leu Lys Gin He Ser Ser Asn Lys Cys Phe Gly Gly Leu Gin Lys Val 

5 10 15 

ttt gaa cat gac agt cat caa caa gaa aag ttg ctt aga ata atg tgg 214 
Phe Glu His Asp Ser His Gin Gin Glu Lys Leu Leu Arg He Met Trp 
20 25 30 

_^ aaa aag aaa ate ace aat atg cag aga atg gaa agg age ata cag aaa 262 

y Lys Lys Lys He Thr Asn Met Gin Arg Met Glu Arg Ser He Gin Lys 
3 5 40 45 50 

Lfl act tec cat gat ggg 277 

H Thr Ser His Asp Gly 

"% <210> 1010 

% <211> 439 

^ <212> DNA 

^ <213> Homo sapiens 

o 

fU <220> 

jfy <22i> cds 

j* <222> 99. .437 



<400> 1010 

acagtgcgtc tggccggcgc tttatagctg cagcctgggc ggctccgcta gctgtttttc 60 
gtcttcccta ggctatttct gccgggcgct ccgcgaag atg cag etc aag ccg atg 116 

Met Gin Leu Lys Pro Met 
1 5 

gag ate aac ccc gag atg ctg aac aaa gtg ctg tec egg ctg ggg gtc 164 
Glu He Asn Pro Glu Met Leu Asn Lys Val Leu Ser Arg Leu Gly Val 

10 15 20 

gec ggc cag tgg cgc ttc gtg gac gtg ctg ggg ctg gaa gag gag tct 212 
Ala Gly Gin Trp Arg Phe Val Asp Val Leu Gly Leu Glu Glu Glu Ser 

25 30 35 

ctg ggc teg gtg cca gcg cct gec tgc gcg ctg ctg ctg ctg ttt ccc 260 
Leu Gly Ser Val Pro Ala Pro Ala Cys Ala Leu Leu Leu Leu Phe Pro 

40 45 50 

etc acg gec cag cat gag aac ttc agg aaa aag cag att gaa gag ctg 3 08 

Leu Thr Ala Gin His Glu Asn Phe Arg Lys Lys Gin He Glu Glu Leu 
55 60 65 70 

aag gga caa gaa gtt agt cct aaa gtg tac ttc atg aag cag ace att 356 
Lys Gly Gin Glu Val Ser Pro Lys Val Tyr Phe Met Lys Gin Thr He 
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75 80 85 

ggg aat tec tgt ggc aca ate gga ctt att cac gca gtg ncc aat aat 404 
Gly Asn Ser Cys Gly Thr He Gly Leu He His Ala Val Xaa Asn Asn 

90 95 100 

caa gac aaa ctg gga ttt gag gat gga tea gtt ct 439 
Gin Asp Lys Leu Gly Phe Glu Asp Gly Ser Val 
105 110 



<210> 1011 

<211> 547 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 389. .547 



<400> 1011 

m agaggncact tecttttgeg ggtggcggcg aacgeggaga gcacgccatg aaggectegg 60 
*D gcacgctacg agagtacaag gtagtgggtc gctgcctgcc cacccccaaa tgccacacgc 12 0 
HI cgcccctcta ccgcatgcga atetttgege ctaatcatgt cgctgcctgc ccacccccaa 180 
%& atgccacacg ccgcccctct acegcatgat catgtegteg ccaagtcccg cttctggtct 240 
y actgtgggca ggtgtttgag aagtcccccc tgcgggtgaa gaacttcggg atctggctgc 300 
*Q gctatgactc ccggagcggc acccacaaca tgtaccggga atacegggae ctgaccaccg 360 
cagcgctgtc acccagtgct accgagac atg ggt gee egg cac cgc gee cga 412 

Met Gly Ala Arg His Arg Ala Arg 

15 

^ gee cac tec att cag ate atg aag gtg gag gag ate gcg gee age aag 460 
U Ala His Ser He Gin He Met Lys Val Glu Glu He Ala Ala Ser Lys 
0J 10 15 20 

fy tgc cgc egg ccg get gtc aag yag ttc cac gac tec aag ate aag ttc 508 
Jg Cys Arg Arg Pro Ala Val Lys Xaa Phe His Asp Ser Lys He Lys Phe 
25 30 35 40 

ccg ctg ccc cac egg gtc ctg cgc cgt cag cac aag cca 547 
Pro Leu Pro His Arg Val Leu Arg Arg Gin His Lys Pro 
45 50 



<210> 1012 

<211> 332 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . . 332 



<400> 1012 

agaggncact tecttttgeg ggtggcggcg aacgeggaga gcacgcc atg aag gee 56 

Met Lys Ala 
1 

teg ggc acg eta cga gag tac aag gta gtg ggt cgc tgc ctg ccc acc 104 
Ser Gly Thr Leu Arg Glu Tyr Lys Val Val Gly Arg Cys Leu Pro Thr 



692 



* 9 



5 

ccc aaa tgc cac acg ccg 
Pro Lys Cys His Thr Pro 
20 25 
aat cat gtc gtc gcc aag 
Asn His Val Val Ala Lys 
40 

aag aag atg aag aag tct 
Lys Lys Met Lys Lys Ser 
55 

ttt gag aag tec ccc ctg 
Phe Glu Lys Ser Pro Leu 
70 

tat gac tec egg age ggc 
Tyr Asp Ser Arg Ser Gly 
85 



10 15 
ccc etc tac cgc atg cga 
Pro Leu Tyr Arg Met Arg 
30 

tec cgc ttc tgg tac ttt 
Ser Arg Phe Trp Tyr Phe 
45 

tea ggg gag att gtc tac 
Ser Gly Glu He Val Tyr 
60 

egg gtg aag aac ttc ggg 
Arg Val Lys Asn Phe Gly 
75 

acc gcg ccc gag ccc act 
Thr Ala Pro Glu Pro Thr 
90 95 



ate ttt gcg cct 152 
He Phe Ala Pro 
35 

gta tct cag tta 200 
Val Ser Gin Leu 
50 

tgt ggg cag gtg 24 8 

Cys Gly Gin Val 
65 

ate tgg ctg cgc 296 

He Trp Leu Arg 

80 

332 





<210> 


1013 




<211> 


629 


<212> 


DNA 


*8 


<213> 


Homo sapiens 










<220> 






<221> 


CDS 




<222> 


99. .629 



<400> 1013 

^ acagtgcgtc tggccggcgc tttatagctg cagcctgggc ggctccgcta gctgtttttc 60 
gtcttcccta ggctatttct gccgggcgct ccgcgaag atg cag etc aag ccg atg 116 
^ Met Gin Leu Lys Pro Met 

fy is 

^ gag ate aac ccc gag atg ctg aac aaa gtg ctg tec egg ctg ggg gtc 164 
□ Glu Ile A sn Pro Glu Met Leu Asn Lys Val Leu Ser Arg Leu Gly Val 
" 10 15 20 

gcc ggc cag tgg cgc ttc gtg gac gtg ctg ggg ctg gaa gag gag tct 212 
Ala Gly Gin Trp Arg Phe Val Asp Val Leu Gly Leu Glu Glu Glu Ser 
25 30 35 



U 



ctg 


ggc 


teg 


gtg 


cca 


gcg 


cct 


gcc 


tgc 


gcg 


ctg 


ctg 


Leu Gly 


Ser 


Val 


Pro 


Ala 


Pro 


Ala 


Cys 


Ala 


Leu 


Leu 




40 










45 










50 


etc 


acg 


gcc 


cag 


cat 


gag 


aac 


ttc 


agg 


aaa 


aag 


cag 


Leu 


Thr 


Ala 


Gin 


His 


Glu 


Asn 


Phe 


Arg 


Lys 


Lys 


Gin 


55 










60 










65 




aag 


ttc 


tea 


tgc 


tgg 


gcc 


gtg 


agg 


kga 


aac 


age 


age 


Lys 


Phe 


Ser 


Cys 


Trp 


Ala 


Val 


Arg 


Xaa 


Asn 


Ser 


Ser 



Leu Leu Phe Pro 



75 80 85 

tec cgc ggg tct gtc tct tgc ttc aac agt gtt 
Ser Arg Gly Ser Val Ser Cys Phe Asn Ser Val 

90 95 
egg gga etc tct tec age etc cga ccg ccc tec 
Arg Gly Leu Ser Ser Ser Leu Arg Pro Pro Ser 

105 no 
tgc aac etc egg gac cat ctt etc ggc cat etc 



260 



att gaa gag ctg 308 
Ile Glu Glu Leu 
70 

gca gtt egg egg 356 



tgg 


acg 


gaa 


cag 


ate 


404 


Trp 


Thr 


Glu 


Gin 


Ile 








100 








gat 


ttc 


etc 


tec 


get 


452 


Asp 


Phe 


Leu 


Ser 


Ala 






115 










ctg 


ctt 


ctg 


gga 


cct 


500 
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Cys 


Asn 


Leu 


Arg 


Asp 


His 


Leu 


Leu Gly His 


Leu 


Leu 


Leu 


Leu 


Gly Pro 




ion 










nor 

125 








130 










gcc 


age 


acc 


gtt 


ttt 


gtg 


gtt 


age 


tec ttc 


ttg 


cca 


acc 


aac 


cat 


gag 


Ala 


Ser 


Thr 


Val 


Phe 


Val 


Val 


Ser 


Ser Phe 


Leu 


Pro 


Thr 


Asn 


His 


Glu 


135 










140 








145 










150 


etc 


cca 


gat 


teg 


tea 


gaa 


tta 


ttc 


cac cga 


cgt 


gga 




age 


cgt 


caa 


Leu 


Pro 


Asp 


Ser 


Ser 


Glu 


Leu 


Phe 


His Arg 


Arg Gly Gly 


Ser 


Arg 


Gin 










155 








160 










165 




cag 


cct 


ggt 


caa 


ttt 


gta 


cct 


gca 


ggc gga 


egg 












Gin 


Pro 


Gly 


Gin 
170 


Phe 


Val 


Pro 


Ala 


Gly Gly 
175 


Arg 













<210> 1014 

<211> 519 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 99. .518 



<400> 1014 

acagtgcgtc tggccggcgc tttatagctg cagcctgggc ggctccgcta gctgtttttc 60 
gtcttcccta ggctatttct gccgggcgct ccgcgaag atg cag etc aag ccg atg 116 

Met Gin Leu Lys Pro Met 
1 5 

gag ate aac ccc gag atg ctg aac aaa gtg ctg tec egg ctg ggg gtc 164 
Glu He Asn Pro Glu Met Leu Asn Lys Val Leu Ser Arg Leu Gly Val 

10 15 20 

gcc ggc cag tgg cgc ttc gtg gac gtg ctg ggg ctg gaa gag gag tct 212 
Ala Gly Gin Trp Arg Phe Val Asp Val Leu Gly Leu Glu Glu Glu Ser 

25 30 35 

ctg ggc teg gtg cca gcg cct gcc tgc gcg ctg ctg ctg ctg ttt ccc 260 
Leu Gly Ser Val Pro Ala Pro Ala Cys Ala Leu Leu Leu Leu Phe Pro 

40 45 50 

etc acg gcc cag cat gag aac ttc agg aaa aag cag att gaa gag ctg 308 
Leu Thr Ala Gin His Glu Asn Phe Arg Lys Lys Gin He Glu Glu Leu 
55 60 65 70 

aag ttc tea tgc tgg gcc gtg agg kga aac age age ngc agt teg gcg 3 56 

Lys Phe Ser Cys Trp Ala Val Arg Xaa Asn Ser Ser Xaa Ser Ser Ala 

75 80 85 

gtc ccg egg gtc tgt etc ttg ctt caa cag tgt ttg gac gga aca gat 404 
Val Pro Arg Val Cys Leu Leu Leu Gin Gin Cys Leu Asp Gly Thr Asp 

90 95 100 

ccg ggg act etc ttc cag cct ccg acc gcc etc cga ttt cct etc cgc 452 
Pro Gly Thr Leu Phe Gin Pro Pro Thr Ala Leu Arg Phe Pro Leu Arg 

105 110 115 

ttg caa cct ccg gga cca tct tct egg cca tct cct get tct ggg acc 500 
Leu Gin Pro Pro Gly Pro Ser Ser Arg Pro Ser Pro Ala Ser Gly Thr 

120 125 130 

tgc cag cac cgt tgc caa c 519 
Cys Gin His Arg Cys Gin 
135 140 
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<210> 1015 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. . 506 



m 



<400> 1015 

acagtgcgtc tggccggcgc tttatagctg cagcctgggc ggctccgcta gctgtttttc 60 
gtcttcccta ggctatttct gccgggcgct ccgcgaag atg cag etc aag ccg atg 116 

Met Gin Leu Lys Pro Met 
1 5 

gag ate aac ccc gag atg ctg aac aaa gtg ctg tec egg ctg ggg gtc 164 
Glu He Asn Pro Glu Met Leu Asn Lys Val Leu Ser Arg Leu Gly Val 

10 15 20 

gee ggc cag tgg cgc ttc gtg gac gtg ctg ggg ctg gaa gag gag tct 212 
Ala Gly Gin Trp Arg Phe Val Asp Val Leu Gly Leu Glu Glu Glu Ser 

25 30 35 

ctg ggc teg gtg cca gcg cct gec tgc gcg ctg ctg ctg ctg ttt ccc 260 
Leu Gly Ser Val Pro Ala Pro Ala Cys Ala Leu Leu Leu Leu Phe Pro 
43 40 45 50 

^ etc acg gee cag cat gag aac ttc agg aaa aag cag att gaa gag ctg 3 08 

^ Leu Thr Ala Gin His Glu Asn Phe Arg Lys Lys Gin He Glu Glu Leu 
f 55 60 65 70 

aag ttc tea tgc tgg gec gtg agg kga aac age age ngc agt teg gcg 356 
W Lys Phe Ser Cys Trp Ala Val Arg Xaa Asn Ser Ser Xaa Ser Ser Ala 
y 75 80 85 

iy gtc ccg egg gtc tgt etc ttg ctt caa cag tgt ttg gac gga aca gat 4 04 

Val Pro Arg Val Cys Leu Leu Leu Gin Gin Cys Leu Asp Gly Thr Asp 
O 90 95 100 

Q cc 9 999 act etc ttc cag cct ccg acc gee etc cga ttt cct etc cca 452 
Pro Gly Thr Leu Phe Gin Pro Pro Thr Ala Leu Arg Phe Pro Leu Pro 

105 110 115 

gaa gca gga gat ggc cga gaa gat ggt ccc gga ggt tgc aag egg aga 500 
Glu Ala Gly Asp Gly Arg Glu Asp Gly Pro Gly Gly Cys Lys Arg Arg 

120 125 130 

gga aat eg 508 
Gly Asn 
135 



<210> 1016 
<211> 317 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .317 
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<400> 1016 

agaggncact tccttttgcg ggtggcggcg aacgcggaga gcacgcc atg aag gcc 56 

Met Lys Ala 
1 

teg ggc acg eta cga gag tac aag gta gtg ggt cgc tgc ctg ccc acc 104 
Ser Gly Thr Leu Arg Glu Tyr Lys Val Val Gly Arg Cys Leu Pro Thr 

5 10 15 

ccc aaa tgc cac acg ccg ccc etc tac cgc atg cga ate ttt gcg cct 152 
Pro Lys Cys His Thr Pro Pro Leu Tyr Arg Met Arg He Phe Ala Pro 
20 25 30 35 

aat cat gtc gtc gcc aag tec cgc ttc tgg tac ttt gta tct cag tta 200 
Asn His Val Val Ala Lys Ser Arg Phe Trp Tyr Phe Val Ser Gin Leu 

40 45 50 

aag aag rtg rag gag ate gcg gcc age aag tgc cgc egg ccg get gtc 24 8 

Lys Lys Xaa Xaa Glu He Ala Ala Ser Lys Cys Arg Arg Pro Ala Val 

55 60 65 

aag cag ttc cac gac tec aag ate aag ttc ccg ctg ccc cac egg gtc 296 
Lys Gin Phe His Asp Ser Lys He Lys Phe Pro Leu Pro His Arg Val 

70 75 80 

ctg cgc cgt cag cac aag cca 317 
Leu Arg Arg Gin His Lys Pro 
U| 85 90 

<210> 1017 

<211> 476 

~% <212> DNA 

'^f <213> Homo sapiens 

s <220> 

Q <221> CDS 

§U <222> 318. .476 

ry 

f*% <400> 1017 

JpJ agaggncact tccttttgcg ggtggcggcg aacgcggaga gcacgccatg aaggectegg 60 
*~ gcacgctacg agagtacaag gtagtgggtc gctgcctgcc cacccccaaa tgccacacgc 12 0 
cgcccctcta ccgcatgatc atgtcgtcgc caagtcccgc ttctggtcta ctgtgggcag 180 
gtgtttgaga agtcccccct gcgggtgaag aactteggga tctggctgcg ctatgactcc 24 0 
eggageggea cccacaacat gtaccgggaa taccgggacc tgaccaccgc agegctgtea 300 
cccagtgcta ccgagac atg ggt gcc egg cac cgc gcc cga gcc cac tec 350 

Met Gly Ala Arg His Arg Ala Arg Ala His Ser 
15 10 
att cag ate atg aag gtg gag gag ate gcg gcc age aag tgc cgc egg 398 
He Gin He Met Lys Val Glu Glu He Ala Ala Ser Lys Cys Arg Arg 

15 20 25 

ccg get gtc aag yag ttc cac gac tec aag ate aag ttc ccg ctg ccc 446 
Pro Ala Val Lys Xaa Phe His Asp Ser Lys He Lys Phe Pro Leu Pro 

30 35 40 

cac egg gtc ctg cgc cgt cag cac aag cca 476 
His Arg Val Leu Arg Arg Gin His Lys Pro 
45 50 

<210> 1018 
<211> 388 
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<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 206. .388 



<400> 1018 

agaggncact tccttttgcg ggtggcggcg aacgcggaga gcacgccatg aaggcctcgg 60 
gcacgctacg agagtacaag gtagtgggtc gctgcctgcc cacccccaaa tgccacacgc 120 
cgcccctcta ccgcatgcga atctttgcgc ctaatcatgt cgctgcctgc ccacccccaa 180 
atgccacacg ccgcccctct accgc atg cga ate ttt gcg cct aat cat gtc 232 

Met Arg lie Phe Ala Pro Asn His Val 
1 5 

gtc gec aag tec cgc ttc tgg tac ttt gta tct cag tta aag aag rtg 280 
Val Ala Lys Ser Arg Phe Trp Tyr Phe Val Ser Gin Leu Lys Lys Xaa 
10 15 20 25 

rag gag ate gcg gee age aag tgc cgc egg ccg get gtc aag cag ttc 328 
Xaa Glu lie Ala Ala Ser Lys Cys Arg Arg Pro Ala Val Lys Gin Phe 
*D 30 35 40 

y| cac gac tec aag ate aag ttc ccg ctg ccc cac egg gtc ctg cgc cgt 376 

His Asp Ser Lys lie Lys Phe Pro Leu Pro His Arg Val Leu Arg Arg 
hi 45 50 55 

cag cac aag cca 3 38 

Gin His Lys Pro 

1 60 

= <210> 1019 

Q <211> 403 
fy <212> DNA 



s W 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 206. .403 



<400> 1019 

agaggncact tccttttgcg ggtggcggcg aacgcggaga gcacgccatg aaggcctcgg 60 

gcacgctacg agagtacaag gtagtgggtc gctgcctgcc cacccccaaa tgccacacgc 120 

cgcccctcta ccgcatgcga atctttgcgc ctaatcatgt cgctgcctgc ccacccccaa 180 



atgccacacg 


ccgcccctct accgc 


atg 


cga 


ate 


ttt 


gcg 


cct 


aat 


cat 


gtc 


232 












Met 
1 


Arg 


He 


Phe 


Ala 


Pro 


Asn 


His 


Val 




gtc 


gee 


aag 


tec cgc ttc 


tgg 


tac 


ttt 


gta 


tct 


5 

cag 


tta 


aag 


aag 


atg 


280 


Val 


Ala 


Lys 


Ser Arg Phe 


Trp 


Tyr 


Phe 


Val 


Ser 


Gin 


Leu 


Lys 


Lys 


Met 




10 






15 










20 






25 




aag 


aag 


tct 


tea ggg gag 


att 


gtc 


tac 


tgt 


ggg 


cag 


gtg 


ttt 


gag 


aag 


328 


Lys 


Lys 


Ser 


Ser Gly Glu 


He 


Val 


Tyr 


Cys 


Gly 


Gin 


Val 


Phe 


Glu 


Lys 










30 








35 










40 




tec 


ccc 


ctg 


egg gtg aag 


aac 


ttc 


ggg 


ate 


tgg 


ctg 


cgc 


tat 


gac 


tec 


376 


Ser 


Pro 


Leu 


Arg Val Lys 


Asn 


Phe 


Gly 


He 


Trp 


Leu 


Arg 


Tyr 


Asp 


Ser 










45 






50 










55 
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egg age ggc acc gcg ccc gag ccc act 4 03 

Arg Ser Gly Thr Ala Pro Glu Pro Thr 
60 65 

<210> 1020 

<211> 426 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 176 . .424 



274 



<400> 1020 

ctttccagtg gacctgggct gttgttgcgg ttgttttcct tctctccgtg caacgctggc 60 

aagtctcaaa gtcgccacag aaacatgccc ctgattcagt gcctctgctt agctgtaaca 120 

tgttaatcag aactacctgg catcttcctg aacaagactt tcaatagggg ccagt atg 178 

Met 

* 1 

ctt cgc ttc ate cag aag ttt tct caa gca tct tea aag ata ctg aag 226 

Leu Arg Phe He Gin Lys Phe Ser Gin Ala Ser Ser Lys He Leu Lys 

5 10 15 

tac tct ttc cca gtg gga eta aga acc age aga aca gat ata ctt tct 

Tyr Ser Phe Pro Val Gly Leu Arg Thr Ser Arg Thr Asp He Leu Ser 

20 25 30 

etc aag atg tct etc cag caa aac ttt tec cca tgt cca agg cct tgg 322 

Leu Lys Met Ser Leu Gin Gin Asn Phe Ser Pro Cys Pro Arg Pro Trp 

35 40 45 

U ctt tec tea tea ttt cca gcg tat atg age aag aca cag tgc tat cat 

fy Leu Ser Ser Ser Phe Pro Ala Tyr Met Ser Lys Thr Gin Cys Tyr His 

&U 50 55 60 65 

J* aca tec ccc tgc akc ttt aaa aag cag cag age gaa gca ctt eta gec 

p Thr Ser Pro Cys Xaa Phe Lys Lys Gin Gin Ser Glu Ala Leu Leu Ala 

70 75 80 

aga ccc tc 
Arg Pro 



370 



418 



426 



<210> 1021 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 128 . .382 



<400> 1021 

ttgagctgtc tgcagcagag ctgagaggac cagecatttt acttatggaa aacagtgtgg 60 
catattctgc tgagcttege cctggaagaa gectctttta tacatctctt cagggaagag 120 
agaagca atg ggc atg tta gaa ctg agg tgg get agt ggg ggt gag atg 169 

Met Gly Met Leu Glu Leu Arg Trp Ala Ser Gly Gly Glu Met 

1 5 10 
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gtg acg ctg 
Val Thr Leu 
15 

gcc aaa gag 
Ala Lys Glu 

gga gtg age 
Gly Val Ser 

gag ttt gcg 
Glu Phe Ala 
65 

gag cag ctg 
Glu Gin Leu 
80 



gac gtg ggg 
Asp Val Gly 
20 

ttt tac cag 
Phe Tyr Gin 
35 

tct gtg gtc 
Ser Val Val 
50 

gtg aag att 
Val Lys He 

gag gag gtg 
Glu Glu Val 



ccg gag gat 
Pro Glu Asp 

aag tac gac 
Lys Tyr Asp 

cgc cgt tgt 
Arg Arg Cys 
55 

atg gaa gtg 
Met Glu Val 

70 
egg g 
Arg 
85 



gag ctg ccc 
Glu Leu Pro 
25 

cct aag gac 
Pro Lys Asp 
40 

gtt cat cga 
Val His Arg 

aca get gag 
Thr Ala Glu 



gac tgg gcc 
Asp Trp Ala 

gtc ate ggc 
Val He Gly 
45 

get act ggc 
Ala Thr Gly 
60 

egg ctg agt 
Arg Leu Ser 
75 



gcc 217 

Ala 

30 

aga 265 
Arg 

cac 313 
His 

cct 361 
Pro 

383 



<210> 1022 
<211> 431 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 174 . .431 



^ <400> 1022 

^ gcggtcagga cgtcgaagcc aaagaagacc agagccagcc gggtggcaca gcggtgtcgt 60 

3_ ggccgtgttg ctgatcgcct gggtggttgt tggcgtgtcc ctgcagcgaa ggatcctgrc 12 0 

M agtgaaaaag cagtctggct cccgaggtcc accccttata ccccaaggtc cag atg 176 
fU Met 

ru i 

^ gcg gcc aac gtg ggt gat caa cgt age aca gat tgg tct tct cag tac 224 
Ala Ala Asn Val Gly Asp Gin Arg Ser Thr Asp Trp Ser Ser Gin Tyr 

5 10 15 

age atg gtg get ggg gca ggc cga gag aat ggc atg gag acg ccg atg 2 72 

Ser Met Val Ala Gly Ala Gly Arg Glu Asn Gly Met Glu Thr Pro Met 

20 25 30 

cac gag aac ccg gag tgg gag aag gcc cgt cag gcc ctg gcc age ate 32 0 

His Glu Asn Pro Glu Trp Glu Lys Ala Arg Gin Ala Leu Ala Ser He 

35 40 45 

age aag tea gga get gcc ggc ggc tct gcc aag tec age age rnn ggg 368 
Ser Lys Ser Gly Ala Ala Gly Gly Ser Ala Lys Ser Ser Ser Xaa Gly 
50 55 60 65 

cct gtg gem agt gca cag tac gtg tec cag gca gaa gcc tea age ttt 416 
Pro Val Ala Ser Ala Gin Tyr Val Ser Gin Ala Glu Ala Ser Ser Phe 

70 75 80 

gca gca gca gca gta 431 
Ala Ala Ala Ala Val 
85 



<210> 1023 
<211> 386 
<212> DNA 



699 



<213> Homo sapiens 

<220> 

<221> CDS 

<222> 87 . . 386 



<400> 1023 

gcagaggttt ctgggagcca agagtggtaa tggcgtctgt atgatcttcg gagcctgctg 60 
catcggacct cggccagtca taaaag atg aca aca gca gcc agg cca acc ttt 113 

Met Thr Thr Ala Ala Arg Pro Thr Phe 

1 5 

gaa cct gcc aga ggt gga agg gga aaa gga gaa ggt gat ttg age caa 161 

Glu Pro Ala Arg Gly Gly Arg Gly Lys Gly Glu Gly Asp Leu Ser Gin 

10 15 20 25 

ctt tea aag cag tat tea age aga gac eta ccc tct cat aca aag ata 209 

Leu Ser Lys Gin Tyr Ser Ser Arg Asp Leu Pro Ser His Thr Lys lie 

30 35 40 

aaa tac aga cag act act cag gat gcc cct gaa gag gtt cgt aac cgt 257 
Lys Tyr Arg Gin Thr Thr Gin Asp Ala Pro Glu Glu Val Arg Asn Arg 

45 50 55 

gac ttc agg aga gag ttg gaa gaa aga gag aga get get gca aga gag 3 05 

Asp Phe Arg Arg Glu Leu Glu Glu Arg Glu Arg Ala Ala Ala Arg Glu 

60 65 70 

aaa aat agg gat cgt cca acc cga gaa cat aca acc tec tct tea gtg 353 
Lys Asn Arg Asp Arg Pro Thr Arg Glu His Thr Thr Ser Ser Ser Val 

75 80 85 

tea aaa aag cca egg tta gac cag att ccy gcc 3 86 

Ser Lys Lys Pro Arg Leu Asp Gin lie Pro Ala 
90 95 100 



ry 

ry <210> 1024 
> <211> 297 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 71. .295 



<400> 1024 

gaagattacc ggaagctacc gagtctgacc caaagcatca ctcctctgcc aaagatccca 60 
acaagacaac atg get ccc aag aag cct gag cct aag aag gag gca gcc 109 

Met Ala Pro Lys Lys Pro Glu Pro Lys Lys Glu Ala Ala 

15 10 
aag cca get cca get cca get cca gcc cct gca cca gcc cct gcc cca 157 
Lys Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro Ala Pro 

15 20 25 

get cct gag get ccc aag gaa cct gcc ttt gac ccc aag agt gta aag 205 
Ala Pro Glu Ala Pro Lys Glu Pro Ala Phe Asp Pro Lys Ser Val Lys 
30 35 40 45 

ata gac ttc act gcc gac cag att gaa gag ttc aaa gag gcc ttt tea 253 
He Asp Phe Thr Ala Asp Gin He Glu Glu Phe Lys Glu Ala Phe Ser 
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50 55 60 

ttg ttt gac egg acc ccg act gga gag atg aag ate acc tac gg 297 
Leu Phe Asp Arg Thr Pro Thr Gly Glu Met Lys lie Thr Tyr 
65 70 75 

<210> 1025 
<211> 524 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . . 522 



<400> 1025 

cttcgcgcct eggeggeggg ncatagcccg gctcggcctg taaagcagtc tcaagcctgc 60 
cgcagggaga ag atg gcg gtc gee gtg aga act ttg cag gaa cag ctg gaa 111 
Met Ala Val Ala Val Arg Thr Leu Gin Glu Gin Leu Glu 
O 1 5 10 

*0 aag gee aaa gag agt ctt aag aac gtg gat gag aac att cgc aag etc 159 
ip Lys Ala Lys Glu Ser Leu Lys Asn Val Asp Glu Asn lie Arg Lys Leu 
^ 15 20 25 

j, a acc ggg egg gat ccg aat gac gtg agg ccc ate caa gec aga ttg ctg 207 
^ Thr Gly Arg Asp Pro Asn Asp Val Arg Pro lie Gin Ala Arg Leu Leu 
^ 30 35 40 45 

tfJ gec ctt tct ggt cct ggt gga ggt aga gga cgt ggt agt tta tta ctg 255 
yp Ala Leu Ser Gly Pro Gly Gly Gly Arg Gly Arg Gly Ser Leu Leu Leu 
h 50 55 60 

O agg cgt gga ttc tea gat agt gga gga gga ccc cca gee aaa cag aga 303 
pj Arg Arg Gly Phe Ser Asp Ser Gly Gly Gly Pro Pro Ala Lys Gin Arg 
65 70 75 

gac ctt gaa ggg gca gtc agt agg ctg ggc ggg gag cgt egg acc aga 351 
Asp Leu Glu Gly Ala Val Ser Arg Leu Gly Gly Glu Arg Arg Thr Arg 

80 85 90 

aga gaa tea cgc cag gaa age gac ccg gag gat gat gat gtt aaa aag 3 99 

Arg Glu Ser Arg Gin Glu Ser Asp Pro Glu Asp Asp Asp Val Lys Lys 

95 100 105 

cca gca ttg cag tct tea gtt gta get acc tec aaa gag cgc aca cgt 447 
Pro Ala Leu Gin Ser Ser Val Val Ala Thr Ser Lys Glu Arg Thr Arg 
110 115 120 125 

aga gac ctt ate cag gat caa aat atg gat gaa aag gga aag caa agg 4 95 

Arg Asp Leu lie Gin Asp Gin Asn Met Asp Glu Lys Gly Lys Gin Arg 

130 135 140 

aac egg nna ata ttt ggc ttg ttr nnn gg 524 
Asn Arg Xaa lie Phe Gly Leu Leu Xaa 
145 150 

<210> 1026 
<211> 367 
<212> DNA 
<213> Homo sapiens 

<220> 
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<221> CDS 
<222> 160. .366 



^5 



<400> 1026 

agaaggtcag caaaggaaag tggaagttgg attctgaaag atcgaggtgc ccayaggaat 60 
tttatggtcg tcggattttg aagacttgaa ctagactggg ggttctcctt gcatttcttg 120 
cctgttgcct atctttgtcc tctctcttcc ggcttcgag atg aat gtg cag ccc 174 

Met Asn Val Gin Pro 
1 5 

tgt tct agg tgt ggg tat ggg gtt tat cct gcc gag aag ate age tgt 222 
Cys Ser Arg Cys Gly Tyr Gly Val Tyr Pro Ala Glu Lys He Ser Cys 

10 15 20 

ata gat cag ata tgg cat aaa gcc tgt ttt cac tgt gaa gtt tgc aag 270 
He Asp Gin He Trp His Lys Ala Cys Phe His Cys Glu Val Cys Lys 

25 30 35 

atg atg ctg tct gtt aat aac ttt gtg agt cac cag aaa aag ccg tac 318 
Met Met Leu Ser Val Asn Asn Phe Val Ser His Gin Lys Lys Pro Tyr 

40 45 50 

tgt cac gcc cat aac cct aag aac aac act ttc acc agt gtc tat cac a 367 
Cys His Ala His Asn Pro Lys Asn Asn Thr Phe Thr Ser Val Tyr His 
55 60 65 

<210> 1027 
<211> 568 
<212> DNA 
<213> Homo sapiens 

<220> 
£l <221> CDS 

<222> 331. .567 



<400> 1027 

gcctgcgccg ccttccggcc cgagttctgg agactcaaca tgaagctacc ggccagggtt 60 
ttctttactc tggggtcccg gctgccctgt ggcctcgctc cteggaggtt tttcagttat 12 0 
gggacaaaaa tattatatca aaacactgaa getttgeaat ctaaattctt ttcacctctt 180 
caaaaagega tgctaccacc taatagtttt caaggaaaag tggcattcat tactggggga 240 
ggtactggcc ttggtaaagg aatgacaact cttctgtcca gcctaggtgc tcagtgcgtg 300 
atagccagcc gaaatgcttt tctttaagct atg gat tct ctg tat tct tea att 354 

Met Asp Ser Leu Tyr Ser Ser He 

1 5 

tat gaa att gaa aaa tat aat atg aag tea tac aag gtg ttt att tct 402 
Tyr Glu He Glu Lys Tyr Asn Met Lys Ser Tyr Lys Val Phe He Ser 

10 15 20 

agg aag atg gat gtt ttg aaa get acc gca gaa caa att tct tct caa 450 
Arg Lys Met Asp Val Leu Lys Ala Thr Ala Glu Gin He Ser Ser Gin 
25 30 35 40 

act gga aat aag gtt cat gca att cag tgt gat gtg agg gay cct gat 4 98 

Thr Gly Asn Lys Val His Ala He Gin Cys Asp Val Arg Asp Pro Asp 

45 50 55 

atg gtt caa aac act gtg tea gaa ctg ate aaa gtt gca gga cat cct 546 
Met Val Gin Asn Thr Val Ser Glu Leu He Lys Val Ala Gly His Pro 
60 65 70 



3 
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aat att gtg ata aac aat gca g 568 
Asn lie Val lie Asn Asn Ala 
75 



<210> 1028 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40 . .474 



<400> 1028 

gcctgcgccg ccttccggcc cgagttctgg agactcaac atg aag eta ccg gec 54 

Met Lys Leu Pro Ala 
1 5 

p agg gtt ttc ttt act ctg ggg tec egg ctg ccc tgt ggc etc get cct 102 

.fl Arg Val Phe Phe Thr Leu Gly Ser Arg Leu Pro Cys Gly Leu Ala Pro 

m 10 15 20 

f? egg agg ttt ttc agt tat ggg aca aaa ata tta tat caa aac act gaa 150 

f; Arg Arg Phe Phe Ser Tyr Gly Thr Lys He Leu Tyr Gin Asn Thr Glu 

^ 25 30 35 

: *y get ttg caa tct aaa ttc ttt tea cct ctt caa aaa gcg atg eta cca 198 
Ala Leu Gin Ser Lys Phe Phe Ser Pro Leu Gin Lys Ala Met Leu Pro 
40 45 50 

3 cct aat agt ttt caa gga aaa gtg gca ttc att act ggg gga ggt act 24 6 

£3 Pro Asn Ser Phe Gin Gly Lys Val Ala Phe He Thr Gly Gly Gly Thr 
m 55 60 65 

j?3jj 99C ctt ggt aaa gga atg aca act ctt ctg tec age eta ggt get cag 2 94 

5 J; Gly Leu Gly Lys Gly Met Thr Thr Leu Leu Ser Ser Leu Gly Ala Gin 
j 70 75 80 85 

U tgc gtg ata gee age egg aag atg gat gtt ttg aaa get ace gca gaa 342 
%d Cys Val He Ala Ser Arg Lys Met Asp Val Leu Lys Ala Thr Ala Glu 

90 95 100 

caa att tct tct caa act gga aat aag gtt cat gca att cag tgt gat 3 90 

Gin He Ser Ser Gin Thr Gly Asn Lys Val His Ala He Gin Cys Asp 

105 110 115 

gtg agg gat cct gat atg gtt caa aac act gtg tea gaa ctg ate aaa 438 
Val Arg Asp Pro Asp Met Val Gin Asn Thr Val Ser Glu Leu He Lys 

120 125 130 

gtt gca gga cat cct aat att gtg ata aac aat gca g 475 
Val Ala Gly His Pro Asn He Val He Asn Asn Ala 
135 140 145 



<210> 1029 

<211> 272 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113. .271 
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m 



<400> 1029 

gcctgcgccg ccttccggcc cgagttctgg agactcaaca tgaagctacc ggccagggtt 60 
ttctttactc tggggtcccg gctgccctgt ggcckcgctc ctcggaggga ag atg gat 118 

Met Asp 
1 

gtt ttg aaa get acc gca gaa caa att tct tct caa act gga aat aag 166 
Val Leu Lys Ala Thr Ala Glu Gin He Ser Ser Gin Thr Gly Asn Lys 

5 10 15 

gtt cat gca att cag tgt gat gtg agg gat cct gat atg gtt caa aac 214 
Val His Ala He Gin Cys Asp Val Arg Asp Pro Asp Met Val Gin Asn 

20 25 30 

act gtg tea gaa ctg ate aaa gtt gca gga cat cct aat att gtg ata 262 
Thr Val Ser Glu Leu He Lys Val Ala Gly His Pro Asn He Val He 
35 40 45 50 

aac aat gca g 272 
Asn Asn Ala 











<210> 


1030 




<211> 


556 


y \ 


<212> 


DNA 




<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


160 . 



<400> 1030 

tggggagggt tettceggaa ggttcgggag gcttctggaa aaagcgccgc gcgctgggcg 60 
ggcccgtcgc tatataaggc aggegegggg gtggcgcgtc agttgcttca gcgtcccggt 12 0 
gtggctgtgc cgttggtcct gtgeggtcac ttagccaag atg cct gag gaa acc 174 

Met Pro Glu Glu Thr 
1 5 

cag acc caa gac caa ccg atg gag gag gag gag gtt gag acg ttc gee 222 
Gin Thr Gin Asp Gin Pro Met Glu Glu Glu Glu Val Glu Thr Phe Ala 

10 15 20 

ttt cag gca gaa att gec cag ttg atg tea ttg ate ate aat act ttc 270 
Phe Gin Ala Glu He Ala Gin Leu Met Ser Leu He He Asn Thr Phe 

25 30 35 

tac teg aac aaa gag ate ttt ctg aga gag etc att tea aat tea tea 318 
Tyr Ser Asn Lys Glu He Phe Leu Arg Glu Leu He Ser Asn Ser Ser 

40 45 50 

gat gca ttg gac aaa ate egg tat gaa age ttg aca gat ccc agt aaa 366 
Asp Ala Leu Asp Lys He Arg Tyr Glu Ser Leu Thr Asp Pro Ser Lys 

55 60 65 

tta gac tct ggg aaa gag ctg cat att aac ctt ata ccg aac aaa caa 414 
Leu Asp Ser Gly Lys Glu Leu His He Asn Leu He Pro Asn Lys Gin 
70 75 80 85 

gat cga act etc act att gtg gat act gga att gga atg acc aag get 462 
Asp Arg Thr Leu Thr He Val Asp Thr Gly He Gly Met Thr Lys Ala 

90 95 100 

gac ttg ate aat aac ctt ggt act ate gec aag tct ggg acc aaa gcg 510 
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Asp Leu He Asn Asn Leu Gly Thr He Ala Lys Ser Gly Thr Lys Ala 

105 no us 

ttc atg gaa get ttg cag get ggt gca gat ate tct atg att ggc c 556 
Phe Met Glu Ala Leu Gin Ala Gly Ala Asp He Ser Met He Gly 
120 125 130 

<210> 1031 

<211> 493 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .492 



:=3~ 



■sas— 



<400> 1031 

agtagctctc tcgagtcact ccggcgcagt gttgggactg tctgggtatc ggaaagcaag 60 
p cctacgttgc tcactattac gtataatcct tttcttttca ag atg cct gag gaa 114 
^ Met Pro Glu Glu 

in 1 

u gtg cac cat gga gag gag gag gtg gag act ttt gee ttt cag gca gaa 162 
:_. Val His His Gly Glu Glu Glu Val Glu Thr Phe Ala Phe Gin Ala Glu 
^ 5 10 15 20 

att gec caa etc atg tec etc ate ate aat acc ttc tat tec aac aag 210 
He Ala Gin Leu Met Ser Leu He He Asn Thr Phe Tyr Ser Asn Lys 

25 30 35 

gag att ttc ctt egg gag ttg ate tct aat get tct gat gee ttg gac 258 
Glu He Phe Leu Arg Glu Leu He Ser Asn Ala Ser Asp Ala Leu Asp 
FU 40 45 50 

rlJ aa9 att C9C tat gag agc ctg aca gac cct tc 9 aa 9 tt: 9 9 ac a 9 fc ggt 3 06 

s - Lys He Arg Tyr Glu Ser Leu Thr Asp Pro Ser Lys Leu Asp Ser Gly 
I 55 60 65 

aaa gag ctg aaa att gac ate ate ccc aac cct cag gaa cgt acc ctg 354 
Lys Glu Leu Lys He Asp He He Pro Asn Pro Gin Glu Arg Thr Leu 

70 75 80 

act ttg gta gac aca ggc att ggc atg acc aaa get gat etc ata aat 4 02 

Thr Leu Val Asp Thr Gly He Gly Met Thr Lys Ala Asp Leu He Asn 
85 90 95 100 

aat ttg gga acc att gec aag tct ggt act aaa gca ttc atg gag get 450 
Asn Leu Gly Thr He Ala Lys Ser Gly Thr Lys Ala Phe Met Glu Ala 

105 110 115 

ctt cag get ggt gca gac ate tec atg att ggg cag ttt ggt g 493 
Leu Gin Ala Gly Ala Asp He Ser Met He Gly Gin Phe Gly 
120 125 130 

<210> 1032 
<211> 377 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36. .377 
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<400> 1032 

acaaaaagcg ccggcaattg gggtcgcagc tggag atg ctg egg ccg gca ggg 53 

Met Leu Arg Pro Ala Gly 
1 5 

etc tgg cgc tta tgt egg cga cct tgg gcg gcg agg gtc cca gcg gag 101 
Leu Trp Arg Leu Cys Arg Arg Pro Trp Ala Ala Arg Val Pro Ala Glu 

10 15 20 

aat ctt ggc cgt agg gaa gtc acc tct ggt gtc tct ccc cgc ggt age 14 9 

Asn Leu Gly Arg Arg Glu Val Thr Ser Gly Val Ser Pro Arg Gly Ser 

25 30 35 

acc teg ccc aga acc ctg aat att ttc gac egg gat ttg aaa agg aaa 197 
Thr Ser Pro Arg Thr Leu Asn He Phe Asp Arg Asp Leu Lys Arg Lys 

40 45 50 

cag aag aac tgg gca gec egg cag ccc gag ccg acc aaa ttt gac tac 245 
Gin Lys Asn Trp Ala Ala Arg Gin Pro Glu Pro Thr Lys Phe Asp Tyr 
55 60 65 70 

ctg aag gag gag gtt gga agt egg ate gca gac cgt gta tat grc ata 2 93 

Leu Lys Glu Glu Val Gly Ser Arg He Ala Asp Arg Val Tyr Xaa He 
IP 75 80 85 

7^ ccc aga aat ttc ccc ctt get ttg gat ctt gnn gtt gka aga ggt tac 341 
Pro Arg Asn Phe Pro Leu Ala Leu Asp Leu Xaa Val Xaa Arg Gly Tyr 

90 95 100 

att gca caa tat ttg aat aag gaa act att gga aag 377 
He Ala Gin Tyr Leu Asn Lys Glu Thr He Gly Lys 
105 110 



^3 



rr 3 ^ 


<210> 


1033 




<211> 


325 


=a : 


<212> 


DNA 


iy 


<213> 


Homo 








.=33. 








<220> 






<221> 


CDS 




<222> 


137. 



325 



<400> 1033 

agtgctaaag gagcccggcg gaggcagegg tgggtttggg actgaggege tggatctgtg 60 
gtcgcggctg gggacgtgcg cccgcgccac catcttcggc tgaagaggca attgettttg 12 0 
gategttcca tttaca atg gcg cag aga act gga etc gag gat cca gag agg 172 
Met Ala Gin Arg Thr Gly Leu Glu Asp Pro Glu Arg 
15 10 
tat etc ttt gtg gac agg get gtc ate tac aac cct gee act caa get 220 
Tyr Leu Phe Val Asp Arg Ala Val He Tyr Asn Pro Ala Thr Gin Ala 

15 20 25 

gat tgg aca get aaa aag eta gtg tgg att cca tea gaa cgc cat ggt 268 
Asp Trp Thr Ala Lys Lys Leu Val Trp He Pro Ser Glu Arg His Gly 

30 35 40 

ttt gag gca get agt ate aaa gaa gaa egg gga gat gaa gtt atg gtg 316 
Phe Glu Ala Ala Ser He Lys Glu Glu Arg Gly Asp Glu Val Met Val 
45 50 55 60 

gag ttg gca 325 
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Glu Leu Ala 

<210> 1034 

<211> 503 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120 . . 503 



<400> 1034 

gcaacaaact gctgagacgc acagtctccg tgccggtgga ggggcggccc cacggcgagc 60 
atgaatacca cttgggtcgc tcgaggagga agagtgtccc aggggggaag cagtacagc 119 
atg gag ggt gcc ctg set gcg ccc ttc egg ccc teg caa ggc ttc ctg 167 
Met Glu Gly Ala Leu Xaa Ala Pro Phe Arg Pro Ser Gin Gly Phe Leu 
1 5 10 15 

age cga egg eta aaa age tec ate aaa cga acg aag tea caa ccc aaa 215 
Ser Arg Arg Leu Lys Ser Ser He Lys Arg Thr Lys Ser Gin Pro Lys 

20 25 30 

ctt gac egg ace age age ttt cgc cag ate ctg cct cgc ttc cga agt 263 
Leu Asp Arg Thr Ser Ser Phe Arg Gin He Leu Pro Arg Phe Arg Ser 

35 40 45 

get gac cat gac egg gcc egg ctg atg caa age ttt aag gag tea cac 311 
Ala Asp His Asp Arg Ala Arg Leu Met Gin Ser Phe Lys Glu Ser His 

50 55 60 

tct cat gag tec ttg ctg agt cct age agt gca get gag gca ttg gag 359 
Ser His Glu Ser Leu Leu Ser Pro Ser Ser Ala Ala Glu Ala Leu Glu 
65 70 75 80 

etc aac ttg gat gaa gat tec att ate aag cca gtg cac age tec ate 407 
p Leu Asn Leu Asp Glu Asp Ser He He Lys Pro Val His Ser Ser He 

85 90 95 

ctg ggc cag gag ttc tgt ttt gag gta aca act tea tea gga aca aaa 455 
Leu Gly Gin Glu Phe Cys Phe Glu Val Thr Thr Ser Ser Gly Thr Lys 

100 105 110 

tgc ttt gcc tgt egg tct gcg gcc gaa aga gac aaa tgg att gag aat 503 
Cys Phe Ala Cys Arg Ser Ala Ala Glu Arg Asp Lys Trp He Glu Asn 
115 120 125 



<210> 1035 

<211> 302 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .302 



<400> 1035 

aggtgacccg gtcgcctggc cgcagattgt cagtggcttc gccccgagga gagctgactg 60 
ccctgggctg ctgcctccgg cagagctgag ccaaa atg tec ccg gaa tct aaa 113 

Met Ser Pro Glu Ser Lys 
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aag ctt ttc aac ate att 
Lys Leu Phe Asn He He 
10 

act gec ttt caa act tgt 
Thr Ala Phe Gin Thr Cys 
25 

tta aat agg aca gat ttt 
Leu Asn Arg Thr Asp Phe 
40 

ate tat gga gtg ttc tct 
He Tyr Gly Val Phe Ser 
55 60 



1 

att tta gga gtt gee ttt 
He Leu Gly Val Ala Phe 
15 

gga aat gtg gcg caa act 
Gly Asn Val Ala Gin Thr 
30 

cac ggc agt gga tat acc 
His Gly Ser Gly Tyr Thr 
45 50 
get tea aat ttg att aca 
Ala Ser Asn Leu He Thr 
65 



5 

atg ttt atg ttc 161 
Met Phe Met Phe 
20 

gtc ate agg age 2 09 

Val He Arg Ser 

35 

age atg get att 257 
Ser Met Ala He 

ccg tea gtg 302 
Pro Ser Val 



HI 

W 



<210> 1036 

<211> 412 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 206. .412 



^ <400> 1036 

m ggcsggcggg ecaaaaageg eggastcacg gctggaggga gggggasegg aattagcggg 60 

cagttggaaa gcccgcgaaa cgctttttcc gectgggagg ccggacgatc gcgattgggc 12 0 

^ aggaggaaga ggaggattgt cagtggcttc gccccgagga gagctgactg ccctgggctg 180 

p ctgcctccgg cagagctgag ccaaa atg tec ccg gaa tct aaa aag ctt ttc 232 
fy Met Ser Pro Glu Ser Lys Lys Leu Phe 

fli 1 s 

aac ate att att tta gga gtt gee ttt atg ttt atg ttc act gec ttt 
^ Asn He He He Leu Gly Val Ala Phe Met Phe Met Phe Thr Ala Phe 
S 10 15 20 25 

caa act tgt gga aat gtg gcg caa act gtc ate agg age tta aat agg 
Gin Thr Cys Gly Asn Val Ala Gin Thr Val He Arg Ser Leu Asn Arg 

30 35 40 

aca gat ttt cac ggc agt gga tat acc age atg get att ate tat gga 376 
Thr Asp Phe His Gly Ser Gly Tyr Thr Ser Met Ala He He Tyr Gly 

45 50 55 

gtg ttc tct get tea aat ttg att aca ccg tea gtg 412 
Val Phe Ser Ala Ser Asn Leu He Thr Pro Ser Val 
60 65 



280 



328 



<210> 1037 

<211> 486 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 66 . .485 
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* 0 



<400> 1037 

ctctccaagc cggaggggtc ctgaggtgac agcgcctgca actgaaattt cagcagcggg 60 
agaag atg gac aag aga aag etc ggg cga egg cca tct tea tec gaa ate 110 
Met Asp Lys Arg Lys Leu Gly Arg Arg Pro Ser Ser Ser Glu lie 
1 5 10 15 

ate aca gar gga aaa agg aaa aag tea tct tct gat tta teg gag ata 158 
lie Thr Glu Gly Lys Arg Lys Lys Ser Ser Ser Asp Leu Ser Glu He 

20 25 30 

aga aag atg tta aat gca aaa cca gag gat gtc cat gtt caa tea cca 2 06 

Arg Lys Met Leu Asn Ala Lys Pro Glu Asp Val His Val Gin Ser Pro 

35 40 45 

ctg tec aaa ttc aga age tea gaa cgc tgg act etc cct ttg cag tgg 254 
Leu Ser Lys Phe Arg Ser Ser Glu Arg Trp Thr Leu Pro Leu Gin Trp 

50 55 60 

gaa aga age eta agg aat aaa gtc ate tct eta gac cat aaa aat aaa 3 02 

Glu Arg Ser Leu Arg Asn Lys Val He Ser Leu Asp His Lys Asn Lys 

65 70 75 

aaa cat ate cga ggg tgt cct gtt act tec aag tea tea cca gaa agg 350 
p Lys His He Arg Gly Cys Pro Val Thr Ser Lys Ser Ser Pro Glu Arg 
%g 80 85 90 95 

Ijj caa etc aaa gtt atg ttg acg aat gtc eta tgg acg gat tta gga cga 398 

Gin Leu Lys Val Met Leu Thr Asn Val Leu Trp Thr Asp Leu Gly Arg 
I,| 100 105 110 

aaa ttc aga aag ace eta cct aga aac gat get aat tta tgt gat gee 446 
%J Lys Phe Arg Lys Thr Leu Pro Arg Asn Asp Ala Asn Leu Cys Asp Ala 
^ 115 120 125 

&p aac aag gtg caa tea gac tea ttg cct teg aca tct gtt g 486 
s Asn Lys Val Gin Ser Asp Ser Leu Pro Ser Thr Ser Val 

O 130 135 140 

m 

=f § <210> 1038 

<211> 447 
± <212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 153 . .446 



<400> 1038 

aatggaaacc agatgaagaa gatgagattt eggaggaatt gaaagaaaag gecaagattg 60 
aagatgagaa aaaagatgaa gaaaaagaag ascccaaagg aattcctgaa ttttggttaa 120 
ctgtttttaa gaatgttgac ttgctcagtg at atg gtt cag gaa cac gat gaa 173 

Met Val Gin Glu His Asp Glu 

1 5 

cct att ctg aag cac ttg aaa gat att aaa gtg aag ttc tea gat get 221 
Pro He Leu Lys His Leu Lys Asp He Lys Val Lys Phe Ser Asp Ala 

10 15 20 

ggc cag cct atg agt ttt gtc tta gaa ttt cac ttt gaa ccc aat gaa 269 
Gly Gin Pro Met Ser Phe Val Leu Glu Phe His Phe Glu Pro Asn Glu 

25 30 35 

tat ttt aca aat gaa gtg ctg aca aag aca tac agg atg agg tea gaa 317 
Tyr Phe Thr Asn Glu Val Leu Thr Lys Thr Tyr Arg Met Arg Ser Glu 



709 





40 45 50 55 

cca gat gat tct gat ccc ttt tct ttt gat gga cca gaa att atg ggt 365 

Pro Asp Asp Ser Asp Pro Phe Ser Phe Asp Gly Pro Glu He Met Gly 

60 65 70 

tgt aca ggg tgc cag ata gat tgg aaa aaa gga aag aat gtc act ttg 413 

Cys Thr Gly Cys Gin He Asp Trp Lys Lys Gly Lys Asn Val Thr Leu 

75 80 85 

aaa act att aag aag aag cag aaa cac aag gga c 447 

Lys Thr He Lys Lys Lys Gin Lys His Lys Gly 
90 95 

<210> 1039 

<211> 537 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . .537 



<400> 1039 

gggaggcggg gcggggcggg gcgggcctcg cctcgcctag ggaggatgtg gcgggtataa 60 
aagccccacc caggccagcc ggctctgctc agcatttggg gacgctctca gctctcggcg 120 
cacggcccag cttccttcaa a atg tct act gtt cac gaa ate ctg tgc aag 171 

Met Ser Thr Val His Glu He Leu Cys Lys 
1 5 10 

etc age ttg gag ggt gat cac tct aca ccc cca agt gca tat ggg tct 219 
Leu Ser Leu Glu Gly Asp His Ser Thr Pro Pro Ser Ala Tyr Gly Ser 

15 20 25 

gtc aaa gec tat act aac ttt gat get gag egg gat get ttg aac att 267 
Val Lys Ala Tyr Thr Asn Phe Asp Ala Glu Arg Asp Ala Leu Asn lie 

30 35 40 

gaa aca gee ate aag acc aaa ggt gtg gat gag gtc acc att gtc aac 315 
Glu Thr Ala He Lys Thr Lys Gly Val Asp Glu Val Thr He Val Asn 

45 50 55 

att ttg acc aac cgc age aat gca cag aga cag gat att gec ttc gee 363 
He Leu Thr Asn Arg Ser Asn Ala Gin Arg Gin Asp He Ala Phe Ala 

60 65 70 

tac cag aga agg acc aaa aag gaa ctt gca tea gca ctg aag tea gec 411 
Tyr Gin Arg Arg Thr Lys Lys Glu Leu Ala Ser Ala Leu Lys Ser Ala 
75 80 85 90 

tta tct ggc cac ctg gag acg gtg att ttg ggc eta ttg aag aca cct 
Leu Ser Gly His Leu Glu Thr Val He Leu Gly Leu Leu Lys Thr Pro 

95 100 105 

get cag tat gac get tct gag eta aaa get tec atg aag ggg ctg gga 
Ala Gin Tyr Asp Ala Ser Glu Leu Lys Ala Ser Met Lys Gly Leu Gly 

HO 115 120 

acc gac gag gac tct etc att gag ate ate 537 
Thr Asp Glu Asp Ser Leu He Glu He He 
125 130 



459 



507 



<210> 1040 
<211> 456 



710 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 234. .455 



<400> 1040 

attacttccc gttttctcga tctgctgctc gtctcaggct cgtagttcgc cttcaacatg 60 
ccggaaccag cgaagtccgc tcccgcgccc aagaagggct cgaagaaagc cgtgactaag 12 0 
gcgcagaaga aggacggcaa gaagcgcaas gcagccgcaa ggagagctac tccgtatacg 180 
tgtacaaggt gctgaarcag gtccaccccg acaccggcat ctcctctaaa gcc atg 236 

Met 
1 

ggg ate atg aat tec ttt gtc aac gac ate ttc gag cgc ate gcc ggc 284 
Gly He Met Asn Ser Phe Val Asn Asp He Phe Glu Arg He Ala Gly 

5 10 15 

gag get tec cgc ctg gcg cat tac aac aaa gcg etc gac cat cac etc 332 
Glu Ala Ser Arg Leu Ala His Tyr Asn Lys Ala Leu Asp His His Leu 

20 25 30 

cag gga gat cca gac ggc cgt gcg cct get get tec egg gga get ggc 3 80 

Gin Gly Asp Pro Asp Gly Arg Ala Pro Ala Ala Ser Arg Gly Ala Gly 

35 40 45 

caa gca cgc tgt gtc aga ggg cac caa ggc cgt tac caa gta cac cag 42 8 

Gin Ala Arg Cys Val Arg Gly His Gin Gly Arg Tyr Gin Val His Gin 
50 55 60 65 

etc caa gta aac ttg tec ctg caa ctg c 456 
Leu Gin Val Asn Leu Ser Leu Gin Leu 



ru 70 



<210> 1041 

<211> 444 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 222 . .443 



<400> 1041 

aaaacttctt ttcttggcta agccgcgttt gtactgtgtc ttaccatgcc tgaaceggea 60 
aaatccgctc cggcccctaa aaagggctcc aagaaagccg tcaccaaagc ccagaagaaa 12 0 
gaeggcaaga agegcaagsc ageegcaaag agagctactc catctaegtg tacaaggtgc 180 
tgaagcaggt ccaccccgac accggcatct cstcyaargc c atg ggs ate atg aay 236 

Met Gly He Met Asn 
1 5 

tec tty gtc aac gac ate ttc gag cgc ate ges ggm gag get tec cgc 284 
Ser Phe Val Asn Asp He Phe Glu Arg He Ala Gly Glu Ala Ser Arg 

10 15 20 

ctg gcg cay tac aac aaa gcg etc sac cat cac mtc cmg sga gat cca 3 32 

Leu Ala His Tyr Asn Lys Ala Leu Xaa His His Xaa Xaa Xaa Asp Pro 
25 30 35 



711 



gac ggc cgt gcg cct get get kec egg sga get ggc caa gca cgc ygt 
Asp Gly Arg Ala Pro Ala Ala Xaa Arg Xaa Ala Gly Gin Ala Arg Xaa 

40 45 50 

gtc mga ggg cac caa ggc cgt yac caa gta cac cag etc caa gta aac 
Val Arg Gly His Gin Gly Arg Xaa Gin Val His Gin Leu Gin Val Asn 
55 60 65 



380 



428 



444 



ttg tec ctg caa ctg c 
Leu Ser Leu Gin Leu 
70 

<210> 1042 
<211> 437 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 215. .436 

<400> 1042 

attcttgtta tttgagtgct ctttcactct cctccgccat gcccgacccg gctaaatctg 60 
ctcctgcccc caaaaagggc tccaagaaag ccgtaaccaa ggcccagaaa aaggaeggea 12 0 
agaagegcaa cgcagccgca aagagagtta ctctatctac gtgtacaagg tgctgaarca 180 
rgtccacccc gacaccggca tctcctctaa agee atg ggg ate atg aat tec ttt 235 
'% Met Gly lie Met Asn Ser Phe 

1 5 

3 gtc aac gac ate ttc gag cgc ate gee ggc gag get tec cgc ctg gcg 2 83 

O Val Asn Asp He Phe Glu Arg He Ala Gly Glu Ala Ser Arg Leu Ala 
ftj 10 15 20 

ffj cat ta c aac aaa gcg etc gac cat cac etc cag gga gat cca gac ggc 331 
^ His Tyr Asn Lys Ala Leu Asp His His Leu Gin Gly Asp Pro Asp Gly 
5 25 30 35 

M cgt gcg cct get get tec egg gga get ggc caa gca cgc tgt gtc aga 379 
M Arg Ala Pro Ala Ala Ser Arg Gly Ala Gly Gin Ala Arg Cys Val Arg 
40 45 50 55 

ggg cac caa ggc cgt tac caa gta cac cag etc caa gta aac ttg tec 427 
Gly His Gin Gly Arg Tyr Gin Val His Gin Leu Gin Val Asn Leu Ser 

60 65 70 

ctg caa ctg c 437 
Leu Gin Leu 

<210> 1043 

<211> 449 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 227 . .448 



<400> 1043 

gttgagcett cactttgggg tgtattctta ctcctttatc ttgttgcaat gcctgatcca 



60 



712 



gctaagtccg ctcccgcccc gaagaagggc tccaagaagg nsggtgacca aggcgcagaa 12 0 
gaaggatggc aagaagcgta aacgcagccg caaggagagc tactccgtat acgtttacaa 180 
ggtgctgaag caagtccacc ccgacaccgg catctcctcy aaagcc atg ggg ate 235 

Met Gly He 

1 

atg aat tec ttt gtc aac gay ate ttc gag cgc ate gee ggc gag get 283 
Met Asn Ser Phe Val Asn Asp He Phe Glu Arg He Ala Gly Glu Ala 

5 10 15 

tec cgc ctg gck cat tac aac aaa gcg ytc gac cat cac etc cag gga 331 
Ser Arg Leu Ala His Tyr Asn Lys Ala Xaa Asp His His Leu Gin Gly 
20 25 30 35 

gat cca gac rgc cgt gcg cct get get kec ygg gga ret ggc caa gca 379 
Asp Pro Asp Xaa Arg Ala Pro Ala Ala Xaa Xaa Gly Xaa Gly Gin Ala 

40 45 50 

cgc ygt gtc mga ggg cac yaa ggc cgt tac caa gta cac cag etc caa 42 7 

Arg Xaa Val Arg Gly His Xaa Gly Arg Tyr Gin Val His Gin Leu Gin 

55 60 65 

gta aac ttg tec ctg caa ctg c 449 
Val Asn Leu Ser Leu Gin Leu 
70 



<210> 1044 
<211> 499 
4? <212> DNA 

Ul <213> Homo sapiens 

U) <220> 

s <221> CDS 

#*} <222> 277 . .498 

ru 

s * <400> 1044 

5 atgcgcacag cctctgtaag tacacagtcg tttceggtag accccgagcc taccgctctg 60 
w ettgegttet egggggtegg tgteggtett gggtctggcc atgectgage ctgcaaagtt 120 
y cgcgccggct cccaagaagg gctccaagaa agccgtcacc aaageccaga agaaagaegg 180 
caagaagege aacgcagccg caaggagagc tactccatct acgtgtacaa ggtgctgaar 24 0 
crggtccacc ccgacaccgg catctsstsy aargee atg ggs ate atg aay tec 294 

Met Gly He Met Asn Ser 
1 5 

tty stc aac gac ate ttc gag cgc ate gee ggc gag get tec cgc ctg 342 
Phe Xaa Asn Asp He Phe Glu Arg He Ala Gly Glu Ala Ser Arg Leu 

10 15 20 

gcg cat tac aac aaa gcg etc gac cat cac etc cag gga gat cca gac 
Ala His Tyr Asn Lys Ala Leu Asp His His Leu Gin Gly Asp Pro Asp 

25 30 35 

ggc cgt gcg. cct get get tec egg gga get ggc caa gca cgc tgt gtc 438 
Gly Arg Ala Pro Ala Ala Ser Arg Gly Ala Gly Gin Ala Arg Cys Val 

40 45 50 

aga ggg cac caa ggc cgt tac caa gta cac cag etc caa gta aac ttg 4 86 

Arg Gly His Gin Gly Arg Tyr Gin Val His Gin Leu Gin Val Asn Leu 
55 60 65 70 

tec ctg caa ctg c 
Ser Leu Gin Leu 



390 



499 
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<210> 1045 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76. .351 



ai ga 



<210> 1046 

<211> 595 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 315. .593 



159 



207 



<400> 1045 

atttgtgtca cgtgtacttt ccaccatgta atggcgttct aacgtgagtk tatatattag 60 
taaatttggt tcccg atg gcg ttc cag tac gta tgg ctt teg etc gag cag ill 
Met Ala Phe Gin Tyr Val Trp Leu Ser Leu Glu Gin 
1 5 10 

tta cct tat tta acc tct tct agg ctg tac cca get ctg cct tgc ttt 
Leu Pro Tyr Leu Thr Ser Ser Arg Leu Tyr Pro Ala Leu Pro Cys Phe 

15 20 25 

get tec ccc tea ccc cct gat tec ate tct gca gec cac ggg aca teg 
Ala Ser Pro Ser Pro Pro Asp Ser He Ser Ala Ala His Gly Thr Ser 

30 35 40 

gga aga tgc cag acc acc agg cag gat agt ctg caa ggg gag gga ctt 255 
l(| Gly Arg Cys Gin Thr Thr Arg Gin Asp Ser Leu Gin Gly Glu Gly Leu 
3 45 50 55 60 

- tct ctg gaa ttt cct gat atg acc aag aaa get tct tat caa aag aag 303 
*y Ser Leu Glu Phe Pro Asp Met Thr Lys Lys Ala Ser Tyr Gin Lys Lys 

65 70 75 

^ cac aat tgc ctt egg tta cct can kat eta ctg cag aaa aga aga cga 351 
y His Asn Cys Leu Arg Leu Pro Xaa Xaa Leu Leu Gin Lys Arg Arg Arg 
fU 80 85 90 



353 



<400> 1046 

atatccaggg attccctgag gatttccttg gagagagaag ctctagggag gatggagacc 60 
ccctcttctg gaaggaggtg atttctgaat ttgtggtcct gtcctcttgg gctcagctca 120 
gtgagtactg ggtatgtgtc acattgecaa atcccggatc acaagtctcc atgaactget 180 
ggtgagctag gataataaaa cccctgacat caccattcca gaagcttcac aagactgeat 240 
atataagggg ctggctgtag ctgcagctga aggagctgac cagccagctg acccctcaca 300 
ctcacctagc cacc atg gac ate gee ate cac cac ccc tgg ate cgc cgc 350 

Met Asp He Ala He His His Pro Trp He Arg Arg 

1 5 10 

ccc ttc ttt cct ttc cac tec ccc age cgc etc ttt gac cag ttc ttc 398 
Pro Phe Phe Pro Phe His Ser Pro Ser Arg Leu Phe Asp Gin Phe Phe 
15 20 25 



714 



gga gag cac ctg ttg gag 
Gly Glu His Leu Leu Glu 
30 

agt ccc ttc tac ctt egg 
Ser Pro Phe Tyr Leu Arg 
45 50 
ttt gac act gga etc tea 
Phe Asp Thr Gly Leu Ser 
65 

gag tec tta ctg gaa cct 
Glu Ser Leu Leu Glu Pro 
80 

eta cc 
Leu 



tct gat ctt ttc ccg acg 
Ser Asp Leu Phe Pro Thr 
35 40 
cca ccc tec ttc ctg egg 
Pro Pro Ser Phe Leu Arg 
55 

gag gtg agt etc ccc aca 
Glu Val Ser Leu Pro Thr 
70 

cct gga aac ttc tec ate 
Pro Gly Asn Phe Ser He 
85 



tct act tec ctg 446 
Ser Thr Ser Leu 

gca ccc age tgg 4 94 

Ala Pro Ser Trp 
60 

get agg acg gga 542 
Ala Arg Thr Gly 
75 

cat ttt cct ttc 590 
His Phe Pro Phe 
90 

595 



Ul 



3tf 



<210> 1047 
<211> 564 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 284. .562 



<400> 1047 

attgggtgtg gacagaaagc tagtgaaaca agaccatgac aagtcactgg ccggctcaga 60 
cgtgtttgtg tctctctttt cttagctcag tgagtactgg gtatgtgtca cattgecaaa 120 
tcccggatca caagtctcca tgaactgctg gtgagctagg ataataaaac ccctgacatc 180 
accattccag aagcttcaca agactgeata tataaggggc tggctgtagc tgcagctgaa 240 
ggagctgacc agecagctga cccctcacac tcacctagcc acc atg gac ate gee 2 95 

g Met Asp He Ala 

k 1 

^ ate cac cac ccc tgg ate cgc cgc ccc ttc ttt cct ttc cac tec ccc 343 
J He His His Pro Trp He Arg Arg Pro Phe Phe Pro Phe His Ser Pro 
5 10 15 20 

age cgc etc ttt gac cag ttc ttc gga gag cac ctg ttg gag tct gat 3 91 

Ser Arg Leu Phe Asp Gin Phe Phe Gly Glu His Leu Leu Glu Ser Asp 

25 30 35 

ctt ttc ccg acg tct act tec ctg agt ccc ttc tac ctt egg cca ccc 
Leu Phe Pro Thr Ser Thr Ser Leu Ser Pro Phe Tyr Leu Arg Pro Pro 

40 45 50 

tec ttc ctg egg gca ccc age tgg ttt gac act gga etc tea gag gtg 
Ser Phe Leu Arg Ala Pro Ser Trp Phe Asp Thr Gly Leu Ser Glu Val 

55 60 65 

agt etc ccc aca get agg acg gga gag tec tta ctg gaa cct cct gga 535 
Ser Leu Pro Thr Ala Arg Thr Gly Glu Ser Leu Leu Glu Pro Pro Gly 

70 75 80 

aac ttc tec ate cat ttt cct ttc eta cc 
Asn Phe Ser He His Phe Pro Phe Leu 
85 90 



439 



487 



564 



<210> 1048 
<211> 509 



715 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 4 . .507 



<400> 1048 





aac 


atg 


act 


tct 


gee 






1*1 C: L. 
1 


Thr 


Ser 


Aia 




gas 


99 c 


cgc 


ctg 


etc 




Xaa 


Gly 


Arg 


Leu 


Leu 












i r\ 
z u 




ct uy 


aac 


gga 


get 


ttg 




Met 


Asn 


Gly Ala 


Leu 










35 




%se£ 


aag 


aLy 


ttt 


gtc 


99 r 


- 5R; 

m 


Lys 


Met 


Phe 


Val 


Gly 






50 








acc 


age 


cag 


ctg 


acc 




Thr 


Ser 


Gin 


Leu 


Thr 


yj 




65 










ate 


cac 


cac 


ccc 


tgg 




He 


His 


His 


Pro 


Trp 




80 












age 


cgc 


etc 


ttt 


gac 




Ser 


Arg 


Leu 


Phe 


Asp 












100 


~= 5 


ctt 


ttc 


ccg 


acg 


tct 


?= 


Leu 


Phe 


Pro 


Thr 


Ser 










115 






tec 


ttc 


ctg 


egg 


gca 




Ser 


Phe 


Leu 


Arg 


Ala 








130 








agt 


etc 


ccc 


aca 


get 




Ser 


Leu 


Pro 


Thr 


Ala 






145 










aac 


ttc 


tec 


ate 


cat 




Asn 


Phe 


Ser 


He 


His 



160 



ttc 


aag 


ctg 


gat 


ttc 


etc 


Phe 


Lys 


Leu 


Asp 


Phe 


Leu 


5 










10 


gtt 


cct 


gac 


aga 


att 


aac 


Val 


Pro 


Asp Arg 


He 


Asn 










25 




gat 


cas 


kca 


gac 


caa 


cca 


Asp 


Xaa 


Xaa 


Asp 


Gin 


Pro 








40 






sag 


ate 


ccc 


egg 


tea 


tgg 


Xaa 


He 


Pro 


Arg 


Ser 


Trp 






55 








cct 


cac 


act 


cac 


eta 


gee 


Pro 


His 


Thr 


His 


Leu 


Ala 




70 










ate 


cgc 


cgc 


ccc 


ttc 


ttt 


He 


Arg 


Arg 


Pro 


Phe 


Phe 


85 










90 


cag 


ttc 


ttc 


gga 


gag 


cac 


Gin 


Phe 


Phe 


Gly Glu 


His 










105 




act 


tec 


ctg 


agt 


ccc 


ttc 


Thr 


Ser 


Leu 


Ser 


Pro 


Phe 








120 






ccc 


age 


tgg 


ttt 


gac 


act 


Pro 


Ser 


Trp 


Phe 


Asp 


Thr 






135 








agg 


acg 


gga 


gag 


tec 


tta 


Arg 


Thr 


Gly Glu Ser 


Leu 




150 










ttt 


cct 


ttc 


eta 


cc 




Phe 


Pro 


Phe 


Leu 






165 













ccg gac atg atg gtc 4 8 

Pro Asp Met Met Val 
15 

ggc aca gee aac aag 96 
Gly Thr Ala Asn Lys 
30 

gac cca gat gee att 144 
Asp Pro Asp Ala He 
45 

teg grr aag gag ctg 192 
Ser Xaa Lys Glu Leu 
60 

acc atg gac ate gee 240 

Thr Met Asp He Ala 

75 

cct ttc cac tec ccc 288 
Pro Phe His Ser Pro 
95 

ctg ttg gag tct gat 336 
Leu Leu Glu Ser Asp 
110 

tac ctt egg cca ccc 384 
Tyr Leu Arg Pro Pro 
125 

gga etc tea gag gtg 432 
Gly Leu Ser Glu Val 
140 

ctg gaa cct cct gga 480 

Leu Glu Pro Pro Gly 

155 

509 



<210> 1049 

<211> 580 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 300. .578 



<400> 1049 



716 



gaggcaccaa acggcctggg tggatagaag ggggacaagg aggcacaccc aggccggcaa 60 
agagcaggta tcagcactgc aagcaccaag tgtgtcttga gctcagtgag tactgggtat 12 0 
gtgtcacatt gccaaatccc ggatcacaag tctccatgaa ctgctggtga gctaggataa 180 
taaaacccct gacatcacca ttccagaagc ttcacaagac tgcatatata aggggctggc 240 
tgtagctgca gctgaaggag ctgaccagcc agctgacccc tcacactcac ctagccacc 299 
atg gac ate gec ate cac cac ccc tgg ate cgc cgc ccc ttc ttt cct 347 
Met Asp He Ala He His His Pro Trp He Arg Arg Pro Phe Phe Pro 
1 5 10 15 

ttc cac tec ccc age cgc etc ttt gac cag ttc ttc gga gag cac ctg 395 
Phe His Ser Pro Ser Arg Leu Phe Asp Gin Phe Phe Gly Glu His Leu 

20 25 30 

ttg gag tct gat ctt ttc ccg acg tct act tec ctg agt ccc ttc tac 443 
Leu Glu Ser Asp Leu Phe Pro Thr Ser Thr Ser Leu Ser Pro Phe Tyr 

35 40 45 

ctt egg cca ccc tec ttc ctg egg gca ccc age tgg ttt gac act gga 491 
Leu Arg Pro Pro Ser Phe Leu Arg Ala Pro Ser Trp Phe Asp Thr Gly 

50 55 60 

etc tea gag gtg agt etc ccc aca get agg acg gga gag tec tta ctg 539 
p Leu Ser Glu Val Ser Leu Pro Thr Ala Arg Thr Gly Glu Ser Leu Leu 

65 70 75 80 

~ gaa cct cct gga aac ttc tec ate cat ttt cct ttc eta cc 580 



Glu Pro Pro Gly Asn Phe Ser He His Phe Pro Phe Leu 
85 90 

<210> 1050 
U3 <211> 404 
■J% <212> DNA 

■SET 

3 <213> Homo sapiens 

'jfjt <220> 

Jj! <221> CDS 

^ <222> 180. .404 

s m a 

p <400> 1050 

gtcttttcct ttgcaatgtc taagectett tcatttttat gcactctgca tggaataatc 60 
accgaaaaag gagctgagga gactccatat tagacttgeg ttccaaatas cgctctaatc 12 0 
ctkgacttag cctacctaaa tagtcctcct gtgttaccag taaeggcaca gecaacaag 179 
atg aac gga get ttg gat cac tea kac caa cca gac cca gat gee att 227 
Met Asn Gly Ala Leu Asp His Ser Xaa Gin Pro Asp Pro Asp Ala He 
1 5 10 15 

aag atg ttt gtc gga cag ate ccc egg tea tgg teg gaa aag gag ctg 275 
Lys Met Phe Val Gly Gin He Pro Arg Ser Trp Ser Glu Lys Glu Leu 

20 25 30 

aaa gaa ctt ttt gag cct tac gga gee gtc tac cag ate aac gtc etc 323 
Lys Glu Leu Phe Glu Pro Tyr Gly Ala Val Tyr Gin He Asn Val Leu 

35 40 45 

egg gac egg agt cag aac cct ccg cag agt aaa ggt tgt tgt ttc gta 371 
Arg Asp Arg Ser Gin Asn Pro Pro Gin Ser Lys Gly Cys Cys Phe Val 

50 55 60 

aca ttt tat aca aga aaa get gca ctt gag gec 404 
Thr Phe Tyr Thr Arg Lys Ala Ala Leu Glu Ala 
65 70 75 
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<210> 1051 

<211> 546 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 266. .544 

<400> 1051 

gaggcaccaa acggcctggg tggatagaag ggggacaagg aggcacaccc aggccggcaa 60 
agagcagctc agtgagtact gggtatgtgt cacattgcca aatcccggat cacaagtctc 120 
catgaactgc tggtgagcta ggataataaa acccctgaca tcaccattcc agaagcttca 180 
caagactgca tatataaggg gctggctgta gctgcagctg aaggagctga ccagccagct 24 0 
gacccctcac actcacctag ccacc atg gac ate gec ate cac cac ccc tgg 292 

Met Asp lie Ala He His His Pro Trp 
1 5 

ate cgc cgc ccc ttc ttt cct ttc cac tec ccc age cgc etc ttt gac 340 
He Arg Arg Pro Phe Phe Pro Phe His Ser Pro Ser Arg Leu Phe Asp 
10 15 20 25 

cag ttc ttc gga gag cac ctg ttg gag tct gat ctt ttc ccg acg tct 388 
Gin Phe Phe Gly Glu His Leu Leu Glu Ser Asp Leu Phe Pro Thr Ser 

30 35 40 

act tec ctg agt ccc ttc tac ctt egg cca ccc tec ttc ctg egg gca 436 
Thr Ser Leu Ser Pro Phe Tyr Leu Arg Pro Pro Ser Phe Leu Arg Ala 

45 50 55 

ccc age tgg ttt gac act gga etc tea gag gtg agt etc ccc aca get 484 
Pro Ser Trp Phe Asp Thr Gly Leu Ser Glu Val Ser Leu Pro Thr Ala 
m 60 65 70 

pj agg acg gga gag tec tta ctg gaa cct cct gga aac ttc tec ate cat 532 
J " Arg Thr Gly Glu Ser Leu Leu Glu Pro Pro Gly Asn Phe Ser He His 
5 75 80 85 

^ ttt cct ttc eta cc 546 
kr E Phe Pro Phe Leu 
90 

<210> 1052 

<211> 566 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 301. .564 



<400> 1052 



60 



gaggcaccaa acggcctggg tggatagaag ggggacaagg aggcacaccc aggccggcaa 

agagcaggta tcagcactgc aagcaccaag tgtgtcttga gctcagtgag tactgggtat 120 

gtgtcacatt gccaaatccc ggatcacaag tctccatgaa ctgctggtga gctaggataa 180 

taaaacccct gacatcacca ttnncagaag cttcacaaga ctgeatatat aaggggctgg 240 

ctgtagctgc agctgaagga gctgaccagc cagctgaccc ctcacactca cctagccacc 300 
atg gac ate gec ate cac cac ccc ttc ttk cct ttc cac tec ccc age 



348 
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Met Asp He Ala He His 
1 5 
cgc etc ttt gac cag ttc 
Arg Leu Phe Asp Gin Phe 
20 

ttc ccg acg tct act tec 
Phe Pro Thr Ser Thr Ser 
35 

ttc ctg egg gca ccc age 
Phe Leu Arg Ala Pro Ser 
50 

etc ccc aca get agg acg 
Leu Pro Thr Ala Arg Thr 
65 70 
ttc tec ate cat ttt cct 
Phe Ser He His Phe Pro 
85 



His Pro Phe Xaa Pro Phe 
10 

ttc ggr gag cac ctg ttg 
Phe Gly Glu His Leu Leu 
25 

ctg agt ccc ttc tac ctt 
Leu Ser Pro Phe Tyr Leu 
40 

tgg ttt gac act gga etc 
Trp Phe Asp Thr Gly Leu 
55 60 
gga gag tec tta ctg gaa 
Gly Glu Ser Leu Leu Glu 
75 

ttc eta cc 
Phe Leu 



His Ser Pro Ser 
15 

gag tck gat stt 396 
Glu Ser Asp Xaa 
30 

egg cca ccc tec 444 

Arg Pro Pro Ser 

45 

tea gag gtg agt 4 92 

Ser Glu Val Ser 

cct cct gga aac 540 
Pro Pro Gly Asn 
80 

566 



1*1 


<210> 


1053 




<211> 
<212> 


404 
DNA 


s 


<213> 


Homo 


yj 


<220> 






<221> 


CDS 


JR. 

*y 


<222> 


42 . .< 



iU 



<400> 1053 

gggtgaagaa ggggccggcc ttcaagcaac agegaegcaa g atg gca gec acc acg 56 

Met Ala Ala Thr Thr 
1 5 

ggc teg gga gta aaa gtc cct cgc aat ttc cga ctg ttg gaa gaa etc 104 
Gly Ser Gly Val Lys Val Pro Arg Asn Phe Arg Leu Leu Glu Glu Leu 

10 15 20 

gaa gaa ggc cag aaa gga gta gga gat ggc aca gtt age tgg ggt eta 152 
Glu Glu Gly Gin Lys Gly Val Gly Asp Gly Thr Val Ser Trp Gly Leu 

25 30 35 

gaa gat gac gaa gac atg aca ctt aca aga tgg aca ggg atg ata att 200 
Glu Asp Asp Glu Asp Met Thr Leu Thr Arg Trp Thr Gly Met He He 

40 45 50 

ggg cct cca aga aca att tat gaa aac cga ata tac age ctt aaa ata 24 8 

Gly Pro Pro Arg Thr He Tyr Glu Asn Arg He Tyr Ser Leu Lys He 

5 5 60 65 

gaa tgt gga cct aaa tac cca gaa gca ccc ccc ttt gta aga ttt gta 296 
Glu Cys Gly Pro Lys Tyr Pro Glu Ala Pro Pro Phe Val Arg Phe Val 
70 75 80 85 

aca aaa att aat atg aat gga gta aat agt tct aat gga gtg gtg gac 344 
Thr Lys He Asn Met Asn Gly Val Asn Ser Ser Asn Gly Val Val Asp 

90 95 100 

cca aga gec ata tea gtg eta gca aaa tgg cag nat tea tat age ate 3 92 

Pro Arg Ala He Ser Val Leu Ala Lys Trp Gin Xaa Ser Tyr Ser He 

105 110 115 

aaa gtt gtc ctg 404 
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Lys Val Val Leu 
120 

<210> 1054 
<211> 419 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .417 



<400> 1054 

tcgtgcgtgc gtgcgggcgg ctgcgtcggg ctgcaggaga ag atg gcg gtc tec 54 

Met Ala Val Ser 
1 

cgc ttg ttg gaa gaa ctt gaa 102 
Arg Leu Leu Glu Glu Leu Glu 

15 20 
aca gtt age tgg ggc ctt gaa 150 
Thr Val Ser Trp Gly Leu Glu 
30 35 
tgg aca ggc atg att att ggg 198 
Trp Thr Gly Met He He Gly 
50 

ata tat age ctg aaa gta gaa 246 
He Tyr Ser Leu Lys Val Glu 
65 

ccg tea gtt aga ttt gta aca 294 
Pro Ser Val Arg Phe Val Thr 
80 

tec agt ggg atg gtg gat gee 342 
Ser Ser Gly Met Val Asp Ala 
95 100 
caa aat tea tat age att aaa 3 90 

Gin Asn Ser Tyr Ser He Lys 
HO lis 
at 419 



<210> 1055 
<211> 468 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .467 

<400> 1055 

agagggaggg ttaaggegee tgggegcaca gcgagccggc tgagggggct gtggcggccg 60 



4 s 



aca 


gga 


gtt 


aaa 


gtt 


cct 


cgt 


aat 


ttt 


Thr Gly 


Val 


Lys 


Val 


Pro 


Arg 


Asn 


Phe 


5 










10 








gaa 


gga 


caa 


aaa 


gga 


gta 


ggc 


gac 


ggt 


Glu Gly 


Gin 


Lys 


Gly Val Gly Asp 


Gly 


gat 


gat 


gaa 


gat 


atg 


aca 


ctt 


aca 


agg 


Asp 


Asp 


Glu 


Asp 


Met 


Thr 


Leu 


Thr 


Arg 








40 










45 


cca 


cca 


agg 


aca 


aat 


tat 


gaa 


aac 


aga 


Pro 


Pro 


Arg 


Thr 


Asn 


Tyr 


Glu 


Asn 


Arg 






55 










60 




tgt 


gga 


cct 


aaa 


tac 


cca 


gaa 


get 


cct 


Cys 


Gly 


Pro 


Lys 


Tyr 


Pro 


Glu 


Ala 


Pro 




70 










75 






aaa 


att 


aat 


atg 


aac 


gga 


ata 


aat 


aat 


Lys 


He 


Asn 


Met 


Asn 


Gly 


He 


Asn 


Asn 


85 










90 








egg 


age 


ata 


cca 


gtg 


tta 


gca 


aaa 


tgg 


Arg 


Ser 


lie 


Pro 


Val 


Leu 


Ala 


Lys 


Trp 










105 










gtt 


gta 


ctt 


caa 


gag 


eta 


aga 


cgt 


eta 


Val 


Val 


Leu 


Gin 


Glu 


Leu 


Arg 


Arg 


Leu 








120 










125 



720 



cggcgggcga c atg gac aac gcg ggg aag gag cgt gag gca gta cag ctg 110 
Met Asp Asn Ala Gly Lys Glu Arg Glu Ala Val Gin Leu 
15 10 
atg gcg gag gcc gag aag cga gtc aag gcc tec cac tec ttc etc cga 158 
Met Ala Glu Ala Glu Lys Arg Val Lys Ala Ser His Ser Phe Leu Arg 

15 20 25 

ggg ctg ttt gga gga aac aca aga ata gaa gag get tgt gaa atg tat 206 
Gly Leu Phe Gly Gly Asn Thr Arg He Glu Glu Ala Cys Glu Met Tyr 
30 35 40 45 

acc aga get gca aat atg ttc aag atg get aaa aat tgg agt get gca 254 
Thr Arg Ala Ala Asn Met Phe Lys Met Ala Lys Asn Trp Ser Ala Ala 

50 55 60 

gga aac gca ttt tgt cag gca gcc aag etc cac atg cag ctt cag age 302 
Gly Asn Ala Phe Cys Gin Ala Ala Lys Leu His Met Gin Leu Gin Ser 

65 70 75 

aaa cat gac tct get acc age ttt gtg gat get gga aat get tac aaa 350 
Lys His Asp Ser Ala Thr Ser Phe Val Asp Ala Gly Asn Ala Tyr Lys 
80 85 90 

O aa 9 gca gat ccc caa gag get ate aac tgc tta aat gca gcc ate gac 398 
*f* L ys Ala Asp Pro Gin Glu Ala He Asn Cys Leu Asn Ala Ala He Asp 
^ 95 100 105 

f; att tac aca gac atg gga agg ttt aca att gca gcc aag cac cac att 
f* He Tyr Thr Asp Met Gly Arg Phe Thr He Ala Ala Lys His His He 
W 110 115 120 125 

act atg cag aga tct atg aga c 
fcp Thr Met Gin Arg Ser Met Arg 

m 130 



<210> 1056 

<211> 311 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 77. .310 



446 



468 



<400> 1056 

gcattcgcca cgctgaagcc cgtatcgctc ctgagacegg teeggaggaa acacaagaat 60 
agtagaggct tgtgaa atg tat acc aga get gca aat atg ttc aag atg get 112 
Met Tyr Thr Arg Ala Ala Asn Met Phe Lys Met Ala 
1 5 10 

aaa aat tgg agt get gca gga aac gca ttt tgt cag gca gcc aag etc 160 
Lys Asn Trp Ser Ala Ala Gly Asn Ala Phe Cys Gin Ala Ala Lys Leu 

15 20 25 

cac atg cag ctt cag age aaa cat gac tct get acc age ttt gtg gat 208 
His Met Gin Leu Gin Ser Lys His Asp Ser Ala Thr Ser Phe Val Asp 

30 35 40 

get gga aat get tac aaa aag gca gat ccc caa gag get ate aac tgc 256 
Ala Gly Asn Ala Tyr Lys Lys Ala Asp Pro Gin Glu Ala He Asn Cys 
45 50 55 60 

tta aat gca gcc ate gac att tac aca gac atg gga agg ttt aca att 304 
Leu Asn Ala Ala He Asp He Tyr Thr Asp Met Gly Arg Phe Thr He 
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gca gca a 
Ala Ala 



65 



70 



75 



311 



<210> 1057 

<211> 371 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 119. .370 



<400> 1057 

ggaagtggcc ggtcagcgtc gctgccggtc tccggcggag acggactctg gagtttgggc 60 
ggcccgggcg gccactaggt actctgatat tccgtactaa acacgtctgc aagtcaag 118 
atg teg cac ccg tec ccc caa gec aag ccc tec aac ccc agt aac cct 166 
Met Ser His Pro Ser Pro Gin Ala Lys Pro Ser Asn Pro Ser Asn Pro 
15 10 15 

cga gtc ttc ttt gac gtg gac ate gga ggg gag cga gtt ggt cga att 214 
fj Arg Val Phe Phe Asp Val Asp He Gly Gly Glu Arg Val Gly Arg He 
^ 20 25 30 

yj gtc tta gaa ttg ttt gca gat ate gta ccc aaa act gcg gaa aat ttt 262 
%g Val Leu Glu Leu Phe Ala Asp He Val Pro Lys Thr Ala Glu Asn Phe 
=D 35 40 45 

yr| c 9t gca ctg tgt aca gga gaa aaa ggc att gga cac acg act ggg aaa 310 
J" Arg Ala Leu Cys Thr Gly Glu Lys Gly He Gly His Thr Thr Gly Lys 
50 55 60 

cct etc cat ttc aaa gga tgc cct ttt cat cga att att aag aaa ttt 358 
Pro Leu His Phe Lys Gly Cys Pro Phe His Arg He He Lys Lys Phe 
^ 65 70 75 80 

sp atg att cag ggt g 371 
Q Met He Gin Gly 

^ <210> 1058 

<211> 344 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145 . .342 



<400> 1058 

asctcagccg taagtagttt ctctatcagt cgcgcastgt gttcgeggae tcaggtggaa 60 
ggaatttctt ctcttcgttg acgttgctgg tgttcactgt ttggaattag tcaagtttcg 120 
ggaatcaccg tcgctgccat caac atg teg gtc cca age get etc atg aag 171 

Met Ser Val Pro Ser Ala Leu Met Lys 

1 5 

caa ccg ccc att cag tct acg get ggg gee gtc cca gtt cgc aat gag 219 
Gin Pro Pro He Gin Ser Thr Ala Gly Ala Val Pro Val Arg Asn Glu 
10 15 20 25 



722 



aaa ggt gag att tea atg gaa aaa gtg aag gta aag cgt tat gtg tec 267 
Lys Gly Glu lie Ser Met Glu Lys Val Lys Val Lys Arg Tyr Val Ser 

30 35 40 

gga aaa agg cca gac tat gee cct atg gag tec tea gat gag gag gat 315 
Gly Lys Arg Pro Asp Tyr Ala Pro Met Glu Ser Ser Asp Glu Glu Asp 

45 50 55 

gaa gaa ttt cag ttc att aag aaa gec aa 344 
Glu Glu Phe Gin Phe He Lys Lys Ala 
60 65 



ul 



sscs 



<210> 1059 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37. .507 



<400> 1059 

agtttcattt ccggagccac eggaagcage ttgcaa atg gcg tct ccc teg ctg 54 

Met Ala Ser Pro Ser Leu 

yj 15 

gag egg cca gaa aaa ggc get gga aaa agt gaa ttt cgt aac cag aag 102 
Glu Arg Pro Glu Lys Gly Ala Gly Lys Ser Glu Phe Arg Asn Gin Lys 

10 15 20 

ccg aag ccg gag aac caa gat gaa tea gaa etc ctt acg gtt cct gat 150 
Pro Lys Pro Glu Asn Gin Asp Glu Ser Glu Leu Leu Thr Val Pro Asp 

25 30 35 

ggt tgg aag gaa cca get ttt tec aaa gag gac aat ccc aga gga ctt 
Gly Trp Lys Glu Pro Ala Phe Ser Lys Glu Asp Asn Pro Arg Gly Leu 

40 45 50 

ttg gag gag age agt ttc gca act ttg ttc cca aaa tac agg gaa get 
Leu Glu Glu Ser Ser Phe Ala Thr Leu Phe Pro Lys Tyr Arg Glu Ala 
55 60 65 70 

tac ttg aaa gag tgt tgg cca ttg gtg cag aaa gec tta aat gaa cat 
Tyr Leu Lys Glu Cys Trp Pro Leu Val Gin Lys Ala Leu Asn Glu His 

75 80 85 

cat gtt aat gca ace ctg gac ctg ate gaa ggc age atg act gtt tgt 342 
His Val Asn Ala Thr Leu Asp Leu He Glu Gly Ser Met Thr Val Cys 

90 95 100 

act aca aag aag act ttt gat cca tat ate ate att agg gec aga gat 
Thr Thr Lys Lys Thr Phe Asp Pro Tyr He He lie Arg Ala Arg Asp 

105 HO 115 

ctg ata aaa ctg eta gca agg agt gtt tea ttt gaa cag gca gta caa 
Leu He Lys Leu Leu Ala Arg Ser Val Ser Phe Glu Gin Ala Val Gin 

120 125 130 

att ctt cag gat gat gtt gca tgt gac ate att aaa ata ggt tct tta 
He Leu Gin Asp Asp Val Ala Cys Asp He He Lys He Gly Ser Leu 
135 140 145 150 

gta gga ata aag aga gat ttg t 
Val Gly He Lys Arg Asp Leu 
155 



198 



246 



294 



390 



438 



486 



508 
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<210> 1060 

<211> 508 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 201. .506 



ijn 



<400> 1060 

agcggccgag aagggcggga cttccggcgg gtgacgcgcc cgggttcggc tacaaaagag 60 
gacggctgcg gcgcgccggg cggaactttc cagaacgctc ggtgagaggc ggaggagcgg 120 
taactacccc ggctgcgcac agctcggcgc tccttcccgc tccctcacac accggcctca 180 
gcccgcaccg gcagtagaag atg gtg aaa gaa aca act tac tac gat gtt ttg 233 

Met Val Lys Glu Thr Thr Tyr Tyr Asp Val Leu 
1 5 10 

ggg gtc aaa ccc aat get act cag gaa gaa ttg aaa aag get tat agg 2 81 

Gly Val Lys Pro Asn Ala Thr Gin Glu Glu Leu Lys Lys Ala Tyr Arg 

!5 20 25 

aaa ctg gec ttg aag tac cat cct gat aag aac cca aat gaa gga gag 32 9 

Lys Leu Ala Leu Lys Tyr His Pro Asp Lys Asn Pro Asn Glu Gly Glu 

30 35 40 

aag ttt aaa cag att tct caa get tac gaa gtt etc tct gat gca aag 377 
Lys Phe Lys Gin He Ser Gin Ala Tyr Glu Val Leu Ser Asp Ala Lys 

45 50 55 

aaa agg gaa tta tat gac aaa gga gga gaa cag gca att aaa gag ggt 425 
Lys Arg Glu Leu Tyr Asp Lys Gly Gly Glu Gin Ala He Lys Glu Gly 
60 65 70 75 

gga gca ggt ggc ggt ttt ggc tec ccc atg gac ate ttt gat atg ttt 473 
Gly Ala Gly Gly Gly Phe Gly Ser Pro Met Asp He Phe Asp Met Phe 

80 85 90 

ttt gga gga gga gga agg atg cag aga gaa agg ag 508 
Phe Gly Gly Gly Gly Arg Met Gin Arg Glu Arg 
95 100 



<210> 1061 
<211> 454 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122 . .454 



<400> 1061 

acgtcttggt tegggceggg cataaaaggc ttcgcggccc agggctcact tggegctgag 60 
aacgegggtc cacgcgtgtg ategtcegtg cgtctagcct ttgcccacgc agctttcagt 120 
c atg gec tec ggt aac gcg cgc ate gga aag cca gec cct gac ttc aag 169 
Met Ala Ser Gly Asn Ala Arg He Gly Lys Pro Ala Pro Asp Phe Lys 
1 5 10 15 

gec aca gcg gtg gtt gat ggc gec ttc aaa gag gtg aag ctg teg gac 217 
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Ala Thr Ala Val Val Asp 
20 

tac aaa ggg aag tac gtg 
Tyr Lys Gly Lys Tyr Val 
35 

ttt gtg tgc ccc acc gag 
Phe Val Cys Pro Thr Glu 
50 

ttc cgc aag ctg ggc tgt 
Phe Arg Lys Leu Gly Cys 
65 70 
ttc acc cac ctg get tgg 
Phe Thr His Leu Ala Trp 
85 

ggc ccc ctg aac ate ccc 
Gly Pro Leu Asn lie Pro 
100 



Gly Ala Phe Lys Glu Val 
25 

gtc etc ttt ttc tac cct 
Val Leu Phe Phe Tyr Pro 
40 

ate ate gcg ttc age aac 
lie lie Ala Phe Ser Asn 
55 60 
gaa gtg ctg ggc gtc teg 
Glu Val Leu Gly Val Ser 
75 

ate aac acc ccc egg aaa 
lie Asn Thr Pro Arg Lys 
90 

ctg ctt get gac gtg acc 
Leu Leu Ala Asp Val Thr 
105 



Lys Leu Ser Asp 
30 

ctg gac ttc act 265 

Leu Asp Phe Thr 

45 

cgt gca gag gac 313 

Arg Ala Glu Asp 

gtg gac tct cag 361 
Val Asp Ser Gin 
80 

gag gga ngc ttg 4 09 

Glu Gly Xaa Leu 
95 

aga cgc ttg 454 
Arg Arg Leu 
110 





<210> 


1062 




. ?=; 


<211> 


393 






<212> 


DNA 




m 


<213> 


Homo 


sapiens 


= « 5 


<220> 






. sC* 


<221> 


CDS 






<222> 


231. 


392 











pi <400> 1062 

fU accggctgtc gtaaaacggt gaatggagag cgagtkgkgg gggggaaaaa gggaggmcag 60 

si ggggcgcgga gtcagagtgg cgcasaagtg geegcaggtk gcgacggtgg cggggggtgg 12 0 

*j£ ggtgtgaggt aatccagggg tegeggaaga ggaggctgag agggtcaaaa gaaaactaaa 180 

^ gctgcagtcc ggcctactgt tccgggggcc gcggaccccc acceggggag atg gac 236 
2 Met Asp 

y i 

etc aac egg ate ate cag gcg ctg agg cac cat cga ccc gaa gtt gcg 284 
Leu Asn Arg He He Gin Ala Leu Arg His His Arg Pro Glu Val Ala 

5 10 15 

gat tgc age cga gaa cga get caa cca gtc eta caa gat tat caa ttt 332 
Asp Cys Ser Arg Glu Arg Ala Gin Pro Val Leu Gin Asp Tyr Gin Phe 

20 25 30 

tgc ccc cag ttt act teg nat tat agt etc tgr nca tgt gga ttc cag 3 80 

Cys Pro Gin Phe Thr Ser Xaa Tyr Ser Leu Xaa Xaa Cys Gly Phe Gin 
35 40 45 50 

tac gac agg cag c 3 93 

Tyr Asp Arg Gin 



<210> 1063 

<211> 483 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 



725 



<222> 87 . .482 



<400> 1063 

tnctccttcc tccccgcctc cagctgccgg caggaccttt ctctcgctgc cgctgggacc 60 
ccgtgtcatc gcccaggccg agcacg atg ccc cct aaa aag gga ggt gat gga 113 

Met Pro Pro Lys Lys Gly Gly Asp Gly 

1 5 

att aaa cca ccc cca ate att gga aga ttt gga acc tea ctg aaa att 161 

He Lys Pro Pro Pro He He Gly Arg Phe Gly Thr Ser Leu Lys He 

10 15 20 25 

ggt att gtt gga ttg cca aat gtt ggg aaa tct act ttc ttc aat gtg 209 

Gly He Val Gly Leu Pro Asn Val Gly Lys Ser Thr Phe Phe Asn Val 

30 35 40 

tta acc aat agt cag get tea gca gaa aac ttc ccg ttc tgc act att 257 
Leu Thr Asn Ser Gin Ala Ser Ala Glu Asn Phe Pro Phe Cys Thr He 

45 50 55 

gat cct aat gag age aga gta cct gtg cca gat gaa agg ttt gac ttt 305 

iPn Asp Pro Asn Glu Ser Arg Val Pro Val Pro Asp Glu Arg Phe Asp Phe 

% 6 0 65 70 

j^jj ctt tgt caa tac ca c aaa cca gca age aaa att cct gee ttt eta aat 353 
fl Leu Cys Gin Tyr His Lys Pro Ala Ser Lys He Pro Ala Phe Leu Asn 

75 80 85 

yJ gtg gtg gat att get ggc ctt gtg aaa gga get cac aat ggg cag ggc 4 01 

*Q Val Val Asp He Ala Gly Leu Val Lys Gly Ala His Asn Gly Gin Gly 
& 90 95 100 105 

~U ctg ggg aat get ttt tta tct cat att agt gec tgt gat ggc ate ttt 449 
s Leu Gly Asn Ala Phe Leu Ser His He Ser Ala Cys Asp Gly He Phe 

□ HO 115 120 

~- cat eta aca cgt get ttt gaa gat gat gat ate a 4 83 

Ljf His Leu Thr Arg Ala Phe Glu Asp Asp Asp He 
S £ 125 130 

O <210> 1064 

Q <211> 254 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69. .254 



<400> 1064 

aaaaagggca ggcatcgegg ggctggccac ttcegtaett ccgctttccg gcccagccag 60 
cgcccgcg atg act gee act etc cgc ccc tac ctg agt gec gtg egg gee 110 

Met Thr Ala Thr Leu Arg Pro Tyr Leu Ser Ala Val Arg Ala 

15 10 
aca ttg cag get gmc etc tgc ctg gag aac ttc tec tec cag gtt gtg 158 
Thr Leu Gin Ala Xaa Leu Cys Leu Glu Asn Phe Ser Ser Gin Val Val 
15 20 25 30 

gaa cga cac aac aag ccg gaa gtg gaa gtc agg agt age aaa gag etc 2 06 

Glu Arg His Asn Lys Pro Glu Val Glu Val Arg Ser Ser Lys Glu Leu 
35 40 45 
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ctg tta caa cct gtg acc ate age agg aat gmg aag gaa aag gtt ctg 254 
Leu Leu Gin Pro Val Thr He Ser Arg Asn Xaa Lys Glu Lys Val Leu 
50 55 60 



<210> 1065 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .351 



<400> 1065 

agtagtactt tccggcgttg ttgaccctat ttcccgtgct gcaccgcrsc cctttctctt 60 
ccggttctag gcgcttcggg agccgcggct tatggtgcag ac atg gec aag tec 114 

Met Ala Lys Ser 
M 1 

%5 aag aac cac acc aca cac aac cag tec cga aaa tgg cac aga aat ggt 162 

U| Lys Asn His Thr Thr His Asn Gin Ser Arg Lys Trp His Arg Asn Gly 

Nfe 5 10 15 20 

^1 ate aag aaa ccc cga tea caa aga tac gaa tct ctt aag ggg gtg gac 210 

f£ He Lys Lys Pro Arg Ser Gin Arg Tyr Glu Ser Leu Lys Gly Val Asp 

"% 25 30 35 

ccc aag ttc ctg agg aac ats cgc ttt gee aag aag cac aac aaa aag 258 
%J Pro Lys Phe Leu Arg Asn Xaa Arg Phe Ala Lys Lys His Asn Lys Lys 

L 40 45 50 

p ggc eta aag aag atg cag gee aac aat gee aag tec aag aac cac acc 306 
fU Gly Leu Lys Lys Met Gin Ala Asn Asn Ala Lys Ser Lys Asn His Thr 
fsj 55 60 65 

j= aca cac aac cag tec cga aaa tgn cac aga aat ann wtc aag ann 351 
Thr His Asn Gin Ser Arg Lys Xaa His Arg Asn Xaa Xaa Lys Xaa 
70 75 80 



<210> 1066 

<211> 494 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .492 



<400> 1066 

agtagtactt tccggcgttg ttgaccctat ttcccgtgct gcaccgcrsc cctttctctt 60 
ccggttctag gcgcttcggg agccgcggct tatggtgcag ac atg gee aag tec 114 

Met Ala Lys Ser 

1 

aag aac cac acc aca cac aac cag tec cga aaa tgg cac aga aat ggt 162 

Lys Asn His Thr Thr His Asn Gin Ser Arg Lys Trp His Arg Asn Gly 

5 10 15 20 

ate aag aaa ccc cga tea caa aga tac gaa tct ctt aag ggg gtg gac 210 
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*0 



lie 


Lys 


Lys 


Pro 


Arg 


Ser 


Gin 


Arg 


Tyr 


Glu 


Ser 


Leu 


Lys 


Gly 


Val 


Asp 










25 










30 










35 


ccc 


aag 


ttc 


ctg 


agg 


aac 


atg 


cgc 


ttt 


gcc 


aag 


aag 


cac 


aac 


aaa 


aag 


Pro 


Lys 


Phe 


Leu 


Arg 


Asn 


Met 


Arg 


Phe 


Ala 


Lys 


Lys 


His 


Asn 


Lys 


Lys 








40 










45 










50 




ggc 


eta 


aag 


aag 


atg 


cag 


gcc 


aac 


aat 


gcc 


aag 


gcc 


atg 


agt 


gca 


cgt 


Gly 


Leu 


Lys 


Lys 


Met 


Gin 


Ala 


Asn 


Asn 


Ala 


Lys 


Ala 


Met 


Ser 


Ala 


Arg 






55 










60 










65 






gcc 


gag 


get 


ate 


aag 


gcc 


etc 


gta 


aag 


ccc 


aag 


gag 


gtt 


aag 


ccc 


aag 


Ala 


Glu 


Ala 


He 


Lys 


Ala 


Leu 


Val 


Lys 


Pro 


Lys 


Glu 


Val 


Lys 


Pro 


Lys 




70 










75 










80 








ate 


cca 


aag 


ggt 


gtc 


age 


cgc 


aag 


etc 


gat 


cga 


ctt 


gcc 


tac 


att 


gcc 


He 


Pro 


Lys 


Gly 


Val 


Ser 


Arg 


Lys 


Leu 


Asp 


Arg 


Leu 


Ala 


Tyr 


He 


Ala 


85 










90 










95 










100 


cac 


ccc 


aag 


ctt 


ggg 


aag 


cgt 


get 


cgt 


gcc 


cgt 


att 


gcc 


aag 


ggg 


etc 


His 


Pro 


Lys 


Leu 


Gly 


Lys 


Arg 


Ala 


Arg Ala Arg 


He 


Ala 


Lys 


Gly Leu 










105 










110 










115 




agg 


ctg 


tgc 


egg 


cca 


aag 


gcc 


aag 


gcc 


aag 


gcc 


aag 


gcc 


aag 


ga 




Arg 


Leu 


Cys 


Arg 
120 


Pro 


Lys 


Ala 


Lys 


Ala 
125 


Lys 


Ala 


Lys 


Ala 


Lys 
130 







<210> 1067 

<211> 360 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .358 



if! I 

S S <400> 1067 



258 



306 



354 



402 



450 



494 



acttagggac ctgctggggt gcggggaaaa ggegcagtet cggtgggatt gcgtgcagga 60 
gggtcgtggt ctggctgtgg eggaggagea taagaagact ctgcggtgga gctgtggaag 12 0 
ccaggcgcac agg atg caa gca gcc agg ccc agg gag gca gca get gca 169 

Met Gin Ala Ala Arg Pro Arg Glu Ala Ala Ala Ala 

15 10 
tec tea gag agg aag cca gga tgc ccc act ctg ctg ggg gta ctg cag 217 
Ser Ser Glu Arg Lys Pro Gly Cys Pro Thr Leu Leu Gly Val Leu Gin 

15 20 25 

ggg tgg ggc tgg agg ctg cag age cca cag ccc tgc tea cca ggg cag 265 
Gly Trp Gly Trp Arg Leu Gin Ser Pro Gin Pro Cys Ser Pro Gly Gin 

30 35 40 

age ccc ctt cag aac cca cag aga tec gtc cac aaa age gga aaa agg 313 
Ser Pro Leu Gin Asn Pro Gin Arg Ser Val His Lys Ser Gly Lys Arg 
45 50 55 60 

ggc cag ccc cca aaa tgc tgg kga acg age tat gca gcg tgt gtg gg 3 60 

Gly Gin Pro Pro Lys Cys Trp Xaa Thr Ser Tyr Ala Ala Cys Val 
65 70 75 

<210> 1068 

<211> 497 

<212> DNA 

<213> Homo sapiens 



728 



<220> 
<221> CDS 
<222> 120 . .497 



<400> 1068 

ctctggcgag ctttgcgttc cctgtgcgcc ggaagtgatc ccctgcgtgg ctgggctgct 60 
cgggttagat cgtcaggaaa agcctaaaga ttagactgta agaaaagaaa atagaagcc 119 
atg ttt cga aga cct gta tta cag gta ctt cgt cag ttt gta aga cat 167 
Met Phe Arg Arg Pro Val Leu Gin Val Leu Arg Gin Phe Val Arg His 
1 5 10 15 

gag tec gaa aca act acc agt ttg gtt ctt gaa aga tec ctg aat cgt 215 
Glu Ser Glu Thr Thr Thr Ser Leu Val Leu Glu Arg Ser Leu Asn Arg 

20 25 30 

gtg cac tta ctt ggg cga gtg ggt cag gac cct gtc ttg aga cag gtg 263 
Val His Leu Leu Gly Arg Val Gly Gin Asp Pro Val Leu Arg Gin Val 

35 40 45 

gaa gga aaa aat cca gtc aca ata ttt tct eta gca act aat gag atg 311 
Glu Gly Lys Asn Pro Val Thr He Phe Ser Leu Ala Thr Asn Glu Met 

50 55 60 

tgg cga tea ggg gat agt gaa gtt tac caa ctg ggt gat gtc agt caa 359 
Trp Arg Ser Gly Asp Ser Glu Val Tyr Gin Leu Gly Asp Val Ser Gin 
65 70 75 80 

aag aca aca tgg cac aga ata tea gta ttc egg cca ggc etc aga gac 4 07 

^ Lys Thr Thr Trp His Arg He Ser Val Phe Arg Pro Gly Leu Arg Asp 

85 90 95 

s gtg gca tat caa tat gtg aaa aag ggg tct cga att tat ttg gaa ggg 455 

p Val Ala Tyr Gin Tyr Val Lys Lys Gly Ser Arg He Tyr Leu Glu Gly 

ry 100 105 no 

jy aaa ata gac tat ggt gaa tac atg gat aaa aat aat gtg agg 497 

'jr Lys He Asp Tyr Gly Glu Tyr Met Asp Lys Asn Asn Val Arg 

=4 115 120 125 

O <210> 1069 

<211> 446 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 237 . .446 



<400> 1069 

gactccattt tgtaggcege ttatttgtgt gcatccacgg cgattcttcc cgcagagttg 60 
tgaagcgaaa ggcttacaat taaaaggaag aaaaaaaaat aaagataatt egggagtaca 120 
attgacaaag cgtgtgggtc gctcagcctc cagcagtaac tgetgatetc cagttcttgg 180 
agggttcegg tgagaagaac gcccctactg eggtactgag gaagcggcag gaggag atg 239 

Met 
1 

egg ccc ctg gac ata gac gag gtg gaa gcg cct gag gaa gtg gag gtg 287 
Arg Pro Leu Asp He Asp Glu Val Glu Ala Pro Glu Glu Val Glu Val 
5 10 15 



729 



ctg gag ccc gag gag gat 
Leu Glu Pro Glu Glu Asp 
20 

gag atg cgc gag gac ate 
Glu Met Arg Glu Asp lie 
35 

tac ctg egg acc agg age 
Tyr Leu Arg Thr Arg Ser 
50 55 
cag ate aaa acg cag 
Gin He Lys Thr Gin 
70 



ttc gag cag ttc ctg etc 
Phe Glu Gin Phe Leu Leu 
25 

gcg tct ctt ata cgc gag 
Ala Ser Leu He Arg Glu 
40 45 
aag ctg tgg gag atg gac 
Lys Leu Trp Glu Met Asp 
60 



ccg gtc ate aac 335 

Pro Val He Asn 

30 

cac ggg egg gcg 3 83 

His Gly Arg Ala 

aat atg ctt ate 431 
Asn Met Leu He 
65 

446 



<210> 1070 

<211> 279 

<212> DNA 

<213> Homo sapiens 



=sas? 



<220> 
<221> CDS 
<222> 64 . .279 



<400> 1070 

^ attttttttg ttcgccgtta ctctgcgcac ategctattg eggttccgag gcagtgggaa 60 
%y gag atg egg ccc ctg gac ate gtc gag ctg gcg gaa ccg gag gaa gtg 108 
Met Arg Pro Leu Asp He Val Glu Leu Ala Glu Pro Glu Glu Val 
15 10 15 

9 a 9 gtg ctg gag ccc gag gag gat ttc gag cag ttt ctg etc ccg gtc 156 
Glu Val Leu Glu Pro Glu Glu Asp Phe Glu Gin Phe Leu Leu Pro Val 

20 25 30 

ate aac gag atg cgc gag gac ate gcg teg ctg acg cgc gag cac ggg 204 
He Asn Glu Met Arg Glu Asp He Ala Ser Leu Thr Arg Glu His Gly 

35 40 45 

c 99 gcg tac ctg egg aac egg age aag cag tgg gaa gag atg egg ccc 252 
Arg Ala Tyr Leu Arg Asn Arg Ser Lys Gin Trp Glu Glu Met Arg Pro 

50 55 60 

ctg gac ate gtc gaa skg gcg gaa acg 279 
Leu Asp He Val Glu Xaa Ala Glu Thr 
65 70 



<210> 1071 

<211> 292 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 64 . .291 



<400> 1071 

attttttttg ttcgccgtta ctctgcgcac ategctattg eggttccgag gcagtgggaa 60 
gag atg egg ccc ctg gac ate gtc gag ctg gcg gaa ccg gag gaa gtg 108 



730 



Met Arg Pro Leu Asp 
1 5 
gag gtg ctg gag ccc gag 
Glu Val Leu Glu Pro Glu 
20 

ate aac gag atg cgc gag 
lie Asn Glu Met Arg Glu 
35 

egg gcg tac ctg egg aac 
Arg Ala Tyr Leu Arg Asn 
50 

etc ate cag ate aaa acg 
Leu lie Gin lie Lys Thr 
65 



lie Val Glu Leu Ala Glu 
10 

gag gat ttc gag cag ttt 
Glu Asp Phe Glu Gin Phe 
25 

gac ate gcg teg ctg acg 
Asp lie Ala Ser Leu Thr 
40 

egg age aag ctg tgg gag 
Arg Ser Lys Leu Trp Glu 
55 

ca 9 gtg gag gee teg aag 
Gin Val Glu Ala Ser Lys 
70 75 



Pro Glu Glu Val 
15 

ctg etc ccg gtc 156 
Leu Leu Pro Val 
30 

cgc gag cac ggg 204 
Arg Glu His Gly 
45 

atg gac aat atg 252 

Met Asp Asn Met 

60 

gag a 2 92 

Glu 



y 



<210> 1072 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 179. .391 



<400> 1072 

*y attttgttcg ccgttactct gcgcgtaagt cgcttgtccg tggcttctct gagaagaaaa 60 
s gttgaaaaag ggtaaaagtt ttcaggaata ttegggctet etattgetaa geatagegag 120 

g tgtcggtttt ctctctccaa cagacatcgc tattgeggtt ccgaggcagt gggaagag 178 
HJ at 9 c 99 ccc ct g gac ate gtc gag ctg gcg gaa ccg gag gaa gtg gag 226 
fy Met Ar g Pro L ^u Asp He Val Glu Leu Ala Glu Pro Glu Glu Val Glu 

15 10 15 

2J gtg ctg gag ccc gag gag gat ttc gag cag ttt ctg etc ccg gtc ate 274 
^ Val Leu Glu Pro Glu Glu Asp Phe Glu Gin Phe Leu Leu Pro Val He 
^ 20 25 30 

aac gag atg cgc gag gac ate gcg teg ctg acg cgc gan cac ggg egg 322 

Asn Glu Met Arg Glu Asp He Ala Ser Leu Thr Arg Xaa His Gly Arg 
35 40 45 

gcg tac ctg egg aac egg age aag ctg tgg gag atg gac aat atg etc 370 

Ala Tyr Leu Arg Asn Arg Ser Lys Leu Trp Glu Met Asp Asn Met Leu 
50 55 60 

ate cag ate aaa acg cag gtg 3 9! 

He Gin He Lys Thr Gin Val 

65 70 



<210> 1073 
<211> 472 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 76 . .471 



731 




<400> 1073 

gcgcgtgcac aaaagagagc tgaggggcgg gggcgctgcg gcacagctgg tttgagcaac 60 
tgaactggaa acaag atg cag gac ccc aac gca gac act gaa tgg aat gac ill 
Met Gin Asp Pro Asn Ala Asp Thr Glu Trp Asn Asp 
15 10 
ate tta cgc aaa aag ggt ate tta ccc ccc aag gaa agt ctg aaa gaa 159 
lie Leu Arg Lys Lys Gly lie Leu Pro Pro Lys Glu Ser Leu Lys Glu 

15 20 25 

ttg gaa gag gag gca gaa gag gag cag cgc ate etc cag cag tea gtg 207 
Leu Glu Glu Glu Ala Glu Glu Glu Gin Arg He Leu Gin Gin Ser Val 

30 35 40 

gtg aaa aca tat gaa gat atg act ttg gaa gag ctg gag gat cat gaa 255 
Val Lys Thr Tyr Glu Asp Met Thr Leu Glu Glu Leu Glu Asp His Glu 
45 50 55 60 

gac gag ttt aat gag gag gat gaa cgt get att gaa atg tac aga egg 303 
Asp Glu Phe Asn Glu Glu Asp Glu Arg Ala He Glu Met Tyr Arg Arg 
65 70 75 

O egg aga ctg get gag tgg aaa gen act aaa ctg aag aat aaa tty gga 351 
.j* Arg Arg Leu Ala Glu Trp Lys Ala Thr Lys Leu Lys Asn Lys Phe Gly 
yi 80 85 90 

gga agt ttt gga gat etc aga gga tta tgt tea aga agt tac caa age 3 99 

Gly Ser p he Gly Asp Leu Arg Gly Leu Cys Ser Arg Ser Tyr Gin Ser 
% 9 5 100 105 

^ tgg cga ggg ctt gtg ggt cat ctt gca cct tta caa aca agg aat tec 447 
*U Trp Arg Gly Leu Val Gly His Leu Ala Pro Leu Gin Thr Arg Asn Ser 
«0 HO 115 120 

s cct ctg tgc ctg ata aat cag cac c 472 

Q Pro Leu Cys Leu He Asn Gin His 

S S <210> 1074 

2 <211> 435 

<212> DNA 
M <213> Homo sapiens 

<220> 
<221> CDS 
<222> 50. .433 

<400> 1074 

gggatccget gcgcgagctg tctcggtccc acgtgtgcga gttgctacg atg gaa gtt 58 

Met Glu Val 
1 

aaa ggg aaa aag caa ttc aca gga aag art aca aag aca gca caa gaa 106 
Lys Gly Lys Lys Gin Phe Thr Gly Lys Xaa Thr Lys Thr Ala Gin Glu 

5 10 15 

aaa aac aga ttt cat aaa aat agt gat tct ggt tct tea aag aca ttt 154 
Lys Asn Arg Phe His Lys Asn Ser Asp Ser Gly Ser Ser Lys Thr Phe 
20 25 30 35 

cca aca agg aaa gtt get aaa gaa ggt gga cct aaa gtc aca tct agg 2 02 

Pro Thr Arg Lys Val Ala Lys Glu Gly Gly Pro Lys Val Thr Ser Arg 
40 45 50 



732 



aac ttt gag aaa agt ate 
Asn Phe Glu Lys Ser He 
55 

ttc aag aat aag cag caa 
Phe Lys Asn Lys Gin Gin 
70 

ccg gca aat aaa ttc aac 
Pro Ala Asn Lys Phe Asn 
85 

age gat gaa tea gca gee 
Ser Asp Glu Ser Ala Ala 
100 105 
aag aag aaa gaa ctg aag 
Lys Lys Lys Glu Leu Lys 
120 



aca aaa ctt ggg aaa aag 
Thr Lys Leu Gly Lys Lys 
60 

999 9&c aaa tea cca aag 
Gly Asp Lys Ser Pro Lys 
75 

aag aag aga aaa ttc cag 
Lys Lys Arg Lys Phe Gin 
90 95 
aag aag ccc aaa tgg gat 
Lys Lys Pro Lys Trp Asp 
110 

caa age aga caa etc agt 
Gin Ser Arg Gin Leu Ser 
125 



ggt gta aag cag 250 
Gly Val Lys Gin 
65 

aac aaa ttc cag 2 98 

Asn Lys Phe Gin 

80 

cca gat ggt aga 34 6 

Pro Asp Gly Arg 

gac ttc aaa aag 3 94 

Asp Phe Lys Lys 
115 

gat aa 435 
Asp 



<210> 1075 
<211> 357 
Q <212> DNA 

<213> Homo sapiens 

m 

<220> 
fT <221> CDS 

<222> 70 . . 357 



%Q <400> 1075 

s eggggeggeg gttgcatcag attctaggaa gtgtctgtag ccgcagctgc gggtccggga 60 

Q ttcccagcc atg gca gat tec tec ggg cag cag ggc aaa ggc egg cgt gtg 111 
Hi Me t Ala Asp Ser Ser Gly Gin Gin Gly Lys Gly Arg Arg Val 

fy i 5 io 

cag ccc cag tgg tec cct cct get ggg acc cag cca tgc aga etc cac 159 
^ Gin Pro Gin Trp Ser Pro Pro Ala Gly Thr Gin Pro Cys Arg Leu His 
^ 15 20 25 30 

ctt tac aac age etc acc agg aac aag gaa gtg ttc ata cct caa gat 207 
Leu Tyr Asn Ser Leu Thr Arg Asn Lys Glu Val Phe He Pro Gin Asp 

35 40 45 

ggg aaa aag gtg acg tgg tat tgc tgt ggg cca acc gtc tat gac gca 255 
Gly Lys Lys Val Thr Trp Tyr Cys Cys Gly Pro Thr Val Tyr Asp Ala 

50 55 60 

tct cac atg ggg cac gee agg tec tac ate tct ttt gat ate ttg aga 303 
Ser His Met Gly His Ala Arg Ser Tyr He Ser Phe Asp He Leu Arg 

65 70 75 

aga gtg ttg aag gat tac ttc aaa ttt gat gtc ttt tat tgc rtg aac 351 
Arg Val Leu Lys Asp Tyr Phe Lys Phe Asp Val Phe Tyr Cys Xaa Asn 

80 85 90 

att acg 357 
He Thr 
95 



<210> 1076 
<211> 462 
<212> DNA 

<213> Homo sapiens 



733 



<220> 
<221> CDS 
<222> 280 . .462 



<400> 1076 

atttttttgc ttccatgacc aaagaagatt ctaaacttat agctctcata tggcccagtg 60 
agtggcaaat gatacaaaag ctctttgttg tggatcatgt aattaaaatc acgaagaatt 120 
gaagtgggag atgtaaaccc ttcagaaaca cagtatattt ctgagcccaa actctgtcca 180 
gaatgcagag aaggcttatt gtgtcagcag cagagggacc tgcgtgaata cactcaagcc 240 
accatctatg tccataaagt tgtggataat aaaaaggtg atg aag gat teg get 294 

Met Lys Asp Ser Ala 
1 5 

ccg gaa ctg aat gtg agt agt tct gaa aca gag nwg gac aag gaa gaa 342 
Pro Glu Leu Asn Val Ser Ser Ser Glu Thr Glu Xaa Asp Lys Glu Glu 

10 15 20 

get aaa cca gat gga gaa nna ant tna gat ttt aat caa age aat ggt 
Q Ala Lys Pro Asp Gly Glu Xaa Xaa Xaa Asp Phe Asn Gin Ser Asn Gly 
*£} 25 30 35 

jrf gga aca aag egg caa aag ata tec cat caa aat tat ata gec tat caa 
Gly Thr Lys Arg Gin Lys He Ser His Gin Asn Tyr He Ala Tyr Gin 

40 45 50 

age aag tta ttc gec gaa gta tgc 
Ser Lys Leu Phe Ala Glu Val Cys 



55 60 





<210> 


1077 




<211> 


770 


ry 

mi 


<212> 


DNA 


<213> 


Homo 


v. %£ 












i=SSB 


<220> 






<221> 


CDS 




<222> 


453 . 



390 



438 



462 



<400> 1077 

cccccacctt ccctgctagg ggcttcatag ggtgtctgtt gctagaaact gattgeagge 60 
agtatgtagg catctttcat tcagaatgga cattaatatc ttgaatagag aagaaagctt 12 0 
ttagaaatgt atcatttgtc aaaattgeat gecttttaaa aaatgataaa gagagatget 180 
gagtgttttg tatgttagca tcgactcttt ctttttattt ctgttcagac tcaagttttt 240 
agaagctaga atatagatcc ctttaagaaa aaaaaaggaa gaaagaagaa tttgctgttg 300 
acatcacttg ttagaagagc aactctgaaa gaaaacgagc aaattccaaa atatgaaaag 360 
attcacaatt teaaggtgea tacattcaga gggccacact ggtgtgaata ctgtgccaac 420 
tttatgtggg gtctcattgc tcagggagtg aa atg tgc aga ttg tgg ttt gaa 473 

Met Cys Arg Leu Trp Phe Glu 

1 5 

tgt tea aag cag tgt tec aag atg gtc cca aat gac tgt aag cca gac 521 
Cys Ser Lys Gin Cys Ser Lys Met Val Pro Asn Asp Cys Lys Pro Asp 

10 15 20 

ttg aag cat gtc aaa aag gtg tac age tgt gac ctt acg acg etc gtg 569 
Leu Lys His Val Lys Lys Val Tyr Ser Cys Asp Leu Thr Thr Leu Val 
25 30 35 



734 



aaa gca cat acc act aag 
Lys Ala His Thr Thr Lys 
40 45 
gag att gag tct aga ggt 
Glu lie Glu Ser Arg Gly 
60 

gga ttt agt gac eta att 
Gly Phe Ser Asp Leu lie 
75 

ggt gag aag gca gat att 
Gly Glu Lys Ala Asp He 
90 

ate act ggt 
He Thr Gly 
105 



egg cca atg gtg gta gac 
Arg Pro Met Val Val Asp 
50 

ctt aat tct gaa gga eta 
Leu Asn Ser Glu Gly Leu 
65 

gaa gat gtc aag atg get 
Glu Asp Val Lys Met Ala 
80 

tct gtg aac atg tat gaa 
Ser Val Asn Met Tyr Glu 
95 



atg tgc ate agg 617 
Met Cys He Arg 
55 

tac cga gta tea 665 
Tyr Arg Val Ser 
70 

ttc gac aga gat 713 
Phe Asp Arg Asp 
85 

gat ate aac att 761 

Asp He Asn He 

100 

770 





<210> 


1078 






<211> 


1126 






<212> 


DNA 






<213> 


Homo 


sapiens 


m 


<220> 








<221> 


CDS 






<222> 


479 . 


1126 


. ft 








i.fZ 


<400> 


1078 





s cccccacctt ccctgctagg ggcttcatag ggtgtctgtt gctagaaact gattgeagge 60 

Q agtatgtagg catctttcat tcagaatgga cattaatatc ttgaatagag aagaaagctt 120 

fy ttagaaatgt atcatttgtc aaaattgeat gecttttaaa aaatgataaa gagagatget 180 

m gagtgttttg tatgttagca tcgactcttt ctttttattt ctgttcagac tcaagttttt 240 

agaagctaga atatagatcc ctttaagaaa aaaaaaggaa gaaagaagaa tttgctggtt 300 

2 agtcgacctc tgtttaagaa gtgettcate ctcctcctcc acctctccgt ggtgtttctc 360 

tgcagctctc tgtaggttag ggttctgtgc tgcctggcag aatgctcatg tgttagctga 420 

?=J atagatatca tcgacagaca tagaccacta taggttttct ttccttgtga attccaaa 478 



atg 


cca 


tec 


aaa 


gag 


tct 


tgg 


tea 


ggg 


agg 


aaa 


act 


aat 


agg 


get 


gca 


526 


Met 


Pro 


Ser 


Lys 


Glu 


Ser 


Trp 


Ser 


Gly 


Arg 


Lys 


Thr 


Asn 


Arg 


Ala 


Ala 




1 








5 










10 










15 






gtt 


cac 


aaa 


tea 


aaa 


caa 


gag 


ggc 


cgt 


cag 


caa 


gat 


tta 


ttg 


ata 


gca 


574 


Val 


His 


Lys 


Ser 


Lys 


Gin 


Glu 


Gly Arg 


Gin 


Gin 


Asp 


Leu 


Leu 


He 


Ala 










20 










25 










30 








gec 


ttg 


gga 


atg 


aaa 


ctg 


ggt 


tct 


cca 


aag 


teg 


tct 


gtg 


aca 


ate 


tgg 


622 


Ala 


Leu 


Gly 


Met 


Lys 


Leu 


Gly 


Ser 


Pro 


Lys 


Ser 


Ser 


Val 


Thr 


He 


Trp 








35 










40 










45 








caa 


cct 


ctg 


aaa 


etc 


ttt 


get 


tat 


teg 


cag 


ttg 


aca 


tea 


ctt 


gtt 


aga 


670 


Gin 


Pro 


Leu 


Lys 


Leu 


Phe 


Ala 


Tyr 


Ser 


Gin 


Leu 


Thr 


Ser 


Leu 


Val 


Arg 






50 










55 










60 










aga 


gca 


act 


ctg 


aaa 


gaa 


aac 


gag 


caa 


att 


cca 


aaa 


tat 


gaa 


aag 


att 


718 


Arg 


Ala 


Thr 


Leu 


Lys 


Glu 


Asn 


Glu 


Gin 


He 


Pro 


Lys 


Tyr 


Glu 


Lys 


He 




65 










70 










75 






80 




cac 


aat 


ttc 


aag 


gtg 


cat 


aca 


ttc 


aga 


ggg 


cca 


cac 


tgg 


tgt 


gaa 


tac 


766 


His 


Asn 


Phe 


Lys 


Val 


His 


Thr 


Phe 


Arg 


Gly 


Pro 


His 


Trp 


Cys 


Glu 


Tyr 












85 










90 










95 




tgt 


gec 


aac 


ttt 


atg 


tgg 


ggt 


etc 


att 


get 


cag 


gga 


gtg 


aaa 


tgt 


gca 


814 



735 



Cys Ala Asn Phe Met Trp Gly Leu lie Ala Gin Gly Val Lys Cys Ala 

100 105 110 

gat tgt ggt ttg aat gtt cat aag cag tgt tec aag atg gtc cca aat 862 
Asp Cys Gly Leu Asn Val His Lys Gin Cys Ser Lys Met Val Pro Asn 

115 120 125 

gac tgt aag cca gac ttg aag cat gtc aaa aag gtg tac age tgt gac 910 
Asp Cys Lys Pro Asp Leu Lys His Val Lys Lys Val Tyr Ser Cys Asp 

130 135 140 

ctt acg acg etc gtg aaa gca cat acc act aag egg cca atg gtg gta 958 
Leu Thr Thr Leu Val Lys Ala His Thr Thr Lys Arg Pro Met Val Val 
145 150 155 160 

gac atg tgc ate agg gag att gag tct aga ggt ctt aat tct gaa gga 1006 
Asp Met Cys lie Arg Glu lie Glu Ser Arg Gly Leu Asn Ser Glu Gly 

165 170 175 

eta tac cga gta tea gga ttt agt gac eta att gaa gat gtc aag atg 1054 
Leu Tyr Arg Val Ser Gly Phe Ser Asp Leu lie Glu Asp Val Lys Met 

180 185 190 

get ttc gac aga gat ggt gag aag gca gat att tct gtg aac atg tat 1102 
Ala Phe Asp Arg Asp Gly Glu Lys Ala Asp lie Ser Val Asn Met Tyr 

195 200 205 

gaa gat ate aac att ate act ggt 1126 
Glu Asp lie Asn lie lie Thr Gly 
210 215 

<210> 1079 

<211> 568 

<212> DNA 

<213> Homo sapiens 



m <220> 



<221> CDS 
<222> 202 . .567 



<400> 1079 

atataattga tgtgcagtct geattgetga atcctggact gcaccattct gtgttcaagg 60 
gaagatgtaa tctgatccct ctgctgctga gggaggaatc tgttcagtca aggctttgac 120 
agggcatagt ctcctccaat aatcttctcc gttctctctc attattccct cgagttcttc 180 
tcagtcaagc tgcatgtatg t atg tgt gtc ccg aga age ggt ttg ata ctg 231 

Met Cys Val Pro Arg Ser Gly Leu lie Leu 
15 10 
a 9 c tgc att tgc ctt tac tgt gga gtt ttg ttg ccg gtt ctg etc cct 279 
Ser Cys lie Cys Leu Tyr Cys Gly Val Leu Leu Pro Val Leu Leu Pro 

15 20 25 

aat ctt cct ttt ctg acg tgc ctg age atg tec aca tta gaa tct gtg 327 
Asn Leu Pro Phe Leu Thr Cys Leu Ser Met Ser Thr Leu Glu Ser Val 

30 35 40 

aca tac eta cct gaa aaa ggt tta tat tgt cag aga ctg cca age age 375 
Thr Tyr Leu Pro Glu Lys Gly Leu Tyr Cys Gin Arg Leu Pro Ser Ser 

45 50 55 

egg aca cac ggg ggc aca gaa tea ctg aag ggg aaa aat aca gaa aat 423 
Arg Thr His Gly Gly Thr Glu Ser Leu Lys Gly Lys Asn Thr Glu Asn 

60 65 70 

a tg ggt ttc tac ggc aca tta aaa atg att ttt tac aaa atg aaa aga 471 
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Met Gly Phe Tyr Gly Thr Leu Lys Met lie Phe Tyr Lys Met Lys Arg 

75 80 85 90 

aag ttg gac cat ggt tct gag gtc cgc tct ttt tct ttg ggr aag aaa 519 

Lys Leu Asp His Gly Ser Glu Val Arg Ser Phe Ser Leu Gly Lys Lys 

95 100 105 

cca tgc aaa gtc tea gaa tat aca agt acc act ggg ctt gta cca tgt t 568 
Pro Cys Lys Val Ser Glu Tyr Thr Ser Thr Thr Gly Leu Val Pro Cys 
110 115 120 

<210> 1080 

<211> 239 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 17 . .238 



<400> 1080 

s ?? 

y \ 



ctctttccgg gacaac atg gcg ccg tec acg ccg etc ttg aca gtc cga gga 52 
Met Ala Pro Ser Thr Pro Leu Leu Thr Val Arg Gly 
1 5 10 

tea gaa gga ctg tac atg gtg aat gga cca cca cat ttt aca gaa age 100 
Ser Glu Gly Leu Tyr Met Val Asn Gly Pro Pro His Phe Thr Glu Ser 

15 20 25 

aca gtg ttt cca agg gaa tct ggg aag aat tgc aaa gtc tgt ate ttt 148 
Thr Val Phe Pro Arg Glu Ser Gly Lys Asn Cys Lys Val Cys lie Phe 

30 35 40 

agt aag gat ggg acc ttg ttt gec tgg ggc aat gga gaa aaa gta aat 196 
Ser Lys Asp Gly Thr Leu Phe Ala Trp Gly Asn Gly Glu Lys Val Asn 
45 50 55 60 

att ate agt gtc act aac aag gga eta ctg cac tec ttc gac c 239 
lie lie Ser Val Thr Asn Lys Gly Leu Leu His Ser Phe Asp 
65 70 

<210> 1081 

<211> 210 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 43 . .210 



<400> 1081 

gcggtgcttc tctctttcgc tcaggcccgt ggcgccgaca gg atg ggc aag tgt 54 

Met Gly Lys Cys 
1 

cgt gga ctt cgt act get agg aag etc cgt agt cac cga cga gac cag 102 

Arg Gly Leu Arg Thr Ala Arg Lys Leu Arg Ser His Arg Arg Asp Gin 

5 10 15 20 

aag tgg cat gat aaa cag tat aag aaa get cat ttg ggc aca gee eta 150 
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Lys 


Trp 


His 


Asp 


Lys 


Gin Tyr Lys 


Lys 


Ala 


His 


Leu Gly Thr Ala 


Leu 










25 






30 




35 




aag 


gec 


aac 


cct 


ttt 


gga ggt get 


tct 


cat 


gca 


aaa ggg ttg gec 


ate 


Lys 


Ala 


Asn 


Pro 


Phe 


Gly Gly Ala 


Ser 


His 


Ala 


Lys Gly Leu Ala 


He 








40 






45 






50 




get 


tec 


cac 


cct 
















Ala 


Ser 


His 


Pro 

















55 



<210> 1082 

<211> 414 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 118. .414 



%3 ; 



<400> 1082 

gtgggtgtac gcggcgcasg cggcagtcct gatggecegg catgggttac cgctgctgcc 60 
cctgctgtcg ctcctggtcg gcgcgtggct caagctagga aatggacagg ctacagt 117 
atg gtc caa ctg cag ggt ggg aga ttc ctg atg gga aca aat tct cca 165 
^ Met Val Gin Leu Gin Gly Gly Arg Phe Leu Met Gly Thr Asn Ser Pro 

1 5 10 15 

-^0 gac age aga gat ggt gaa ggg cct gtg egg gag gcg aca gtg aaa ccc 213 
%0 Asp Ser Arg Asp Gly Glu Gly Pro Val Arg Glu Ala Thr Val Lys Pro 
s 20 25 30 

Q ttt gec ate gac ata ttt cct gtc acc aac aaa gat ttc agg gat ttt 261 
fjj Phe Ala He Asp He Phe Pro Val Thr Asn Lys Asp Phe Arg Asp Phe 
»! 35 40 45 

= p gtc agg gag aaa aag tat egg aca gaa get gag atg ttt gga tgg age 309 
J Val Arg Glu Lys Lys Tyr Arg Thr Glu Ala Glu Met Phe Gly Trp Ser 
y 50 55 60 

ttt gtc ttt gag gac ttt gtc tct gat gag ctg aga aac aaa gec acc 357 

Phe Val Phe Glu Asp Phe Val Ser Asp Glu Leu Arg Asn Lys Ala Thr 

65 70 75 80 

cag cca atg aag gtc aag ttt acc cat ggg gga act ggt tec age caa 405 

Gin Pro Met Lys Val Lys Phe Thr His Gly Gly Thr Gly Ser Ser Gin 

85 90 95 

acc gca cca 414 
Thr Ala Pro 



<210> 1083 

<211> 458 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 38. .457 



<400> 1083 



738 



ctttttttcc cctggctggc agcgcggagg ccgcacg atg cct gga gtt act gta 55 

Met Pro Gly Val Thr Val 
1 5 

aaa gac gtg aac cag cag gag ttc gtc aga get ctg gca gec ttc etc 103 
Lys Asp Val Asn Gin Gin Glu Phe Val Arg Ala Leu Ala Ala Phe Leu 

10 15 20 

aaa aag tec ggg aag ctg aaa gtc ccc gaa tgg gtg gat acc gtc aag 151 
Lys Lys Ser Gly Lys Leu Lys Val Pro Glu Trp Val Asp Thr Val Lys 

25 30 35 

ctg gee aag cac aaa gag ctt get ccc tac gat gag aac tgg ttc tac 199 
Leu Ala Lys His Lys Glu Leu Ala Pro Tyr Asp Glu Asn Trp Phe Tyr 

40 45 50 

acg cga get get tec aca gcg egg cac ctg tac etc egg ggt ggc get 247 
Thr Arg Ala Ala Ser Thr Ala Arg His Leu Tyr Leu Arg Gly Gly Ala 
55 60 65 70 

ggg gtt ggc tec atg acc aag ate tat ggg gga cgt cag aga aac ggc 2 95 

Gly Val Gly Ser Met Thr Lys He Tyr Gly Gly Arg Gin Arg Asn Gly 
75 80 85 

2 gtc atg ccc age cac ttc age cga ggc tec aag agt gtg gee cgc egg 343 

Val Met Pro Ser His Phe Ser Arg Gly Ser Lys Ser Val Ala Arg Arg 
J 90 95 100 

gtc etc caa gee ctg gag ggg ctg aaa atg gtg gaa aag gac caa gat 391 
: , Val Leu Gin Ala Leu Glu Gly Leu Lys Met Val Glu Lys Asp Gin Asp 
105 110 115 

ggc ggc cgc aaa ctg aca cct cag gga caa aga gat ctg gac aga ate 439 
Gly Gly Arg Lys Leu Thr Pro Gin Gly Gin Arg Asp Leu Asp Arg He 
120 125 130 

s 9 CC gga cag tgg cag ctg c 458 

Q Ala Gly Gin Trp Gin Leu 
jfy 135 140 

s j; <210> 1084 

+ <211> 399 

y <212> DNA 

U <213> Homo sapiens 

<220> 
<221> CDS 
<222> 71. .397 



<400> 1084 

ctgggtgtca ttggctctgg gaagcggcag cagaggcagg gaccactcgg ggtctggtgt 60 
cggcacagcc atg gcg ggc gcg ttg gtg egg aaa gcg gcg gac tat gtc 109 

Met Ala Gly Ala Leu Val Arg Lys Ala Ala Asp Tyr Val 

15 10 
cga age aag gat ttc egg gac tac etc atg agt acg cac ttc tgg ggc 157 
Arg Ser Lys Asp Phe Arg Asp Tyr Leu Met Ser Thr His Phe Trp Gly 

15 20 25 

cca gta gee aac tgg ggt ctt ccc att get gee ate aat gat atg aaa 205 
Pro Val Ala Asn Trp Gly Leu Pro He Ala Ala He Asn Asp Met Lys 
30 35 40 45 

aag tct cca gag att ate agt ggg egg atg aca ttt gec etc tgt tgc 253 
Lys Ser Pro Glu He He Ser Gly Arg Met Thr Phe Ala Leu Cys Cys 
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:=a ; 









50 










55 










60 




tat tct ttg 




LL.L. 


dug 


aga 


t- 1- *■ 


gec 


cac 


aag 


gta 


cag 


cct 


egg 


aac 


Tyr Ser Leu 


Thr 


Phe 


Met 


Arg 


Phe 


Ala 


Tyr 


Lys 


Val 


Gin 


Pro 


Arg 


Asn 






65 










70 










75 






tgg ctt ctg 


ttt 


gca 


tgc 


cac 


gca 


aca 


aat 


gaa 


gta 


gec 


cag 


etc 


ate 


Trp Leu Leu 


Phe 


Ala 


Cys 


His 


Ala 


Thr 


Asn 


Glu 


Val 


Ala 


Gin 


Leu 


He 




80 










O O 










90 








cag gga ggg 


egg 


ctt 


ate 


aaa 


cac 


gag 


atg 


act 


aaa 


acg 


gca 


tct 


gca 


Gin Gly Gly 


Arg 


Leu 


He 


Lys 


His 


Glu 


Met 


Thr 


Lys 


Thr 


Ala 


Ser 


Ala 


95 








100 










105 










ta 






























<210> 


1085 




























<211> 


596 




























<212> 


DNA 




























<213> 


Homo sapiens 
























<220> 






























<221> 


CDS 




























<222> 


265. .594 



























301 



349 



397 



399 



in 

<400> 1085 

^ caagecaagg atgtggaagg atctacttct cctcaaatag gagataaggt tgaatttagt 60 

■^y attagtgaca aacagaggee tggacagcag gttgeaaett gtgtgcgact tttaggtcgt 12 0 

%y aattctaact ccaagaggct cttgggttat gtggcaactc tgaaggataa ttttggattt 180 

yp attgaaacag ccaatcatga taaggaaatc tttttccatt acagtgagtt ctctggtgat 240 

s gttgatagee tggaactggg ggac atg gtc gag tat age ttg tec aaa ggc 2 91 
Q Met Val Glu Tyr Ser Leu Ser Lys Gly 

ni 1 5 

aaa ggc aac aaa gtc agt gca gaa aaa gtg aac aaa aca cac tea gtg 33 9 

Lys Gly Asn Lys Val Ser Ala Glu Lys Val Asn Lys Thr His Ser Val 
!0 15 20 25 

aat ggc att act gag gaa get gat ccc acc att tac tct ggc aaa gta 387 
Asn Gly He Thr Glu Glu Ala Asp Pro Thr He Tyr Ser Gly Lys Val 

30 35 40 

att cgc ccc ctg agg agt gtt gat cca aca cag act gag tac caa gga 435 
He Arg Pro Leu Arg Ser Val Asp Pro Thr Gin Thr Glu Tyr Gin Gly 

45 50 55 

atg att gag att gtg gag gag ggc gat atg aaa ggt gag gtc tat cca 4 83 

Met He Glu He Val Glu Glu Gly Asp Met Lys Gly Glu Val Tyr Pro 

60 65 70 

ttt ggc ate gtt ggg atg gec aac aaa ggg gat tgc ctg cag aaa ggg 531 
Phe Gly He Val Gly Met Ala Asn Lys Gly Asp Cys Leu Gin Lys Gly 

75 80 85 

gag age gtc aag ttc caa tts ygt gtc ctg ggc can nat cgm tgg rnc 579 
Glu Ser Val Lys Phe Gin Xaa Xaa Val Leu Gly Xaa Xaa Arg Trp Xaa 
90 95 100 105 

tat ggc tta cac kne sa 
Tyr Gly Leu His Xaa 
110 

<210> 1086 
<211> 405 



596 



740 





<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .403 



<400> 1086 

ttttctcaac atcctggctt agtattgtgt gcaaaatcag agaggggtgc aagatcctga 60 
tttttcagga gttcaagcga ca atg gca gcc caa tac ggc agt atg age ttc 112 

Met Ala Ala Gin Tyr Gly Ser Met Ser Phe 
15 10 
aac ccc age aca cca ggg gcc agt tat ggg cct gga agg caa gag ccc 160 
Asn Pro Ser Thr Pro Gly Ala Ser Tyr Gly Pro Gly Arg Gin Glu Pro 

15 20 25 

aga aat tec caa ttg aga att gtg tta gtg ggt aaa acc gga gca gga 208 
Arg Asn Ser Gin Leu Arg He Val Leu Val Gly Lys Thr Gly Ala Gly 

30 35 40 

aaa agt gca aca gga aac age ate ctt ggc egg aaa gtg ttt cat tct 256 
yi Lys Ser Ala Thr Gly Asn Ser He Leu Gly Arg Lys Val Phe His Ser 
Ll 45 50 55 

y ggc act gca gca aaa tec att acc aag aag tgt gag aaa cgc age age 304 
Gly Thr Ala Ala Lys Ser He Thr Lys Lys Cys Glu Lys Arg Ser Ser 
60 65 70 

*U tea tgg aag gaa aca gaa ctt gtc gta gtt gac aca cca ggc att ttc 352 
%} Ser Trp Lys Glu Thr Glu Leu Val Val Val Asp Thr Pro Gly He Phe 
s 75 80 85 90 

O gac aca gag gtg ccc aat get gaa acg tec aag gag att att cgc tgc 400 
fy Asp Thr Glu Val Pro Asn Ala Glu Thr Ser Lys Glu He He Arg Cys 
rU 95 100 105 

_i att ct 
± He 



0 



405 



<210> 1087 
<211> 340 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 17 . .340 



<400> 1087 

taagcagatg taggtg atg age ggc ctg gca gcc acc acg ttt cat tgg aaa 52 
Met Ser Gly Leu Ala Ala Thr Thr Phe His Trp Lys 
15 10 
aag tgc aga ttg gat ttg cca ggg cat gta get etc cag get tgc aag 100 
Lys Cys Arg Leu Asp Leu Pro Gly His Val Ala Leu Gin Ala Cys Lys 

15 20 25 

cga tta cca gat gaa cac aat gac gta cag aag aaa acc ttt acc aaa 148 
Arg Leu Pro Asp Glu His Asn Asp Val Gin Lys Lys Thr Phe Thr Lys 
30 35 40 
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tgg 


-.4 . 

ata 


aat get 


cga 


ttt 


tea 


aag 


agt 


ggg 


aaa 


cca 


ccc 


ate 


aat 


gat 


196 


Trp 


He 


Asn Ala 


Arg 


Phe 


Ser 


Lys 


Ser 


Gly Lys 


Pro 


Pro 


He 


Asn 


Asp 




45 








50 










55 










60 




atg 


ttc 


aca gac 


etc 


aaa 


gat 


gga 


agg 


aag 


eta 


ttg 


gat 


ctt 


eta 


gaa 


244 


Met 


Phe 


Thr Asp 


Leu 


Lys 


Asp 


Gly Arg 


Lys 


Leu 


Leu 


Asp 


Leu 


Leu 


Glu 










65 










70 










75 






ggc 


etc 


aca gga 


aca 


tea 


ctg 


cca 


aag 


gaa 


cgt 


ggt 


tec 


aca 


agg 


gta 


292 


Gly 


Leu 


Thr Gly Thr 


Ser 


Leu 


Pro 


Lys 


Glu 


Arg 


Gly 


Ser 


Thr 


Arg 


Val 








80 










85 










90 






cat 


gec 


tta aat 


aac 


gtc 


aac 


aga 


gtg 


ctg 


cag 


gtt 


tta 


cat 


cag 


aac 


340 


His 


Ala 


Leu Asn 
95 


Asn 


Val 


Asn 


Arg 
100 


Val 


Leu 


Gin 


Val 


Leu 
105 


His 


Gin 


Asn 







<210> 


1088 






<211> 


341 






<212> 


DNA 






<213> 


Homo 


sapiens 




<220> 






■a? 


<221> 


CDS 




<222> 


143. . 


340 



^ <400> 1088 

aggaggrccg cgcgctgctg gtgctgttgc cgccgctgct ctagctgccg tcagtcaggc 60 

^0 tgcgcccgcg tcttcagggc ccagtccctc ggacccatcg ccgcttctag accctactgc 120 

*S ggtcteggat attgeeggga aa atg tct gat gaa ttt teg ttg gca gat gca 172 
= Met Ser Asp Glu Phe Ser Leu Ala Asp Ala 

















1 




5 








10 






eta 


cct 


gaa 


cac 


tern 


cct 


gec 


aaa 


acc tct get 


gtg age 


aat 


aca 


aaa 


220 


iU 


Leu 


Pro 


Glu 


His 


Ser 


Pro 


Ala 


Lys 


Thr Ser Ala 


Val Ser 


Asn 


Thr 


Lys 












15 








20 






25 




net 


ggs 


caa 


cct 


cct 


caa 


ggc 


tgg 


cca ggc tec 


aac cct 


tgg 


aat 


aat 


268 




Xaa 


Gly 


Gin 


Pro 


Pro 


Gin 


Gly 


Trp Pro Gly Ser Asn Pro Trp Asn Asn 












30 










35 




40 










ccg 


agt 


get 


cca 


tct 


tea 


gtg 


cca 


tct gga etc 


cca cca 


agt 


gca 


asa 


316 




Pro 


Ser 


Ala 
45 


Pro 


Ser 


Ser 


Val 


Pro 
50 


Ser Gly Leu 


Pro Pro 
55 


Ser 


Ala 


Xaa 






ccc 


tec 


act 


gtg 


cct 


ttt 


gga 


cca 


g 










341 




Pro 


Ser 
60 


Thr 


Val 


Pro 


Phe 


Gly 
65 


Pro 















<210> 1089 

<211> 536 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 172. .534 

<400> 1089 

accgagctcc gtcgtctcgt ttccggcggt cgcgcgctct tttctcggga egggagagge 60 
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cgtgtagcgt cgccgttact ccgaggagat accagtcggt agaggagaag tcgaggttag 12 0 
agggaactgg gaggcacttt gctgtctgca atcgaagttg agggtgcaaa a atg cag 177 

Met Gin 
1 

agt aat aaa act ttt aac ttg gag aag caa aac cat act cca aga aag 225 
Ser Asn Lys Thr Phe Asn Leu Glu Lys Gin Asn His Thr Pro Arg Lys 

5 10 15 

cat cat caa cat cac cac cag cag cag cac cac cag cag caa cag cag 2 73 

His His Gin His His His Gin Gin Gin His His Gin Gin Gin Gin Gin 

20 25 30 

cag ccg cca cca ccg cca ata cct gca aat ggg caa cag gcc age age 321 
Gin Pro Pro Pro Pro Pro He Pro Ala Asn Gly Gin Gin Ala Ser Ser 
35 40 45 50 

caa aat gaa ggc ttg act att gac ctg aag aat ttt aga aaa cca gga 369 
Gin Asn Glu Gly Leu Thr He Asp Leu Lys Asn Phe Arg Lys Pro Gly 

55 60 65 

gag aag acc ttc acc caa cga age cgt ctt ttt gtg gga aat ctt cct 417 
Glu Lys Thr Phe Thr Gin Arg Ser Arg Leu Phe Val Gly Asn Leu Pro 
£3 70 75 80 

.^fj ccc gac ate act gag gaa gaa atg agg waa eta ttt gag aaa tat gga 465 
HI Pro Asp He Thr Glu Glu Glu Met Arg Xaa Leu Phe Glu Lys Tyr Gly 
U 85 90 95 

y aa 9 gca ggc gaa gtc wtc att cat aag gwt aaa gga ttt ggc ttw ate 513 
^ Lys Ala Gly Glu Val Xaa He His Lys Xaa Lys Gly Phe Gly Xaa He 
^ 100 105 110 

cgc ttg gaa acc cga acc eta gc 536 
*p Arg Leu Glu Thr Arg Thr Leu 
« 115 120 



IU 



<210> 1090 
<211> 650 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 286 . . 648 



<400> 1090 

accgagctcc gtcgtctmrt ttccggcggt cgcgcgctct tttctcggga egggagagge 60 
cgtgtagcgt cgccgttact ccgaggagat accagtcggt agaggagaag tcgaggttag 120 
agggaactgg gaggcacttt gctgtctgca atcgaagttg agaggeccag tatttaggcg 180 
acagtgaatt tattactctg aagagggttc tgcacatatt tccaaattat attggtggtc 240 
atcagaagta ggtgatagga agaaatactt ctcaagggtg caaaa atg cag agt aat 2 97 

Met Gin Ser Asn 

1 

aaa act ttt aac ttg gag aag caa aac cat act cca aga aag cat cat 345 

Lys Thr Phe Asn Leu Glu Lys Gin Asn His Thr Pro Arg Lys His His 

5 10 15 20 

caa cat cac cac cag cag cag cac cac cag cag caa cag cag cag ccg 3 93 

Gin His His His Gin Gin Gin His His Gin Gin Gin Gin Gin Gin Pro 

25 30 35 

cca sea meg cca ata cct gca aat ggg caa cag gcc age age caa aat 441 
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Pro Xaa Xaa Pro lie Pro 
40 

gaa ggc ttg act att gac 
Glu Gly Leu Thr He Asp 
55 

acc ttc acc caa cga age 
Thr Phe Thr Gin Arg Ser 
70 

ate act gag gaa gaa atg 
He Thr Glu Glu Glu Met 
85 90 
ggc gaa gtc wtc att cat 
Gly Glu Val Xaa He His 
105 

gaa acc cga acc eta gc 
Glu Thr Arg Thr Leu 
120 



Ala Asn Gly Gin Gin Ala 
45 

ctg aag aat ttt aga aaa 
Leu Lys Asn Phe Arg Lys 
60 

cgt ctt ttt gtg gga aat 
Arg Leu Phe Val Gly Asn 
75 80 
agg waa eta ttt gag aaa 
Arg Xaa Leu Phe Glu Lys 
95 

aag gwt aaa gga ttt ggc 
Lys Xaa Lys Gly Phe Gly 
110 



Ser Ser Gin Asn 
50 

cca gga gag aag 4 89 

Pro Gly Glu Lys 

65 

ctt cct ccc gac 537 
Leu Pro Pro Asp 

tat gga aag gca 585 
Tyr Gly Lys Ala 
100 

ttw ate cgc ttg 633 
Xaa He Arg Leu 
115 

650 



0 


<210> 


1091 




<211> 


447 




<212> 


DNA 


m 


<213> 


Homo 


His 


<220> 






<221> 


CDS 




<222> 


83 . . 



fg <400> 1091 

pj cttttttttt tetegggacg ggagaggccg tgtagegteg ccgttactcc gaggagatac 60 
=y cagteggtag aggggtgcaa aa atg cag agt aat aaa act ttt aac ttg gag 112 

Met Gin Ser Asn Lys Thr Phe Asn Leu Glu 
% 1 5 10 

aag caa aac cat act cca aga aag cat cat caa cat cac cac cag cag 160 
O Lys Gin Asn His Thr Pro Arg Lys His His Gin His His His Gin Gin 

15 20 25 

cag cac cac cag cag caa cag cag cag ccg cca cca ccg cca ata cct 208 
Gin His His Gin Gin Gin Gin Gin Gin Pro Pro Pro Pro Pro He Pro 

30 35 40 

gca aat ggg caa cag gec age age caa aat gaa ggc ttg act att gac 256 
Ala Asn Gly Gin Gin Ala Ser Ser Gin Asn Glu Gly Leu Thr He Asp 

45 50 55 

ctg aag aat ttt aga aaa cca gga gag aag acc ttc acc caa cga age 304 
Leu Lys Asn Phe Arg Lys Pro Gly Glu Lys Thr Phe Thr Gin Arg Ser 

60 65 70 

cgt ctt ttt gtg gga aat ctt cct ccc gac ate act gag gaa gaa atg 352 
Arg Leu Phe Val Gly Asn Leu Pro Pro Asp He Thr Glu Glu Glu Met 
75 80 85 90 

agg waa eta ttt gag aaa tat gga aag gca ggc gaa gtc wtc att cat 400 
Arg Xaa Leu Phe Glu Lys Tyr Gly Lys Ala Gly Glu Val Xaa He His 

95 100 105 

aag gwt aaa gga ttt ggc ttw ate cgc ttg gaa acc cga acc eta gc 447 
Lys Xaa Lys Gly Phe Gly Xaa He Arg Leu Glu Thr Arg Thr Leu 
HO 115 120 



744 




aft 



<210> 1092 

<211> 643 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 279. .641 



<400> 1092 

accgagctcc gtcgtctmrt ttccggcggt cgcgcgctct tttctcggga cgggagaggc 60 

cgtgtagcgt cgccgttatc cgaggagata ccagtcggta gaggagaagt cgaggttaga 120 

gggaactggg aggcactttg ctgtctgcaa tcgaagttga gatggagttt cactcttgtg 180 

caatggcaca atctcggctc acggcaacct ccgcctccca ggttcaagtg attctcctgg 240 

ctcagcctcc tgagtaactg ggattacagg gtgcaaaa atg cag agt aat aaa act 296 

Met Gin Ser Asn Lys Thr 



^ ttt aac ttg gag aag caa aac cat act cca aga aag cat cat caa cat 344 
lj Phe Asn Leu Glu Lys Gin Asn His Thr Pro Arg Lys His His Gin His 
10 15 2 0 

cac cac cag cag cag cac cac cag cag caa cag cag cag ccg cca cca 3 92 

His His Gin Gin Gin His His Gin Gin Gin Gin Gin Gin Pro Pro Pro 

25 30 35 

ccg cca ata cct gca aat ggg caa cag gcc age age caa aat gaa ggc 44 0 

Pro Pro He Pro Ala Asn Gly Gin Gin Ala Ser Ser Gin Asn Glu Gly 
40 45 50 

^ ttg act att gac ctg aag aat ttt aga aaa cca gga gag aag acc ttc 488 
rfy Leu Thr Ile As P Leu L Y S Asn ph e Arg Lys Pro Gly Glu Lys Thr Phe 
55 60 65 70 

acc caa cga age cgt ctt ttt gtg gga aat ctt cct ccc gac ate act 536 
Thr Gin Arg Ser Arg Leu Phe Val Gly Asn Leu Pro Pro Asp Ile Thr 

75 80 85 

gag gaa gaa atg agg waa eta ttt gag aaa tat gga aag gca ggc gaa 584 
Glu Glu Glu Met Arg Xaa Leu Phe Glu Lys Tyr Gly Lys Ala Gly Glu 

90 95 100 

gtc wtc att cat aag gwt aaa gga ttt ggc ttw ate cgc ttg gaa acc 632 
Val Xaa Ile His Lys Xaa Lys Gly Phe Gly Xaa Ile Arg Leu Glu Thr 

105 110 115 

cga acc eta gc 643 
Arg Thr Leu 
120 

<210> 1093 
<211> 611 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 247. .609 
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<400> 1093 

cttttttttt tctcgggacg ggagaggccg tgtagcgtcg ccgttatccg aggagatacc 60 
agtcggtaga ggagaagtcg aggttagagg gaactgggag gcactttgct gtctgcaatc 12 0 
gaagttgaga tggagtttca ctcttgtgca atggcacaat ctcggctcac ggcaacctcc 180 
gcctcccagg ttcaagtgat tctcctggct cagcctcctg agtaactggg attacagggt 240 
gcaaaa atg cag agt aat aaa act ttt aac ttg gag aag caa aac cat 288 
Met Gin Ser Asn Lys Thr Phe Asn Leu Glu Lys Gin Asn His 
15 10 
act cca aga aag cat cat caa cat cac cac cag cag cag cac cac cag 336 
Thr Pro Arg Lys His His Gin His His His Gin Gin Gin His His Gin 
15 20 25 30 

cag caa cag cag cag ccg cca cca ccg cca ata cct gca aat ggg caa 384 
Gin Gin Gin Gin Gin Pro Pro Pro Pro Pro He Pro Ala Asn Gly Gin 

35 40 45 

cag gcc age age caa aat gaa ggc ttg act att gac ctg aag aat ttt 432 
Gin Ala Ser Ser Gin Asn Glu Gly Leu Thr He Asp Leu Lys Asn Phe 

50 55 60 

aga aaa cca gga gag aag acc ttc acc caa cga age cgt ctt ttt gtg 480 
q Arg Lys Pro Gly Glu Lys Thr Phe Thr Gin Arg Ser Arg Leu Phe Val 
^3 65 70 75 

Ijj 99^ aat ctt cct ccc gac ate act gag gaa gaa atg agg waa eta ttt 528 

tji Gly Asn Leu Pro Pro Asp Ile Thr Glu Glu Glu Met Ar g Xaa Leu Phe 
rj 80 85 90 

* gag aaa tat gga aag gca ggc gaa gtc wtc att cat aag gwt aaa gga 576 

^ Glu Lys Tyr Gly Lys Ala Gly Glu Val Xaa Ile His Lys Xaa Lys Gly 

\S 95 100 105 110 

*0 ttt: ggc ttw ate cgc ttg gaa acc cga acc eta gc 611 

s Phe Gly Xaa Ile Arg Leu Glu Thr Arg Thr Leu 

pi 115 120 



<210> 1094 



<211> 711 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 18 . .710 



<400> 1094 

gatttgatat caaatca atg gca ggg aac att att cct get att get act 50 

Met Ala Gly Asn Ile Ile Pro Ala Ile Ala Thr 
15 10 



act 


aat 


gca 


gta 


att 


get 


ggg 


ttg 


ata 


gta 


ntg 


gaa 


gga 


ttg 


aag 


att 


98 


Thr 


Asn 


Ala 


Val 


Ile 


Ala 


Gly Leu 


Ile 


Val 


Xaa 


Glu 


Gly Leu Lys 


Ile 










15 










20 










25 








tta 


tea 


gga 


aaa 


ata 


gac 


cag 


tgc 


aga 


aca 


att 


ttt 


ttg 


aat 


aaa 


caa 


146 


Leu 


Ser 


Gly Lys 


Ile 


Asp 


Gin 


Cys 


Arg 


Thr 


Ile 


Phe 


Leu 


Asn 


Lys 


Gin 








30 










35 










40 








cca 


aac 


cca 


aga 


aag 


aag 


ctt 


ctt 


gtg 


cct 


tgt 


gca 


ctg 


gat 


cct 


ccc 


194 


Pro 


Asn 


Pro 


Arg 


Lys 


Lys 


Leu 


Leu 


Val 


Pro 


Cys 


Ala 


Leu 


Asp 


Pro 


Pro 






45 










50 










55 










aac 


ccc 


aat 


tgt 


tat 


gta 


tgt 


gcc 


age 


aag 


cca 


gag 


gtg 


act 


gtg 


egg 


242 



746 




290 



338 



386 



Asn Pro Asn Cys Tyr Val Cys Ala Ser Lys Pro Glu Val Thr Val Arg 
60 65 70 75 

ctg aat gtc cat aaa gtg act gtt etc acc tta caa gac aag ata gtg 
Leu Asn Val His Lys Val Thr Val Leu Thr Leu Gin Asp Lys He Val 

80 85 90 

aaa gaa aaa ttt get atg gta gca cca gat gtc caa att gaa gat ggg 
Lys Glu Lys Phe Ala Met Val Ala Pro Asp Val Gin He Glu Asp Gly 

95 100 105 

aaa gga aca ate eta ata tct tec gaa gag gga gag acg gaa get aat 
Lys Gly Thr He Leu He Ser Ser Glu Glu Gly Glu Thr Glu Ala Asn 

HO 115 120 

aat cac aag aag ttg tea gaa ttt gga att aga aat ggc age egg ctt 434 
Asn His Lys Lys Leu Ser Glu Phe Gly He Arg Asn Gly Ser Arg Leu 

125 130 135 

caa gca gat gac ttc etc cag gac tat act tta ttg ate aac ate ctt 
Gin Ala Asp Asp Phe Leu Gin Asp Tyr Thr Leu Leu He Asn He Leu 
140 145 150 155 

cat agt gaa gac eta gga aag gac gtt gaa ttt gaa gtt gtt ggt gat 
O His Ser Glu Asp Leu Gly Lys Asp Val Glu Phe Glu Val Val Gly Asp 
*jj 160 165 170 

m gcc ccg gaa aaa gtg ggg ccc aaa caa get gaa gat get gcc aaa age 
k ; Ala Pro Glu Lys Val Gly Pro Lys Gin Ala Glu Asp Ala Ala Lys Ser 
y 175 180 185 

^ ata acc aat ggc agt gat gat gga get cag ccc tec acc tec aca get 
^ He Thr Asn Gly Ser Asp Asp Gly Ala Gin Pro Ser Thr Ser Thr Ala 
L 5 190 195 200 

tfl caa gag caa gat gac gtt etc ata gtt gat teg gat gaa gaa gat tct 674 
s Gin Glu Gin Asp Asp Val Leu He Val Asp Ser Asp Glu Glu Asp Ser 

O 205 210 215 

ffj tea aat aat gcc gac gtc agt gaa gaa gag aga age c 711 
hi Ser Asn Asn Ala Asp Val Ser Glu Glu Glu Arg Ser 
220 225 230 



482 



530 



578 



626 



<210> 1095 
<211> 380 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 202 . .378 



<400> 1095 

agttctgctt taggacccgc cccccagcac gctcctcgac getgegaggt cccgccccgc 60 
gtgctggccg eggtaaaagt ggtagcagcg gaggegageg gagggtttcc cgeggeggat 12 0 
ttctgacagt cagacttgtc cacaagaact caactggcaa ggctgctttt ctgtgctaaa 180 
actggggagc tagtgggcac s atg aag ate ttc tgc agt egg gcc aat ccg 231 

Met Lys He Phe Cys Ser Arg Ala Asn Pro 
15 10 
acc acg ggg tct gtg gag tgg ctg gag gag gat gaa cac tat gat tac 279 
Thr Thr Gly Ser Val Glu Trp Leu Glu Glu Asp Glu His Tyr Asp Tyr 

15 20 25 

cac cag gag att gca agg tea tct tat gca gat atg eta cat gas aaa 327 



747 



His Gin Glu He Ala Arg Ser Ser Tyr Ala Asp Met Leu His Xaa Lys 

30 35 40 

gac aga mat gta aaa tac tac caa ggt ate egg get gee gtg wgc agg 375 
Asp Arg Xaa Val Lys Tyr Tyr Gin Gly He Arg Ala Ala Val Xaa Arg 
45 50 55 

9 aa 99 3 80 

Glu 

<210> 1096 
<211> 371 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74. .370 

<400> 1096 

gtggaagcgt cggcgacgca tegegegatg gegegggegg gaeagtgett gtgaaactga 60 
acacaacaaa agt atg gat atg gga aac caa cat cct tct att agt agg 109 
Met Asp Met Gly Asn Gin His Pro Ser He Ser Arg 
15 10 
ctt cag gaa ate caa aag gaa gta aaa agt gta gaa cag caa gtt ate 157 
Leu Gin Glu He Gin Lys Glu Val Lys Ser Val Glu Gin Gin Val He 

15 20 25 

ggc ttc agt ggt ctg tea gat gac aag aat tac aag aaa ctg gag agg 205 
Gly Phe Ser Gly Leu Ser Asp Asp Lys Asn Tyr Lys Lys Leu Glu Arg 

III att cta aca aaa ca 9 ctt tt:t 9 aa ata 9ac tct gta gat act gaa gga 253 
He Leu Thr Lys Gin Leu Phe Glu He Asp Ser Val Asp Thr Glu Gly 
45 50 55 60 

aaa gga gat att cag caa get agg aag egg gca gca cag gag aca gaa 301 
Lys Gly Asp He Gin Gin Ala Arg Lys Arg Ala Ala Gin Glu Thr Glu 

65 70 75 

cgt ctt etc aaa gag ttg gag cag aat gca aac cac cca cac egg att 34 9 

Arg Leu Leu Lys Glu Leu Glu Gin Asn Ala Asn His Pro His Arg He 

80 85 90 

gaa ata cag aac att ttt gag a 371 
Glu He Gin Asn He Phe Glu 
95 

<210> 1097 
<211> 400 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 198. .398 



<400> 1097 

aagtttgcaa aatgctattt atactttgag ttactcttca aaagtggtat acctctagtt 60 
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tggagctgtg ctgtaaaaac aagagtaaca tttttatatt aaagttaaat aaagttacaa 120 

ctttgaagag agtttctgca agacatgaca caaagctgct agcagaaaat caaaacgctg 180 

attaaaagaa gcacggt atg atg acc aaa cat aaa aag tgt ttt ata att 230 

Met Met Thr Lys His Lys Lys Cys Phe He He 

15 10 



gtt 


ggt gtt 


tta 


ata 


aca 


act 


aat 


att 


att 


act 


ctg 


ata 


gtt 


aaa 


eta 


Val 


Gly Val 


Leu 


He 


Thr 


Thr 


Asn 


He 


He 


Thr 


Leu 


He 


Val 


Lys 


Leu 






15 










20 










25 




act 


cga gat 


tct 


cag 


agt 


tta 


tgc 


ccc 


tat 


gat 


tgg 


att 


ggt 


ttc 


caa 


Thr 


Arg Asp 


Ser 


Gin 


Ser 


Leu 


Cys 


Pro 


Tyr 


Asp 


Trp 


He 


Gly Phe 


Gin 




30 










35 










40 








aac 


aaa tgc 


tat 


tat 


ttc 


tct 


aaa 


gaa 


gaa 


ggm 


gat 


tgg 


rat 


tea 


agt 


Asn 


Lys Cys 


Tyr 


Tyr 


Phe 


Ser 


Lys 


Glu 


Glu 


Gly Asp Trp Xaa 


Ser 


Ser 




45 








50 










55 










aaa 


tac aac 


tgt 


tec 


act 


caa 


cat 


gc 
















Lys 


Tyr Asn 


Cys 


Ser 


Thr 


Gin 


His 



















60 65 



Q <210> 1098 

<211> 366 

J» <212> DNA 

r; <213> Homo sapiens 

^ <220> 

€1 <221> CDS 

<222> 11. .364 



fj <400> 1098 

ttttgcgaag atg gcg gcg ctg ggg gtg ctg gag tec gac ctg cca agt 49 
hi Met Ala A1 a Leu Gly Val Leu Glu Ser Asp Leu Pro Ser 

Le 1 5 10 

J gee gtg aca ctt ctg aaa aat etc cag gag caa gtg atg get gta act 97 
^ Ala Val Thr Leu Leu Lys Asn Leu Gin Glu Gin Val Met Ala Val Thr 
15 20 25 

gca caa gtg aaa tea ctg aca caa aaa gtt caa get ggt gee tat cct 145 
Ala Gin Val Lys Ser Leu Thr Gin Lys Val Gin Ala Gly Ala Tyr Pro 
30 35 40 45 

aca gaa aag ggt etc age ttc ttg gaa gtg aaa gac cag ctg ctg etc 193 
Thr Glu Lys Gly Leu Ser Phe Leu Glu Val Lys Asp Gin Leu Leu Leu 

50 55 60 

atg tac ctt atg gat ttg acc cac etc att ctg gac aaa gec tea gga 241 
Met Tyr Leu Met Asp Leu Thr His Leu He Leu Asp Lys Ala Ser Gly 

65 70 75 

gga tct ctt cag gga cat gat gca gtt ttg aga ctg gtg gag att cgc 289 
Gly Ser Leu Gin Gly His Asp Ala Val Leu Arg Leu Val Glu He Arg 

80 85 90 

acg gtt ttg gaa aag ctt cgt ccc ttg gac caa aag ctg aag tat caa 337 
Thr Val Leu Glu Lys Leu Arg Pro Leu Asp Gin Lys Leu Lys Tyr Gin 

95 100 105 

atn gac aag ctg ate aag act gca gtg ac 366 
Xaa Asp Lys Leu He Lys Thr Ala Val 
HO 115 
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<210> 1099 

<211> 249 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . .248 



<400> 1099 

aaccccgcct ccctccccgc cccgcg atg teg gaa gaa acc cga cag age aaa 53 

Met Ser Glu Glu Thr Arg Gin Ser Lys 
1 5 

ttg gec gca gcg aag aaa aag ttg aga gaa tat cag cag agn aat age 101 
Leu Ala Ala Ala Lys Lys Lys Leu Arg Glu Tyr Gin Gin Xaa Asn Ser 
!0 15 20 25 

cct ggt gtt cct aca gga gcg aaa aag aag aag aaa ata aaa aat ggc 149 
Q Pro Gly Val Pro Thr Gly Ala Lys Lys Lys Lys Lys He Lys Asn Gly 
^0 30 35 40 

y~ agt aac cct gag aca acc act tct ggt ggt tgc cac tea cct gag gat 197 
f/ Ser Asn Pro Glu Thr Thr Thr Ser Gly Gly Cys His Ser Pro Glu Asp 
l,| 45 50 55 

r tf gtg agt ctt gga tgg cca ggc tec tgg gga cag ggg gee caa ggg gca 245 
Val Ser Leu Gly Trp Pro Gly Ser Trp Gly Gin Gly Ala Gin Gly Ala 
60 65 70 

*9 gta g 249 
Val 



ry <2io> lioo 

<211> 450 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 99. .449 



<400> 1100 

aaaaagttgg agaaggtgtg gcagtcctca tttctgtgga atctgaagaa gcccacgcag 60 
attttaattc ccactctaga ttctgtatct agatcacc atg gcg act gga cag aag 116 

Met Ala Thr Gly Gin Lys 
1 5 

ttg atg aga get gtt aga gtt ttt gaa ttt ggt gga cca gaa gtc ctg 164 
Leu Met Arg Ala Val Arg Val Phe Glu Phe Gly Gly Pro Glu Val Leu 

10 15 20 

aaa ttg cga tea gat att gca gta ccg att cca aaa gac cat cag gtt 
Lys Leu Arg Ser Asp He Ala Val Pro He Pro Lys Asp His Gin Val 

25 30 35 

eta ate aag gtc cat gca tgt ggt gtc aac ccc gtg gag aca tac att 
Leu He Lys Val His Ala Cys Gly Val Asn Pro Val Glu Thr Tyr He 

40 45 50 

cgc tct ggt ant tat agt aga aaa cca etc tta ccc tat act cct ggc 308 



212 



260 



750 




Arg 


Ser Gly 


Xaa Tyr 


Ser 


Arg 


Lys 


Pro 


Leu 


Leu 


Pro 


Tyr 


Thr 


Pro 


Gly 




c tz 
DO 








60 










65 










70 




tea 


gat 


gtg 


get ggg 


gtg 


ata 


gaa 


get 


gtt 


gga 


gat 


aat 


gca 


tct 


get 


356 


Ser 


Asp 


Val 


Ala Gly 


Val 


He 


Glu 


Ala 


Val 


Gly Asp Asn 


Ala 


Ser 


Ala 










75 










80 










85 






ttc 


aag 


aaa 


ggt gac 


aga 


gtt 


ttc 


act 


age 


age 


acg 


ate 


tct 


ggg 


ggt 


404 


Phe 


Lys 


Lys 


Gly Asp 


Arg 


Val 


Phe 


Thr 


Ser 


Ser 


Thr 


He 


Ser Gly Gly 










90 








95 










100 








tat 


gca 


gag 


tat get 


ctt 


gca 


gca 


gac 


cac 


act 


gtt 


tac 


aaa 


eta 


c 


450 


Tyr 


Ala 


Glu 


Tyr Ala 


Leu 


Ala 


Ala 


Asp 


His 


Thr 


Val 


Tyr 


Lys 


Leu 










105 








110 










115 









<210> 1101 
<211> 278 
<212> DNA 

<213> Homo sapiens 



<220> 
O <221> CDS 
,fl <222> 43. .276 



<400> 1101 

gaaegtcagg aaattcaaag gttccgagaa caagaaaaga tc atg gtt cag aaa 54 

Met Val Gin Lys 





aag 


ttg 


gag 


gag 


ctg 


cag 


tct 


atg 


aag 


caa 


cac 


ctt 


etc 


ttt 


cag 


caa 


102 


3 


Lys 


Leu 


Glu 


Glu 


Leu 


Gin 


Ser 


Met 


Lys 


Gin 


His 


Leu 


Leu 


Phe 


Gin 


Gin 






5 










10 










15 










20 




ru 


gaa 


gaa 


gag 


egg 


caa 


gec 


cag 


ttc 


atg 


atg 


agg 


cag 


gag 


acg 


tta 


get 


150 




Glu 


Glu 


Glu 


Arg 


Gin 


Ala 


Gin 


Phe 


Met 


Met 


Arg 


Gin 


Glu 


Thr 


Leu 


Ala 














25 










30 










35 








cag 


caa 


cag 


tta 


cag 


ctt 


gag 


cag 


ate 


caa 


cag 


ctg 


caa 


caa 


cag 


ctt 


198 




Gin 


Gin 


Gin 


Leu 


Gin 


Leu 


Glu 


Gin 


He 


Gin 


Gin 


Leu 


Gin 


Gin 


Gin 


Leu 




y 








40 










45 










50 










cac 


cag 


cag 


ctg 


gag 


gag 


caa 


aag 


att 


egg 


cag 


ate 


tac 


cag 


tat 


aac 


246 




His 


Gin 


Gin 


Leu 


Glu 


Glu 


Gin 


Lys 


He 


Arg 


Gin 


He 


Tyr 


Gin 


Tyr Asn 










55 










60 










65 












tat 


gac 


cct 


tct 


gga 


act 


get 


tct 


cca 


caa 


ac 












278 




Tyr 


Asp 


Pro 


Ser 


Gly 


Thr 


Ala 


Ser 


Pro 


Gin 















70 75 



<210> 1102 
<211> 211 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .210 

<400> 1102 

aggaggtccg egggaggatg gagcagtgag cgggtctggg eggctgetgg cagcgcc 57 

751 



atg gag acg gta cag ctg agg aac ccg ccg cgc egg cag ctg aaa aag 105 
Met Glu Thr Val Gin Leu Arg Asn Pro Pro Arg Arg Gin Leu Lys Lys 
1 5 10 15 

ttg gat gaa gat agt tta acc aaa caa cca gaa gaa gta ttt gat gtc 153 
Leu Asp Glu Asp Ser Leu Thr Lys Gin Pro Glu Glu Val Phe Asp Val 

20 25 30 

tta gag aaa ctt gga gaa ggg tec tat ggc age gta tac aaa get att 201 
Leu Glu Lys Leu Gly Glu Gly Ser Tyr Gly Ser Val Tyr Lys Ala He 

35 40 45 

cat aaa gag a 2n 
His Lys Glu 
50 

<210> 1103 
<211> 336 
<212> DNA 
<213> Homo sapiens 

<220> 
h|] <221> CDS 
\n <222> 88 . .336 



<400> 1103 

^ acctacctgg gataaeggeg gegageggae ggctgcattt aeggggtetc ccggagggcc 60 

^ agagtcgtgg cttacagaag agacgaa atg tgg tct gag gga cga tat gaa tat 114 
^ Met Trp Ser Glu Gly Arg Tyr Glu Tyr 

y gaa aga att ccg aga gaa cga gca cct cct cga agt cat ccc agt gat 162 
ry Glu Arg He Pro Arg Glu Arg Ala Pro Pro Arg Ser His Pro Ser Asp 
flj 10 15 20 25 

ggc tac aat aga eta gtt aat att gtg cca aag aaa cca cca ctg eta 210 
Gly Tyr Asn Arg Leu Val Asn He Val Pro Lys Lys Pro Pro Leu Leu 

30 35 40 

gac aga cct ggt gaa gga age tac aat aga tat tac agt cat gtt att 258 
Asp Arg Pro Gly Glu Gly Ser Tyr Asn Arg Tyr Tyr Ser His Val He 

45 50 55 

acc gag act atg acg agg gec gca gtt ttt etc atg ate gaa gaa gtg 306 
Thr Glu Thr Met Thr Arg Ala Ala Val Phe Leu Met He Glu Glu Val 

60 65 70 

gtc cac etc aca gag gag atg aat ctg gtt 335 
Val His Leu Thr Glu Glu Met Asn Leu Val 
75 80 



o 
0 



<210> 1104 
<211> 507 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 65. .505 
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<400> 1104 

ccctagcttt ccttttccgg ttgcggcgcc gcgcggtgag gttgtctagt ccacgctcgg 60 
agcc atg ccg tec aag ggy ccg ctg cag tck gtg cag gtc ttc gga cgc 109 
Met Pro Ser Lys Gly Pro Leu Gin Ser Val Gin Val Phe Gly Arg 
1 5 10 15 

aag aag aca gcg aca get gtg gcg cac tgc aaa cgc ggc aat ggt etc 157 
Lys Lys Thr Ala Thr Ala Val Ala His Cys Lys Arg Gly Asn Gly Leu 

20 25 30 

ate aag gtg aac ggg egg ccc ctg gag atg att gag ccg cgc acg eta 205 
He Lys Val Asn Gly Arg Pro Leu Glu Met He Glu Pro Arg Thr Leu 

35 40 45 

cag tac aag ctg ctg gag cca gtt ctg ctt etc ggc aag gag cga ttt 253 
Gin Tyr Lys Leu Leu Glu Pro Val Leu Leu Leu Gly Lys Glu Arg Phe 

50 55 60 

get ggt gta gac ate cgt gtc cgt gta aag ggt ggt ggt cac gtg gec 301 
Ala Gly Val Asp He Arg Val Arg Val Lys Gly Gly Gly His Val Ala 

65 70 75 

cag att tat get ate cgt cag tec ate tec aaa gee ctg gtg gec tat 349 
O Gin He Tyr Ala He Arg Gin Ser He Ser Lys Ala Leu Val Ala Tyr 
J3 80 85 90 95 

tac cag aaa tat gtg gat gag get tec aag aag gag ate aaa gac ate 397 
^ Tyr Gin Lys Tyr Val Asp Glu Ala Ser Lys Lys Glu He Lys Asp He 
L 100 105 110 

^ etc ate cag tat gac egg ace ctg ctg gta get gac cct cgt cgc tgc 445 
^ Leu He Gin Tyr Asp Arg Thr Leu Leu Val Ala Asp Pro Arg Arg Cys 
C ; 115 120 125 

gag tec aaa aag ttt gga ggt ctg gtg ccc gcg etc get acc aga aat 4 93 

s Glu Ser Lys Lys Phe Gly Gly Leu Val Pro Ala Leu Ala Thr Arg Asn 

Q 130 135 140 

fjj cct acc gat aag cc 507 
h*s Pro Thr Asp Lys 
145 

^ <210> 1105 
Q <211> 437 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 98 . .436 



<400> 1105 

aaaaagcggg ctgtctcgga aactcagagc cgggttcctc ccgggtttct geegggttte 60 
tccctgcggc tcctgggttg ttgagactct tgtgaag atg get tgc get gec gcg 115 

Met Ala Cys Ala Ala Ala 
1 5 

egg tec ccg gee gac cag gac agg ttt att tgt ate tat cct get tat 163 
Arg Ser Pro Ala Asp Gin Asp Arg Phe He Cys He Tyr Pro Ala Tyr 

10 15 20 

tta aat aat aag aag acc ate gca gag gga agg cga ate ccc ata agt 211 
Leu Asn Asn Lys Lys Thr He Ala Glu Gly Arg Arg He Pro He Ser 
25 30 35 
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aag get gtt gaa aat cct aca get aca gag att caa gat gta tgt tea 259 
Lys Ala Val Glu Asn Pro Thr Ala Thr Glu He Gin Asp Val Cys Ser 

40 45 50 

gca gtt gga ctt aac gta ttt ctt gag aaa aat aaa atg tac tct aga 307 
Ala Val Gly Leu Asn Val Phe Leu Glu Lys Asn Lys Met Tyr Ser Arg 
55 60 65 70 

gaa tgg aat cgt gat gtc caa tac aga ggc aga gtc egg gtc cag etc 355 
Glu Trp Asn Arg Asp Val Gin Tyr Arg Gly Arg Val Arg Val Gin Leu 

75 80 85 

aaa cag gaa gat ggg age etc tgc ctt gta cag ttc cca tea cgt aag 403 
Lys Gin Glu Asp Gly Ser Leu Cys Leu Val Gin Phe Pro Ser Arg Lys 

90 95 100 

tea gta atg ttg tat gca gca gaa atg ata cct a 437 
Ser Val Met Leu Tyr Ala Ala Glu Met He Pro 
105 110 

<210> 1106 

<211> 395 
O <212> DNA 

*p <213> Homo sapiens 

ys 

yf <220> 

l t ] <221> CDS 

4? <222> 72 . .395 



==y <400> 1106 

ctcttcagtt gtctgetact cagaggaagg ggcggttggt gcggcctcca ttgttcgtgt 60 
O tttaaggege c atg agg ggt gac aga ggc cgt ggt cgt ggt ggg cgc ttt 110 
fy Met Arg Gly Asp Arg Gly Arg Gly Arg Gly Gly Arg Phe 

ry i 5 10 

^. ggt tec aga gga ggc cca gga gga ggg ttc agg ccc ttt gta cca cat 158 
r 2T Gly Ser Arg Gly Gly Pro Gly Gly Gly Phe Arg Pro Phe Val Pro His 
S 15 20 25 

W ate cca ttt gac ttc tat ttg tgt gaa atg gec ttt ccc egg gtc aag 206 
He Pro Phe Asp Phe Tyr Leu Cys Glu Met Ala Phe Pro Arg Val Lys 
30 35 40 45 

cca gca cct gat gaa act tec ttc agt gag gee ttg ctg aag agg aat 254 
Pro Ala Pro Asp Glu Thr Ser Phe Ser Glu Ala Leu Leu Lys Arg Asn 

50 55 60 

cag gac ctg get ccc aat tct get gaa cag gca tct ate ctt tct ctg 302 
Gin Asp Leu Ala Pro Asn Ser Ala Glu Gin Ala Ser He Leu Ser Leu 

65 70 75 

gtg aca aaa ata aac aat gtg att gat aat ctg att gtg get cca ggg 350 
Val Thr Lys He Asn Asn Val He Asp Asn Leu He Val Ala Pro Gly 

80 85 90 

aca ttt gaa gtg caa att gwa gaa gtt cga cag gtg ggt cct ata 395 
Thr Phe Glu Val Gin He Xaa Glu Val Arg Gin Val Gly Pro He 
95 100 105 



<210> 1107 

<211> 406 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 117 . .404 



<210> 1108 
<211> 438 
+; <212> DNA 

W <213> Homo sapiens 

a.,,, B 

<220> 
<221> CDS 
<222> 232 . .438 



60 



<400> 1107 

aaaatgtgtc agttatcagc aggatccatg ccgccagagt aaagctttct accctttact 
ccctgcaaag aaacaagagt gcttatccca gctaagctcc agggaaccat aaatcc atg 119 

Met 
1 

get aac ctt gac aaa tac act gaa aca ttc aag atg ggt age aac agt 167 
Ala Asn Leu Asp Lys Tyr Thr Glu Thr Phe Lys Met Gly Ser Asn Ser 

5 10 15 

ace age act get gag att tac tgt aat gtc act aat gtg aaa ttt caa 215 
Thr Ser Thr Ala Glu He Tyr Cys Asn Val Thr Asn Val Lys Phe Gin 

20 25 30 

tac tec etc tat gca ace acc tat ate etc ata ttc att cct ggt ctt 

g Tyr Ser Leu Tyr Ala Thr Thr Tyr He Leu He Phe He Pro Gly Leu 

yg 35 40 45 

||| ctg get aac agt gca gee ttg tgg gtt ctg tgc cgc ttc ate age aag 311 

r/ Leu Ala Asn Ser Ala Ala Leu Trp Val Leu Cys Arg Phe He Ser Lys 

Li 50 55 60 65 

aaa aat aaa gee ate att ttc atg ate aac etc tct gtg get gac ctt 359 

« Lys Asn Lys Ala He He Phe Met He Asn Leu Ser Val Ala Asp Leu 

^ 70 75 80 

%0 get cat gta tta tct tta ccc etc egg att tac tat tac ate age ca 

3 Ala His Val Leu Ser Leu Pro Leu Arg He Tyr Tyr Tyr He Ser 

O 85 90 95 



263 



406 



<400> 1108 

acttattatt tattcgtttt ccaaagaagc gactagggac ccaagtttaa aaattccycc 60 
ccccacccaa tgcgagacgt ggccagatcc catccaacac acggtttaat tttcatgggg 12 0 
ctctgggatc aaaagaacag aaacagcaac aacaaaagee cagccgctgt ctgattttaa 180 
gctggcaaag tgggaaaaat aaagtgttga gtaaacagac caagttggat c atg ggg 237 

Met Gly 
1 

aat ttc aga ggt cat gee etc cct gga acc ttc ttt ttt att att ggt 285 
Asn Phe Arg Gly His Ala Leu Pro Gly Thr Phe Phe Phe He He Gly 

5 10 15 

ctt tgg tgg tgt aca aag agt att ctg aag tat ate tgc aaa aag caa 333 
Leu Trp Trp Cys Thr Lys Ser lie Leu Lys Tyr He Cys Lys Lys Gin 

20 25 30 

aag cga acc tgc tat ctt ggt tec aaa aca tta ttc tat cga ttg gaa 381 
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Lys Arg Thr Cys Tyr Leu Gly Ser Lys Thr Leu Phe Tyr Arg Leu Glu 

35 40 45 50 

att ttg gag gga att aca ata gtt ggc atg get tta act ggc atg get 429 

He Leu Glu Gly He Thr He Val Gly Met Ala Leu Thr Gly Met Ala 

55 60 65 

ggg gag cag 438 
Gly Glu Gin 

<210> 1109 

<211> 458 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38 . .457 



US <400> 1109 



gcaaacccca gaggagctcg gcctgcgctg cgccacg atg tec ggg gag tea gee 55 
Ul Met Ser Gly Glu Ser Ala 

U 15 
yj agg age ttg ggg aag gga age gcg ccc ccg ggg ccg gtc ccg gag gnc 103 
^ Arg Ser Leu Gly Lys Gly Ser Ala Pro Pro Gly Pro Val Pro Glu Xaa 

10 15 20 

~ teg ate cgc ate tac age atg agg ttc tgc ccg ttt get gag agg acg 151 
^ Ser He Arg He Tyr Ser Met Arg Phe Cys Pro Phe Ala Glu Arg Thr 

25 30 3 5 

M cgt eta gtc ctg aag gec aag gga ate agg cat gaa gtc ate aat ate 199 
fU Ar 9 Leu Val Leu Lys Ala Lys Gly He Arg His Glu Val He Asn He 
fU 40 45 50 

^ aac ctg aaa aat aag cct gag tgg ttc ttt aag aaa aat ccc ttt ggt 247 
q Asn Leu Lys Asn Lys Pro Glu Trp Phe Phe Lys Lys Asn Pro Phe Gly 
P5 55 60 65 70 

ctg gtg cca gtt ctg gaa aac agt cag ggt cag ctg ate tac gag tct 2 95 

Leu Val Pro Val Leu Glu Asn Ser Gin Gly Gin Leu He Tyr Glu Ser 

75 80 85 

gee ate ace tgt gag tac ctg gat gaa gca tac cca ggg aag aag ctg 343 
Ala He Thr Cys Glu Tyr Leu Asp Glu Ala Tyr Pro Gly Lys Lys Leu 

90 95 100 

ttg ccg gat gac ccc tat gag aaa get tgc cag aag atg ate tta gag 391 
Leu Pro Asp Asp Pro Tyr Glu Lys Ala Cys Gin Lys Met He Leu Glu 

105 110 115 

ttg ttt tct aag gtg cca tec ttg gta gga age ttt att aga age sra 439 
Leu Phe Ser Lys Val Pro Ser Leu Val Gly Ser Phe He Arg Ser Xaa 

120 125 130 

aat waa gaa gac tat gat g 458 
Asn Xaa Glu Asp Tyr Asp 
135 140 

<210> 1110 
<211> 234 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 15. .233 



<400> 1110 

caaaggctta tcaa atg aca eta aaa ata agt tea aca acc ate aca ttg 50 
Met Thr Leu Lys He Ser Ser Thr Thr He Thr Leu 
1 5 10 

gaa ggg aga agg cga aca ttt cat gtt tgg egg gca tgt gag tgc aca 98 
Glu Gly Arg Arg Arg Thr Phe His Val Trp Arg Ala Cys Glu Cys Thr 

15 20 25 

aga tgg aaa gag cga ttg gag cat cct ggt ata att acc ccc att gtg 146 
Arg Trp Lys Glu Arg Leu Glu His Pro Gly He He Thr Pro He Val 

3 ° 35 40 

etc tta atg gaa att tea aag gac ggg agt att ctg ttg gtt ggt gtc 194 
Leu Leu Met Glu He Ser Lys Asp Gly Ser He Leu Leu Val Gly Val 
Q 45 50 55 60 

%g ca 9 gtt tgt ggc act gtt cca aga ggc ctt aca cac aca c 234 
jjjl Gin Val Cys Gly Thr Val Pro Arg Gly Leu Thr His Thr 
U 65 70 

= » i 

~ <210> 1111 

<211> 378 
W <212> DNA 

<213> Homo sapiens 

O <220> 

fjj <221> CDS 

m <222> 174. .377 



60 



<400> 1111 

gcagtcgcgc cggcgctggg egaggaageg gaccgggccg cctccggaaa atggctccaa 
aggttaaatg aagcaggaaa aatacataga tgcagccttg cagcctctcc agatgtttgg 120 
ggataatatt ccagatagaa atattgatcc cttggattag gtaactagtc ata atg 176 

Met 
1 

aag aaa att agt ctt aaa acc tta egg aaa tct ttt aac ttg aat aaa 224 
Lys Lys He Ser Leu Lys Thr Leu Arg Lys Ser Phe Asn Leu Asn Lys 

5 10 15 

agt aaa gaa gaa act gat ttc atg gta gta caa caa cca teg eta gec 272 
Ser Lys Glu Glu Thr Asp Phe Met Val Val Gin Gin Pro Ser Leu Ala 

20 25 30 

agt gac ttt gga aaa gat gat tec tta ttt ggt age tgc tat ggt aaa 
Ser Asp Phe Gly Lys Asp Asp Ser Leu Phe Gly Ser Cys Tyr Gly Lys 

35 40 45 

gat atg gee age tgc gat ate aac ggt gaa gat gaa rnn ggc gga aaa 
Asp Met Ala Ser Cys Asp He Asn Gly Glu Asp Glu Xaa Gly Gly Lys 
50 55 60 65 

aac aga tea a 
Asn Arg Ser 



320 



368 



378 
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<210> 1112 

<211> 380 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69. .380 



<400> 1112 

aaaacaatag tggaggaacc cgagccgcac ggaacggcgg tggtggcccg cggaccggac 60 
ggggcact atg aac gaa gag gag cag ttt gta aac att gat ttg aat gat 110 
Met Asn Glu Glu Glu Gin Phe Val Asn He Asp Leu Asn Asp 
1 5 10 

gac aac att tgc agt gtt tgt aaa ctg gga aca gac aaa gaa aca etc 158 
Asp Asn He Cys Ser Val Cys Lys Leu Gly Thr Asp Lys Glu Thr Leu 
15 20 25 30 

p tec ttc tgc cac att tgt ttt gag eta aat att gag ggg gta cca aag 206 
J3 Ser Phe Cys His He Cys Phe Glu Leu Asn He Glu Gly Val Pro Lys 
J! 35 40 45 

^ tct gat etc ttg cac acc aaa tea tta agg ggc cat aaa gac tgc ttt 254 
j Ser Asp Leu Leu His Thr Lys Ser Leu Arg Gly His Lys Asp Cys Phe 
g 50 55 60 

~ gaa aaa tac cat tta att gca aac cag ggt tgt cct cga tct aag ctt 302 
Glu Lys Tyr His Leu He Ala Asn Gin Gly Cys Pro Arg Ser Lys Leu 

65 70 75 

tea aaa agt act tat gaa gaa gtt aaa acc att ttg agt aag aag ata 350 
Ser Lys Ser Thr Tyr Glu Glu Val Lys Thr He Leu Ser Lys Lys He 
80 85 90 

jry aac tgg att gtg cag tat gca caa aat aag 380 
^ Asn Trp He Val Gin Tyr Ala Gin Asn Lys 
*k 95 100 

W <210> 1113 
<211> 376 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 155 . . 376 



<400> 1113 

aattactctc ttccatattg gttaacagta gaaggctcag tttctctget catcacacgg 60 
ccttcggcac tgtagctttg ggtggtgggc tgcagattaa ttttgtaacc accttaagaa 120 
aaatacggaa ctctaactcc ttgccactca agaa atg tec tec ctt tea gaa tat 175 

Met Ser Ser Leu Ser Glu Tyr 
1 5 

gee ttc cgc atg tct cgt etc agt gec egg eta ttt ggt gaa gtc acc 223 
Ala Phe Arg Met Ser Arg Leu Ser Ala Arg Leu Phe Gly Glu Val Thr 

!0 15 20 

agg cct act aat tec aag tct atg aaa gtg gtg aaa ctg ttt agt gaa 271 



758 




Arg Pro Thr Asn Ser Lys Ser Met Lys Val Val Lys Leu Phe Ser Glu 

25 30 35 

ctg ccc ttg gcc aag aag aag gag act tat gat tgg tat cca aat cac 319 
Leu Pro Leu Ala Lys Lys Lys Glu Thr Tyr Asp Trp Tyr Pro Asn His 
40 45 50 55 

cac act tac get gaa etc atg cag acg etc cga ttt ctt gga etc tac 367 
His Thr Tyr Ala Glu Leu Met Gin Thr Leu Arg Phe Leu Gly Leu Tyr 

60 65 70 

aga gat gag 376 
Arg Asp Glu 

<210> 1114 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
3 <222> 80. .328 

<400> 1114 

sy agagggeggg ccttccggga egaggegegt gggtgaggaa ggtcaggtct aggaactcta 60 

Jh actccttgcc actcaagaa atg tec tec ctt tea gaa tat gcc ttc cgc atg 112 

/*% Met Ser Ser Leu Ser Glu Tyr Ala Phe Arg Met 

^ 1 5 10 

^ tct cgt etc agt gcc egg eta ttt ggt gaa gtc acc agg cct act aat 160 

Ser Arg Leu Ser Ala Arg Leu Phe Gly Glu Val Thr Arg Pro Thr Asn 
? =tJ 15 20 25 

fy tec aag tct atg aaa gtg gtg aaa ctg ttt agt gaa ctg ccc ttg gcc 208 
Hi Ser L Y S Ser Met L Y S Val v al Lys Leu Phe Ser Glu Leu Pro Leu Ala 
J 30 35 40 

^ aag aag aag gag act tat gat tgg tat cca aat cac cac act tac get 256 
:? Lys Lys Lys Glu Thr Tyr Asp Trp Tyr Pro Asn His His Thr Tyr Ala 
^ 45 50 55 

gaa etc atg cag acg etc cga ttt ctt gga etc tac aga gat gag cat 304 
Glu Leu Met Gin Thr Leu Arg Phe Leu Gly Leu Tyr Arg Asp Glu His 
60 65 70 75 

cag gat ttt atg gat gag caa aaa 328 
Gin Asp Phe Met Asp Glu Gin Lys 
80 

<210> 1115 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 171. .389 



<400> 1115 

tttttttege eggaacaaaa atgcctcagt ttggaggtcg cgctcactgc gaeggcagge 60 
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m 



tttgagtgta gcacttggta gttcttcctc tgctctgctt cccttcggag gaaaatttca 120 
ggctgaaggt ttagcgggtg ccgcctctaa agagagcaat cactacactt atg get 176 

Met Ala 
1 

ggg att ttg cgc tta gta gtt caa tgg ccc cca ggc aga eta cag acc 224 
Gly lie Leu Arg Leu Val Val Gin Trp Pro Pro Gly Arg Leu Gin Thr 

5 10 15 

gtg aca aaa ggt gtg gag tct ctt att tgt aca gat tgg att cgt cac 272 
Val Thr Lys Gly Val Glu Ser Leu He Cys Thr Asp Trp He Arg His 

20 25 30 

aaa ttc acc aga tea aga att cca gaa aaa gtg ttt cag gec tea cct 320 
Lys Phe Thr Arg Ser Arg He Pro Glu Lys Val Phe Gin Ala Ser Pro 
35 40 45 50 

gaa gat cat gaa aaa tac ggt ggg gat cca cag aac cct cat aaa ctg 3 68 

Glu Asp His Glu Lys Tyr Gly Gly Asp Pro Gin Asn Pro His Lys Leu 

55 60 65 

cat att gtt acc aga ata aaa ag 391 
His He Val Thr Arg He Lys 
70 

<210> 1116 
<211> 328 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 132 . .326 



<400> 1116 

cacttttaaa tacatttgac atccttggca gccctggcca tcatcagtac cacttaacat 60 
atttccaagg agtctggtat gtttgggagt gcctccttgc ctcagactaa attggccaat 120 
ccaccaagtg a atg cct gaa tct eta eta ggc tgg ttt gaa cct gtt gtg 170 

Met Pro Glu Ser Leu Leu Gly Trp Phe Glu Pro Val Val 

15 10 
tgt acc tta aga atg aaa aat act aga cat ctg tea ctt cat cca att 
Cys Thr Leu Arg Met Lys Asn Thr Arg His Leu Ser Leu His Pro He 

15 20 25 

aag tec tac ctt ggt tta tta ata gaa eta aga gee tea cat agg tea 
Lys Ser Tyr Leu Gly Leu Leu He Glu Leu Arg Ala Ser His Arg Ser 
30 35 40 45 

cct gac tec ttc ttc agt aga tgc cat ttc aat aga ttt tgc aat ccc 314 
Pro Asp Ser Phe Phe Ser Arg Cys His Phe Asn Arg Phe Cys Asn Pro 

50 55 60 

tct gat acc age gc 328 
Ser Asp Thr Ser 
65 



218 



266 



<210> 1117 

<211> 369 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 39 . .368 



<400> 1117 

ttgttttttc tcctttcagg tatgaattaa gtgaaaag atg ttg tct gca tgc aac 56 



Met Leu Ser Ala Cys Asn 
1 5 







ctg 


aaa 


aac 


ac t 


ata 


aat 


gac 


ccc 


aaa 


get ttg 


acc 


age 


aaa 


gat 


104 




Leu 


Leu 


Ly s 


Asn 


Thr 


He 


Asn 


Asp 


Pro 


Lys 


Ala Leu 


Thr 


Ser 


Lys 


Asp 












1 A 

10 










15 








20 








atg 


agg 


ttc 


tgt 


ctg 


aac 


acc 


etc 


cag 


cac 


gag tgg 


ttc 


cgc 


gtg 


tec 


152 




Met 


Arg 


Phe 


Cys 


Leu 


Asn 


Thr 


Leu 


Gin 


His 


Glu Trp 


Phe 


Arg 


Val 


Ser 










25 










30 








35 










agt 


cag 


aag 


tea 


gcc 


att 


cca 


gcc 


atg 


gtg 


ggg gac 


tac 


ata 


get 


get 


200 




Ser 


Gin 


Lys 


Ser 


Ala 


He 


Pro 


Ala 


Met 


Val 


Gly Asp Tyr 


He 


Ala 


Ala 








40 










45 








50 












ttt 


gag 


gcc 


att 


tec 


cca 


gat 


gtc 


etc 


cgc 


tat gtc 


ate 


aac 


ttg 


gca 


248 


. 5~ 


Phe 


Glu 


Ala 


He 


Ser 


Pro 


Asp 


Val 


Leu Arg Tyr Val 


He 


Asn 


Leu 


Ala 




m 


55 










60 










65 








70 






gac 


ggc 


aac 


ggc 


aac 


aca 


gcc 


etc 


cat 


tac 


age gtg 


tec 


cac 


tec 


aac 


296 




Asp 


Gly 


Asn 


Gly 


Asn 


Thr 


Ala 


Leu 


His 


Tyr 


Ser Val 


Ser 


His 


Ser 


Asn 














75 










80 








85 






*y 


ttc 


gag 


att 


gtk 


aag 


ctg 


ctg 


tta 


gat 


gcc 


gat gtg 


tgt 


aat 


gtg 


gat 


344 




Phe 


Glu 


He 


Val 


Lys 


Leu 


Leu 


Leu 


Asp 


Ala 


Asp Val 


Cys 


Asn 


Val 


Asp 












90 










95 








100 








cac 


cag 


aac 


aag 


gca 


ggc 


tac 


acc 


c 














369 




His 


Gin 


Asn 


Lys 


Ala Gly 


Tyr 


Thr 


















ru 






105 










110 



















<210> 1118 
<211> 446 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 83 . .445 



<400> 1118 

atcctggcct agagcggccc ttaaagtgcc agggagagga gggcgggtgg ggaccactcc 60 
agaattggee gctggcggta tc atg gcg acc egg aac ccc cct ccc caa gac 112 

Met Ala Thr Arg Asn Pro Pro Pro Gin Asp 
15 10 
tat gaa agt gat gac gac tct tat gaa gtg ttg gat tta act gag tat 160 
Tyr Glu Ser Asp Asp Asp Ser Tyr Glu Val Leu Asp Leu Thr Glu Tyr 

15 20 25 

gca aga aga cac cag tgg tgg aat cga gtg ttt ggc cac agt teg gga 208 
Ala Arg Arg His Gin Trp Trp Asn Arg Val Phe Gly His Ser Ser Gly 

30 35 40 

cct atg gta gaa aaa tac tea gta get acc cag att gta atg ggt ggc 256 
Pro Met Val Glu Lys Tyr Ser Val Ala Thr Gin He Val Met Gly Gly 
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45 

gtt act ggc tgg tgt gca 
Val Thr Gly Trp Cys Ala 
60 

gca gca act gca gta ggt 
Ala Ala Thr Ala Val Gly 
75 80 
cat agt ggc tat gtg cag 
His Ser Gly Tyr Val Gin 
95 

aat aaa gca aaa aga cag 
Asn Lys Ala Lys Arg Gin 
110 



50 

gga ttt ctr ttc cag aaa 
Gly Phe Leu Phe Gin Lys 
65 70 
ggt ggc ttt ctt ctt ctt 
Gly Gly Phe Leu Leu Leu 
85 

att gac tgg aag aga gtt 
lie Asp Trp Lys Arg Val 
100 

att aag aaa cga nng aac 
lie Lys Lys Arg Xaa Asn 
115 



55 

gtt gga aaa ctt 304 
Val Gly Lys Leu 

cag att get agt 352 
Gin He Ala Ser 
90 

gaa aaa gat gta 400 
Glu Lys Asp Val 
105 

aaa gca gca c 446 
Lys Ala Ala 
120 



<210> 1119 

<211> 420 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 217 . .420 



"^f <400> 1119 

ggktccgctc cctggggcgc aegtcagtea ggaggcggaa gegcagnnga ggegggaagg 60 
ttgtagtgcc gcgagttgag ctcctcttgc ctaagtggtc gcgccccctt taagagcagc 120 
s gattgtaagg agaggeggtc ccggtgtcct cgggtcccag gtgattgtga agtgctgacc 180 

Q aattgecact ggacatactt gaaacaaaat aggaaa atg gca gca aac tct tea 234 
fy Met Ala Ala Asn Ser Ser 

15 

£ gga caa ggt ttt caa aac aaa aat aga gtt gca ate ttg gca gaa ctg 282 
Gly Gin Gly Phe Gin Asn Lys Asn Arg Val Ala He Leu Ala Glu Leu 

10 15 20 

aca aag aga aaa gaa aac tac tta tgc aga acc agt ctt caa caa ate 33 0 

Thr Lys Arg Lys Glu Asn Tyr Leu Cys Arg Thr Ser Leu Gin Gin He ■ 

25 30 35 

ate ctg gar eta ggt att gac act ata atg tgg gtt tnn tgt ntg ttt 378 
He Leu Glu Leu Gly He Asp Thr He Met Trp Val Xaa Cys Xaa Phe 

40 45 50 

tgt ttt gtt ttg ttt tgt ttt gag acg gag tct cgc cct gtc 420 
Cys Phe Val Leu Phe Cys Phe Glu Thr Glu Ser Arg Pro Val 
55 60 65 



<210> 1120 

<211> 244 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 38 . .244 
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?5 2 



<400> 1120 

cgaaaaatat aaaatatcaa gttataccag ctatccc atg cat gat ttc tac aga 55 

Met His Asp Phe Tyr Arg 
1 5 

tgt cat act tgt aac acc aca gat cga aat gcc ata tgt gtg aac tgc 103 
Cys His Thr Cys Asn Thr Thr Asp Arg Asn Ala He Cys Val Asn Cys 

10 15 20 

att aag aag tgc cat cag gga cat gat gta gag ttt att aga cat gat 151 
He Lys Lys Cys His Gin Gly His Asp Val Glu Phe He Arg His Asp 

25 30 35 

agg ttt ttc tgt gac tgt ggt get gga aca ctg tct aat cct tgt aca 199 
Arg Phe Phe Cys Asp Cys Gly Ala Gly Thr Leu Ser Asn Pro Cys Thr 

40 45 50 

tta get ggt gag cct aca cat gat aca gat aca eta tat gac tct 244 
Leu Ala Gly Glu Pro Thr His Asp Thr Asp Thr Leu Tyr Asp Ser 
55 60 65 





<210> 


1121 




<211> 


454 




<212> 


DNA 


m 


<213> 


Homo 




<220> 






<221> 


CDS 




<222> 


41. . 



<400> 1121 

agaagtemtc ctgggccacc cctacgacgt ggecattgae atg tgg age ctg ggc 55 

Met Trp Ser Leu Gly 
fU 15 

tgc ate acg gcg gag ttg tac acg ggc tac ccc ctg ttc ccc ggg gag 103 
Cys He Thr Ala Glu Leu Tyr Thr Gly Tyr Pro Leu Phe Pro Gly Glu 

10 15 20 

aat gag gtg gag cag ctg gcc tgc ate atg gag gtg ctg ggt ctg ccg 151 
Asn Glu Val Glu Gin Leu Ala Cys He Met Glu Val Leu Gly Leu Pro 

25 30 35 

cca gcc ggc ttc att cag aca gcc tec agg aga cag aca ttc ttt gat 199 
Pro Ala Gly Phe He Gin Thr Ala Ser Arg Arg Gin Thr Phe Phe Asp 

40 45 50 

tec aaa ggt ttt cct aaa aat ata acc aac aac agg ggg aaa aaa aga 24 7 

Ser Lys Gly Phe Pro Lys Asn He Thr Asn Asn Arg Gly Lys Lys Arg 

55 60 65 

tac cca gat tec aag gac etc acg atg gtg ctg aaa acc tat gac acc 295 
Tyr Pro Asp Ser Lys Asp Leu Thr Met Val Leu Lys Thr Tyr Asp Thr 
70 75 80 85 

age ttc ctg gac ttt etc aga agg tgt ttg gta tgg gaa cct tct ctt 343 
Ser Phe Leu Asp Phe Leu Arg Arg Cys Leu Val Trp Glu Pro Ser Leu 

90 95 100 

cgc atg acc ccg gac cag gcc etc aag cat get tgg att cat cag tct 391 
Arg Met Thr Pro Asp Gin Ala Leu Lys His Ala Trp He His Gin Ser 

105 110 115 

egg aac etc aag cca cag ccc agg ccc cag acc ctg agg aaa tec aat 439 
Arg Asn Leu Lys Pro Gin Pro Arg Pro Gin Thr Leu Arg Lys Ser Asn 
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120 

tec ttt ttc ccc tct 
Ser Phe Phe Pro Ser 
135 



125 



130 



454 



<210> 1122 

<211> 262 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . . 262 



<400> 1122 

tctactgcac agattgggta atggaacact aaacttttat acttgaaaat gaeagectta 60 
a atg etc ata tea gtc aca aat eta gga tgt act gtc ttg ttg tat gtg 109 
Met Leu He Ser Val Thr Asn Leu Gly Cys Thr Val Leu Leu Tyr Val 
1 5 10 15 

age ttt gta gag att ttt aaa aat ata age ate acc ttc cca ttg aag 157 
Ser Phe Val Glu He Phe Lys Asn He Ser He Thr Phe Pro Leu Lys 

20 25 30 

agt gga gag agt eta ctg gat gac tgg cca gga act ttc tct ctg aat 205 
Ser Gly Glu Ser Leu Leu Asp Asp Trp Pro Gly Thr Phe Ser Leu Asn 

35 40 45 

egg aca ttt gga tgt ctt ctt tct tec aag aaa tgg tgg ttc aca tta 253 
Arg Thr Phe Gly Cys Leu Leu Ser Ser Lys Lys Trp Trp Phe Thr Leu 

50 55 60 

aag tat cat 262 
ffS L ys Tyr His 
\2 65 

y <210> 1123 
U <211> 413 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 226 . .411 



<400> 1123 

gtctttgtaa ggagaccact gagacgagcg ggagcgcgga gcagcagcct ctgctgccct 60 
gactttttaa gaaatctcaa tgaactattt gtagagaatc actgatcegg cctgcaagca 120 
ttttgeaegg caaaaatatc gatcagtgtt aagtgaagat cacattttat atgegatett 180 
gacttttttg tcttacatta tatttttata gattttgtta taaac atg gtg ctg gga 237 

Met Val Leu Gly 

1 

aag gtg aag agt ttg aca ata age ttt gac tgt ctt aat gac age aat 285 

Lys Val Lys Ser Leu Thr He Ser Phe Asp Cys Leu Asn Asp Ser Asn 

5 10 15 20 

gtc cct gtg tat tct agt ggg gat acc gtc tea gga agg gta aat tta 333 
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Val Pro Val Tyr Ser Ser Gly Asp Thr Val Ser Gly Arg Val Asn Leu 

25 30 35 

gaa gtt act ggg gaa ate aga gta aaa tct ctt aaa att crt gca aga 381 
Glu Val Thr Gly Glu lie Arg Val Lys Ser Leu Lys He Xaa Ala Arg 

40 45 50 

ggr cat gcg aaa gta cgc tgg act gaa tct ag 413 
Gly His Ala Lys Val Arg Trp Thr Glu Ser 
55 60 

<210> 1124 
<211> 544 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 333 . .542 



UJ <400> 1124 

If! aactgggagt gatgtcagct cccagctcgg tgcctgcccg gattcctgac atggtgtagt 60 

gcaggcaggg tggggaaagg aeggggaagg actcgtgtgc tgcgagctgg cggccgggcc 12 0 

y ggagtgctgg ggctttgaac tccgagagga ggtggaccag aacttttgga actagtgccg 180 

d3 gcggctctcc accccccagt ataaaagaac gtgtggatca etttgetgag tacatccaag 240 

atttgaagaa ctgaaataaa tcagctttaa acctgetttt taaaaatatc tgggttggaa 3 00 

^ tttgcccctg acaaataata aaatgatgag tg atg caa gtg aca tgt tgg ctg 3 53 
^ Met Gin Val Thr Cys Trp Leu 

^ cag cgt tgg age aga tgg atg ggt ate ata gca ggt tct aag get ctg 4 01 

fy Gin Arg Trp Ser Arg Trp Met Gly He He Ala Gly Ser Lys Ala Leu 

Hi 10 15 20 

4; gaa tat tec aat ggg att ttt gat tgc caa tct ccc acc tct cca ttc 449 

p Glu Tyr Ser Asn Gly He Phe Asp Cys Gin Ser Pro Thr Ser Pro Phe 

n 25 30 35 

at 9 99 a agt ttg cga get ctg cac ctt gtg gaa gac ctg cgt gga ttg 4 97 

Met Gly Ser Leu Arg Ala Leu His Leu Val Glu Asp Leu Arg Gly Leu 
40 45 50 55 

tta gag atg atg gaa aca gat gag aaa gaa ggc ttg aga tgc cag at 544 
Leu Glu Met Met Glu Thr Asp Glu Lys Glu Gly Leu Arg Cys Gin 
60 65 70 

<210> 1125 
<211> 254 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .254 



<400> 1125 

attgtctttc tcaaagtaac ggattcagga ggagtccttt tctgagtaga gtccacagaa 60 
gaggtattct attg atg ggc tta ggt cac gag caa gga ttt gga gee cct 110 
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Met Gly Leu Gly His Glu Gin Gly Phe Gly Ala Pro 
15 10 
tgt tta aaa tgc aaa gaa aaa tgt gaa gga ttc gaa ctg cac ttc tgg 158 
Cys Leu Lys Cys Lys Glu Lys Cys Glu Gly Phe Glu Leu His Phe Trp 

15 20 25 

aga aaa ata tgt cgt aac tgc aag tgt ggc caa gaa gag cat gat gtc 206 
Arg Lys He Cys Arg Asn Cys Lys Cys Gly Gin Glu Glu His Asp Val 

30 35 40 

etc ttg age aat gaa gag gat cga aaa gtg gga aaa ctt ttt gaa gac 254 
Leu Leu Ser Asn Glu Glu Asp Arg Lys Val Gly Lys Leu Phe Glu Asp 
45 50 55 60 

<210> 1126 

<211> 293 

<212> DNA 

<213> Homo sapiens 

<220> 
Q <221> CDS 
■sQ <222> 46. .291 



<400> 1126 

agaacctegg tgacggttgg ccagtttttt tacagtggct ctgaa atg aga gaa att 57 

Met Arg Glu He 
1 

gca gaa att etc cct get cag gaa aag gta gag gca agg att gac tta 105 

Ala Glu He Leu Pro Ala Gin Glu Lys Val Glu Ala Arg He Asp Leu 

5 10 15 20 

aag atg ggt aag aag cgt gtt act gat cat aag eta amt gtg gac aaa 153 

Lys Met Gly Lys Lys Arg Val Thr Asp His Lys Leu Xaa Val Asp Lys 

25 30 35 

gta att aaa aat att aac aca att tct teg gag ttg aag aag ata aaa 201 
Val He Lys Asn He Asn Thr He Ser Ser Glu Leu Lys Lys He Lys 

40 45 50 

gag etc tec cag tta ttg ctt tgk gac ctt ate eta cat ttt aat cat 249 
Glu Leu Ser Gin Leu Leu Leu Xaa Asp Leu He Leu His Phe Asn His 

55 60 65 

ccc ate aag act gag aac tta gca gaa gca gaa aga aac aac cc 293 
Pro He Lys Thr Glu Asn Leu Ala Glu Ala Glu Arg Asn Asn 
70 75 80 



<210> 1127 

<211> 532 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 107 . .532 



<400> 1127 

tcgattggtc gatcctgggc cagcatggcg gcgcccatgt aacccggtcc gtgccgcaaa 60 
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gcgaacggcg gccgcggcgc gggccccgcg ggggttagag gtcacc atg ctg agg 115 

Met Leu Arg 
1 

gtc gcg tgg agg acg ctg agt ttg att egg acc egg gca gtt ace cag 163 
Val Ala Trp Arg Thr Leu Ser Leu He Arg Thr Arg Ala Val Thr Gin 

5 10 15 

gtc eta gta ccc ggg ctg ccg ggc ggt ggg age gec aag ttt cct ttc 211 
Val Leu Val Pro Gly Leu Pro Gly Gly Gly Ser Ala Lys Phe Pro Phe 
20 25 30 35 

aac cag tgg ggc ctg cag cct cga agt etc etc etc cag gee gcg cgc 259 
Asn Gin Trp Gly Leu Gin Pro Arg Ser Leu Leu Leu Gin Ala Ala Arg 

40 45 50 

gga tat gtc gtc egg aaa cca gee cag tct agg ctg gat gat gac cca 307 
Gly Tyr Val Val Arg Lys Pro Ala Gin Ser Arg Leu Asp Asp Asp Pro 

55 60 65 

cct cct tct acg ctg etc aaa gac tac cag aat gtc cct gga att gag 355 
Pro Pro Ser Thr Leu Leu Lys Asp Tyr Gin Asn Val Pro Gly He Glu 

70 75 80 

aag gtt gat gat gtc gtg aaa aga etc ttg tct ttg gaa atg gec aac 403 
Lys Val Asp Asp Val Val Lys Arg Leu Leu Ser Leu Glu Met Ala Asn 

85 90 95 

aag aag gag atg eta aaa ate aag caa gaa cag ttt atg aag aag att 451 
Lys Lys Glu Met Leu Lys He Lys Gin Glu Gin Phe Met Lys Lys He 
100 105 110 115 

gtt gca aac cca gag gac acc aga tec ctg gag get cga att att gee 499 
1? Val Ala Asn Pro Glu Asp Thr Arg Ser Leu Glu Ala Arg He He Ala 
y 120 125 130 

^ ttg tct gtc aag ate cgc agt tat gaa gaa cac 532 
M Leu Ser Val Lys He Arg Ser Tyr Glu Glu His 
fU 135 140 



4=^ 



<210> 1128 

<211> 467 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162 . .467 



<400> 1128 

gattactggg caggctcagt ctttcgcctc agtctcgagc tctcgctggc cttcgggtgt 60 
acgtgctccg ggatcttcag cacccgcggc cgccatcgcc gtcgcttggc ttcttctgga 120 
ctcatctgcg ccacttgtcc gcttcacact ccgccgccat c atg gtg aag etc gcg 176 

Met Val Lys Leu Ala 
1 5 

aag gca ggt aaa aat caa ggt gac ccc aag aaa atg get cct cct cca 224 
Lys Ala Gly Lys Asn Gin Gly Asp Pro Lys Lys Met Ala Pro Pro Pro 

10 15 20 

aag gag gta gaa gaa gat agt gaa gat gag gaa atg tea gaa gat gaa 272 
Lys Glu Val Glu Glu Asp Ser Glu Asp Glu Glu Met Ser Glu Asp Glu 

25 30 35 

gaa gat gat age agt gga gaa gag gtc gtc ata cct cag aag aaa ggc 320 
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Glu Asp Asp Ser Ser Gly 
40 

aag aag get get gca acc 
Lys Lys Ala Ala Ala Thr 
55 

aaa aag gtt gca gtt gec 
Lys Lys Val Ala Val Ala 
70 75 
ggc aaa aag gca gca gca 
Gly Lys Lys Ala Ala Ala 
90 

aaa 
Lys 



Glu Glu Val Val He Pro 
45 

tea gca aag aag gtg gtc 
Ser Ala Lys Lys Val Val 
60 65 
aca cca gee aag aaa gca 
Thr Pro Ala Lys Lys Ala 
80 

aca cct gec aag aag aca 
Thr Pro Ala Lys Lys Thr 
95 



Gin Lys Lys Gly 
50 

gtt tec cca aca 368 
Val Ser Pro Thr 

get gtc act cca 416 
Ala Val Thr Pro 
85 

gtt aca cca gec 464 
Val Thr Pro Ala 
100 

467 



<210> 1129 

<211> 377 

<212> DNA 

<213> Homo sapiens 



%Q <220> 
<221> 

<222> 97. .375 



in <221> CDS 



^? <400> 1129 

"tf acctgactga geggaagtag gagctctcag aggctaagaa ggtggagacc ggagaagctg 60 

^ tgaggttctt tagcgtcacc tccctcactg ggcagc atg ggg gag aag tea gag 114 
^ Met Gly Glu Lys Ser Glu 

y is 

fy aac tgt ggg gtt cca gag gat ctg tta aat ggt ttg aag gtt aca gat 162 
fy Asn Cys Gly Val Pro Glu Asp Leu Leu Asn Gly Leu Lys Val Thr Asp 
£ 10 15 20 

^ act cag gaa gec gag tgt get ggc cct cca gtt cct gat ccc aaa aat 210 
!? Thr Gin Glu Ala Glu Cys Ala Gly Pro Pro Val Pro Asp Pro Lys Asn 
^ 25 30 35 

cag cat tec cag agt aag ctg etc agg gat gat gag gee cat etc cag 258 
Gin His Ser Gin Ser Lys Leu Leu Arg Asp Asp Glu Ala His Leu Gin 

40 45 50 

gag gac cag gga gaa gag gag tgt ttt cat gac tgc agt gec tea ttt 3 06 

Glu Asp Gin Gly Glu Glu Glu Cys Phe His Asp Cys Ser Ala Ser Phe 
55 60 65 70 

gag gag gag cca gga gcg gac aag gtt gag aac aaa tct aat gaa gat 354 
Glu Glu Glu Pro Gly Ala Asp Lys Val Glu Asn Lys Ser Asn Glu Asp 

75 80 85 

gtg aat tec tct gaa eta gat ga 377 
Val Asn Ser Ser Glu Leu Asp 
90 



<210> 1130 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 
<222> 106 . .411 



<400> 1130 

actttgctac ggagtgcatc ggacgtcgaa gcctagagtc tctgcgtctt tccctcttcc 60 
gctgcctcat tcctttcctt cctagccttg gtcgtcgccg ccacc atg aac aag aag 117 

Met Asn Lys Lys 
1 

aag aaa ccg ttc eta ggg atg ccc gcg ccc etc ggc tac gtg ccg ggg 165 
Lys Lys Pro Phe Leu Gly Met Pro Ala Pro Leu Gly Tyr Val Pro Gly 
5 10 15 20 

ctg ggc egg ggc gee act ggc ttc acc acg egg tea gac att ggg ccc 213 
Leu Gly Arg Gly Ala Thr Gly Phe Thr Thr Arg Ser Asp He Gly Pro 

25 30 35 

gee cgt gat gca aat gac cct gtg gat gat cgc cat gca ccc cca ggc 261 
Ala Arg Asp Ala Asn Asp Pro Val Asp Asp Arg His Ala Pro Pro Gly 
40 45 50 

S3 aag aga acc gtt ggg gac cag atg aag aaa aat cag get get gac gat 309 

Lys Arg Thr Val Gly Asp Gin Met Lys Lys Asn Gin Ala Ala Asp Asp 
Ul 55 60 65 

l& 9 ac 9 ac gag gat eta aat gac acc aat tac gat gag ttt aat ggc tat 357 
y Asp Asp Glu Asp Leu Asn Asp Thr Asn Tyr Asp Glu Phe Asn Gly Tyr 
70 75 80 

get ggg arc etc ttc tea agt gga ccc tac gag aaa gat gat gag gaa 4 05 

Ala Gly Xaa Leu Phe Ser Ser Gly Pro Tyr Glu Lys Asp Asp Glu Glu 
85 90 95 100 

gca gat 411 
Ala Asp 

<210> 1131 

<211> 505 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 263 . .505 



o 



<400> 1131 

gcggttgtgt ctgggaagga gagaaaatgg eggeggageg aacaagaccg aaatccagac 60 
tctttttaag aggcttcgeg cagttccaac caacaaggcc tgtttcgact gcggcgccaa 120 
gaatccgagt tgggecagma teaegtaegg tgttttcttg tgcattgact gttccggggt 180 
gcaccgctcc ctgggcgtcc atctgagctt catcaggtcc acagagttgg attccaactg 240 
gaactggttc cagctgaggt gt atg cag gtc ggc ggg aat gee aat gcg acg 2 92 

Met Gin Val Gly Gly Asn Ala Asn Ala Thr 
15 10 
get ttt ttt cgc caa cat gga tgc aca gee aat gat gee aac acc aaa 340 
Ala Phe Phe Arg Gin His Gly Cys Thr Ala Asn Asp Ala Asn Thr Lys 

15 20 25 

tat aat age cga get gee cag atg tac egg gag aag ate egg cag ctg 3 88 

Tyr Asn Ser Arg Ala Ala Gin Met Tyr Arg Glu Lys He Arg Gin Leu 
30 35 40 
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ggg agt gcg gcc ctg get agg cat ggc act gat ctt tgg at a gac aac 436 
Gly Ser Ala Ala Leu Ala Arg His Gly Thr Asp Leu Trp lie Asp Asn 

45 50 55 

atg agt agt gnc gtt cct aat cac tec cca gag aag aag gac tct gat 4 84 

Met Ser Ser Xaa Val Pro Asn His Ser Pro Glu Lys Lys Asp Ser Asp 

60 65 70 

ttc ttc aca gaa cac act caa 505 
Phe Phe Thr Glu His Thr Gin 
75 80 



<210> 1132 

<211> 488 

<212> DNA 

<213> Homo sapiens 



^0 



<220> 
<221> CDS 
<222> 331. .486 



U| <400> 1132 

Sag. ctagaagtga agetgetgaa caaaccttga gaagaatcat ctcctgcttc aatctgctgc 60 
yj tggataggaa ctaatcagag agagagaggc ggaagacgga gaaggaggga gtcgaaggct 12 0 
b ~ ttcccgatca caaatctcac ctccactaca actctcttta tacttttctt gcagaaataa 180 
JZ taatagaaat aaggaggtgg tggggtttcc aaaaatctta accttcaacc atctggggaa 24 0 
% aa 99caaaaa tcccatctac cgcaactctc agttcgagag taaaggtttc ccaacagtga 3 00 
^ s tgtcacaaga ttgaccacat tgatcacaat atg gag tct gga gaa egg tta cca 3 54 

f_ Met Glu Ser Gly Glu Arg Leu Pro 

U 15 

fy tec tea gca gcc tec tct act aca cca act tea tct tec gac ace ttc 402 
fy Ser Ser Ala Ala Ser Ser Thr Thr Pro Thr Ser Ser Ser Asp Thr Phe 
J 10 15 20 

Q tgt ggc ttc agt agt ttc aaa aag tgg cct ttc cca ctg gag ttg ctt 450 
& Cys Gly Phe Ser Ser Phe Lys Lys Trp Pro Phe Pro Leu Glu Leu Leu 
*** 25 30 35 40 

cac tta get eta caa tea acc cat gtg gac att tat tc 488 

His Leu Ala Leu Gin Ser Thr His Val Asp lie Tyr 
45 50 



<210> 1133 

<211> 582 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 386. .580 



<400> 1133 

gccctgtgga gcatccctgc ggtggactct ggccagcctg agtgacgcga tccaaagagc 60 

gctcccgggt aggaaattcc ccgggtggaa cgcctcgcca gagcagcacg tagcaggccc 120 

ccgaggagga ttaacacact ggctgaacac ygggaaggaa ctggcacttg gagtceggae 180 

atctgaaact tgaattgaca agccgacatc agtctccaga gtgaatccaa ggagtggacc 240 



770 



5aJ 



caagacattt gtgttctgtg atgtggtggc atgttacctg tcatctccga tgcataactc 300 
ctaaagtgcg tctggggcag ttgtacagat tgcagaggat aatactcaag atgttctcca 360 
aggccaacta gtcatcagtt tattc atg gat gcc agt gaa att tgg tgc cgt 412 

Met Asp Ala Ser Glu He Trp Cys Arg 

1 5 

gac teg gat egg gga age tec ctt agg aga tea ate ccc tgt cct cct 460 

Asp Ser Asp Arg Gly Ser Ser Leu Arg Arg Ser He Pro Cys Pro Pro 

10 15 20 25 

get ctt tgt ttc gtg agg aag ate cac eta cga cct ctg gtc etc agr 508 

Ala Leu Cys Phe Val Arg Lys He His Leu Arg Pro Leu Val Leu Arg 

30 35 40 

cca ace age cca agg anc ate tea cca att tta aat ccg ttc ctt tec 556 
Pro Thr Ser Pro Arg Xaa He Ser Pro He Leu Asn Pro Phe Leu Ser 

45 50 55 

ttt cct ggt aga gac gaa gga gac gc 582 
Phe Pro Gly Arg Asp Glu Gly Asp 
60 65 





<210> 


1134 




<211> 


330 


fff 


<212> 


DNA 




<213> 


Homo 


Us 


<220> 






<221> 


CDS 




<222> 


89. . 


. ?— 





328 



3 <400> 1134 

fy angttctgen ttgtctmmgc ngcgggtcag gggtgagagc tggaatctct gcacgggcct 60 
fJJ tggaaaacga ctgtcttctt ctgccaaa atg tea gga att gga aat aaa aga 112 
£ Met Ser Gly He Gly Asn Lys Arg 

1 5 

gca get gga gaa cct ggc acc tec atg cct cct gag aag aag gca get 160 
Ala Ala Gly Glu Pro Gly Thr Ser Met Pro Pro Glu Lys Lys Ala Ala 

10 15 20 

gtt gaa gat tea ggg acc aca gtg gaa aca att aag eta gga ggt gtc 208 
Val Glu Asp Ser Gly Thr Thr Val Glu Thr He Lys Leu Gly Gly Val 
25 30 35 40 

tct tea acg gag gaa eta gac att aga aca ctg caa acc aaa aat cgc 256 
Ser Ser Thr Glu Glu Leu Asp He Arg Thr Leu Gin Thr Lys Asn Arg 

45 50 55 

aag ctg gca gaa atg ttg gat cag egg cag gcc att gaa gat gaa ctt 304 
Lys Leu Ala Glu Met Leu Asp Gin Arg Gin Ala He Glu Asp Glu Leu 

60 65 70 

cgt gag cac att gaa aaa ctg gaa eg 330 
Arg Glu His He Glu Lys Leu Glu 
75 80 



<210> 1135 
<211> 480 
<212> DNA 

<213> Homo sapiens 



771 




<220> 
<221> CDS 
<222> 31 . .480 

<400> 1135 

gctgccgggt gaaatcgtag gacagtgaag atg ctg ctg gaa ttg tec gag gag 54 

Met Leu Leu Glu Leu Ser Glu Glu 
1 5 





cat 


aag 


gaa 


cac 


ctg 


gec 


ttc 


ctg 


cct 


caa 


gtk 


gac 


age 


gcg 


gtg 


gtc 


102 




His 


Lys 
10 


Glu 


His 


Leu 


Ala 


Phe 
15 


Leu 


Pro 


Gin 


Val 


Asp 
20 


Ser 


Ala 


Val 


Val 






gec 


gag 


ttt 


ggg 


egg 


att 


get 


gtg 


gaa 


ttc 


ctg 


aga 


cgc 


ggc 


gca 


aac 


150 




Ala 


Glu 


Phe 


Gly 


Arg 


He 


Ala 


Val 


Glu 


Phe 


Leu 


Arg 


Arg 


Gly 


Ala 


Asn 






25 










30 










35 










40 






cca 


aaa 


ate 


tac 


gaa 


ggc 


gec 


gec 


aga 


aaa 


etc 


aat 


gtg 


agt 


agt 


gac 


198 




Pro 


Lys 


He 


Tyr 


Glu 


Gly Ala Ala Arg 


Lys 


Leu 


Asn 


Val 


Ser 


Ser 


Asp 














45 










50 










55 








act 


gtc 


cag 


cat 


ggt 


gtg 


gaa 


gga 


tta 


acg 


tat 


etc 


etc 


act 


gag 


age 


246 




Thr 


Val 


Gin 


His 


Gly 


Val 


Glu 


Gly 


Leu 


Thr 


Tyr 


Leu 


Leu 


Thr 


Glu 


Ser 




y s 








60 










65 










70 










tea 


aag 


etc 


atg 


att 


tct 


gaa 


ctg 


gat 


ttc 


caa 


gac 


tct 


gtt 


ttt 


gtt 


294 


yj 


Ser 


Lys 


Leu 


Met 


He 


Ser 


Glu 


Leu 


Asp 


Phe 


Gin 


Asp 


Ser 


Val 


Phe 


Val 










75 










80 










85 










. 


ctg 


gga 


ttc 


tct 


gaa 


gaa 


tta 


aac 


aaa 


ttg 


ttg 


ctt 


cag 


ctt 


tat 


ctg 


342 


■ y^i 


Leu 


Gly 


Phe 


Ser 


Glu 


Glu 


Leu 


Asn 


Lys 


Leu 


Leu 


Leu 


Gin 


Leu 


Tyr 


Leu 




T~: js 




90 










95 










100 












gac 


aac 


aga 


aaa 


gag 


ate 


aga 


acg 


att 


ctg 


agt 


gaa 


ttg 


gca 


cca 


age 


390 




Asp 


Asn 


Arg 


Lys 


Glu 


He 


Arg 


Thr 


He 


Leu 


Ser 


Glu 


Leu 


Ala 


Pro 


Ser 




ii y 


105 










110 










115 










120 




n 


ctt 


ccc 


agt 


tat 


cat 


aac 


ctt 


gaa 


tgg 


cga 


eta 


gat 


gta 


cag 


aac 


aac 


438 




Leu 


Pro 


Ser 


Tyr 


His 


Asn 


Leu 


Glu 


Trp 


Arg 


Leu 


Asp 


Val 


Gin 


Asn 


Asn 




: =33? 










125 










130 










135 








aaa 


aaa 


gtg 


atg 


gaa 


ctg 


gat 


get 


etc 


cca 


gtc 


tta 


cat 


ttc 






480 


Lys 


Lys 


Val 


Met 
140 


Glu 


Leu 


Asp 


Ala 


Leu 
145 


Pro 


Val 


Leu 


His 


Phe 
150 









<210> 1136 

<211> 273 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 98 . .271 

<400> 1136 

gctgcggtga ytyttttcac gtgtcgccag ggccggactg cgagtctctt tgeggegcta 60 
cactagagca gagtacgagt ctgaggcgga gggagta atg gca gga caa gcg ttt 115 

Met Ala Gly Gin Ala Phe 
1 5 

aga aag ttt ctt cca etc ttt gac cga gta ttg gtt gaa agg agt get 163 
Arg Lys Phe Leu Pro Leu Phe Asp Arg Val Leu Val Glu Arg Ser Ala 



772 



10 15 20 

get gaa act gta acc aaa gga ggc att atg ctt cca gaa aat ggt gac 211 
Ala Glu Thr Val Thr Lys Gly Gly He Met Leu Pro Glu Asn Gly Asp 

25 30 35 

act cca tgg myg aga gag att cag ate tct cct tec ccc aag cca cac 259 
Thr Pro Trp Xaa Arg Glu He Gin He Ser Pro Ser Pro Lys Pro His 

40 45 50 

gec tec ctg cct cc 273 
Ala Ser Leu Pro 
55 

<210> 1137 

<211> 512 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
Q <222> 113. .511 

<400> 1137 

: s| aktkacaggy agggegggek gggeggcega cgacgttcgt catttagtgc gggagggatc 60 

~ ctgaaccgcg cggccgaacc ctccggtgtc ccgacccagg ctaagcttga gc atg get 118 
/jf Met Ala 

%j ! 

*Q gag cag gag ccc aca gee gag cag ctg gec cag att gca gcg gag aac 166 
s Glu Gin Glu Pro Thr Ala Glu Gin Leu Ala Gin He Ala Ala Glu Asn 

P 5 10 15 

PJ gag gag gat gag cac teg gtc aac tac aag ccc ccg gec cag aag age 214 
Hj Glu Glu As P Glu His Ser v ^l Asn Tyr Lys Pro Pro Ala Gin Lys Ser 
^ 20 25 30 

atc ca 9 gag ate cag gag ctg gac aag gac gac gag age ctg cga aag 262 
J*f He Gin Glu He Gin Glu Leu Asp Lys Asp Asp Glu Ser Leu Arg Lys 
M 35 40 45 50 

tac aag gag gee ctg ctg ggc cgc gtg gee gtt tec gca gac ccc aac 310 
Tyr Lys Glu Ala Leu Leu Gly Arg Val Ala Val Ser Ala Asp Pro Asn 

55 60 65 

gtc ccc aac gtc gtg gtg act ggc ctg acc ctg gtg tgc age teg gee 358 
Val Pro Asn Val Val Val Thr Gly Leu Thr Leu Val Cys Ser Ser Ala 

70 75 80 

ccg ggc ccc ctg gag ctg gac ctg acg ggc gac ctg gag age ttc aag 4 06 

Pro Gly Pro Leu Glu Leu Asp Leu Thr Gly Asp Leu Glu Ser Phe Lys 

85 90 95 

aag cag teg ttt gtg ctg aag gag ggt gtg gag tac egg ata aaa atc 454 
Lys Gin Ser Phe Val Leu Lys Glu Gly Val Glu Tyr Arg He Lys He 

100 105 110 

tct ttc egg gtt aac cga gag ata gtg tec ggc atg aag tac atc cag 502 
Ser Phe Arg Val Asn Arg Glu He Val Ser Gly Met Lys Tyr He Gin 
115 120 125 130 

cat acg tnc a 512 
His Thr Xaa 

<210> 1138 



773 



<211> 377 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 17 . .376 



<400> 1138 

agaggcggag aacaat atg gcg gat ggc gag gag ccg gag aag aaa aga agg 52 
Met Ala Asp Gly Glu Glu Pro Glu Lys Lys Arg Arg 
15 10 

aga ata gag gag ctg ctg get gag aaa atg get gtt gat ggt ggg tgt 100 

Arg He Glu Glu Leu Leu Ala Glu Lys Met Ala Val Asp Gly Gly Cys 

15 20 25 

ggg gac act gga gac tgg gaa ggt cgc tgg aac cat gta aag aag ttc 14 8 

Gly Asp Thr Gly Asp Trp Glu Gly Arg Trp Asn His Val Lys Lys Phe 
O 30 35 40 

%S ctc 9 a 9 cga tct gga ccc ttc aca cac cct gat ttc gaa ccg age act 196 

ffj Leu Glu Arg Ser Gly Pro Phe Thr His Pro Asp Phe Glu Pro Ser Thr 
U 45 50 55 60 

y gaa tct ctc cag ttc ttg tta gat aca tgt aaa gtt eta gtc att gga 244 

Glu Ser Leu Gin Phe Leu Leu Asp Thr Cys Lys Val Leu Val He Gly 

"ft 65 70 75 

/*( get ggc ggc tta gga tgt gag ctc ctg aaa aat ctg gec ttg tct ggt 2 92 

^ Ala Gly Gly Leu Gly Cys Glu Leu Leu Lys Asn Leu Ala Leu Ser Gly 

^ 80 85 90 

iy ttt aga cag att cat gtt ata gat atg gac act ata gat gtt tec aat 340 

fj Phe Arg Gin He His Val He Asp Met Asp Thr He Asp Val Ser Asn 

fy 95 100 105 

J eta aat agg cag ttt tta ttt agg cct aaa gat att g 377 

JS{ Leu Asn Arg Gin Phe Leu Phe Arg Pro Lys Asp He 

S HO 115 120 

s z 

<210> 1139 

<211> 732 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 98 . . 730 



<400> 1139 

gggcaggacc cgccccttgg tcccgcagag ccttggtact tggacctgaa ccttgctccg 60 
agagggagtc ctcgcggacg teagecaaga ttccaga atg act act ate ttg act 115 

Met Thr Thr He Leu Thr 
1 5 

tac ccc ttt aaa aat ctt ccc act gca tea aaa tgg gee ctc aga ttt 163 
Tyr Pro Phe Lys Asn Leu Pro Thr Ala Ser Lys Trp Ala Leu Arg Phe 

10 15 20 

tec ata aga cct ctg age tgt tec tec cag eta cga get gec cca get 211 



774 





Ser 


lie 


Arg 


Pro 


Leu 


Ser 


Cys 


Ser 


Ser 








25 










30 






gtc 


cag 


acc 


aaa 


acg 


aag 


aag 


acg 


tta 




Val 


Gin 


Thr 


Lys 


Thr 


Lys 


Lys 


Thr 


Leu 






40 










45 








gtt 


gtg 


gtg 


gtg 


gat 


ggt 


gtt 


cgc 


act 




Val 


Val 


Val 


Val 


Asp Gly 


Val 


Arg 


Thr 




55 










60 










tea 


tat 


aaa 


gac 


ctg 


atg 


cca 


cat 


gat 




Ser 


Tyr 


Lys 


Asp 


Leu 
75 


Met 


Pro 


His 


Asp 




ggt 


ttg 


ttg 


cat 


mgg 


acc 


agt 


gtc 


cct 




Gly 


Leu 


Leu 


His 


Arg 


Thr 


Ser 


Val 


Pro 










90 










95 




ate 


ttt 


ggt 


aca 


gtt 


att 


cag 


gaa 


gtg 




lie 


Phe 


Gly Thr Val 


He 


Gin 


Glu 


Val 








105 










110 






gag 


get 


gee 


ctt 


gga 


get 


ggc 


ttc 


tct 




Glu 


Ala 


Ala 


Leu 


Gly Ala 


Gly Phe 


Ser 


:f% 

sap 

m 




120 










125 






gtc 


acc 


atg 


get 


tgt 


ate 


tct 


gec 


aac 




Val 


Thr 


Met 


Ala 


Cys 


He 


Ser 


Ala 


Asn 




135 










140 








hi 


ggc 


ttg 


att 


get 


tct 


ggc 


cag 


tgt 


gat 




Gly 


Leu 


He 


Ala 


Ser 


Gly 


Gin 


Cys 


Asp 












155 












gag 


ttg 


atg 


tec 


gat 


gtc 


cct 


att 


cgt 




Glu 


Leu 


Met 


Ser 


Asp 


Val 


Pro 


He 


Arg 










170 










175 




ctg 


atg 


ctt 


gat 


etc 


aat 


aag 


gec 


aaa 


ry 


Leu 


Met 


Leu Asp 


Leu 


Asn 


Lys 


Ala 


Lys 








185 










190 






tta 


ate 


tct 


aaa 


ttc 


cga 


ttt 


aag 


tgc 




Leu 


He 


Ser 


Lys 


Phe 


Arg 


Phe 


Lys 


Cys 






200 










205 







Gin Leu Arg Ala Ala Pro Ala 
35 

gec aaa ccc aat ata agg aat 259 
Ala Lys Pro Asn He Arg Asn 
50 

cca ttt ttg ctg tct ggc act 307 
Pro Phe Leu Leu Ser Gly Thr 

65 70 
ttg get aga gca gcg ctt acg 355 
Leu Ala Arg Ala Ala Leu Thr 
80 85 
aag gaa gta gtt gat tat rtc 403 
Lys Glu Val Val Asp Tyr Xaa 
100 

aaa aca age aat gtg get aga 451 
Lys Thr Ser Asn Val Ala Arg 
115 

gac aag act cct get cac act 499 
Asp Lys Thr Pro Ala His Thr 
130 

caa gec atg asc aca ggt gtt 547 
Gin Ala Met Xaa Thr Gly Val 
145 150 
gtg ate gtg gca ggt ggt gtt 595 
Val He Val Ala Gly Gly Val 
160 165 
cac tea agg aaa atg aga aaa 643 
His Ser Arg Lys Met Arg Lys 
180 

tct atg ggc cag cga ctg tct 691 
Ser Met Gly Gin Arg Leu Ser 
195 

eta gca cct gag ct 732 
Leu Ala Pro Glu 
210 



<210> 1140 

<211> 332 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 166. .330 



<400> 1140 

gggcaggacc cgccccttgg tcccgcagag ccttggtact tggacctgaa ccttgctccg 60 
agagggagtc ctcgcggacg teagecaaga ttccagaatg actactatct tgacttaccc 120 
cctatagttg gggtgagtgg ggacccacag gctcaggagg ctgag atg ggc cag ggg 177 

Met Gly Gin Gly 

1 

cac att cca ttt ccg aga gec ccc ata ggc tgc cca ccc tgc cct ggg 225 
His He Pro Phe Pro Arg Ala Pro He Gly Cys Pro Pro Cys Pro Gly 



775 



5 10 15 20 

gtc tgg ggc cca ggg tct ggt gcg gag agg gcc cac agt gga ctt ggt 273 

Val Trp Gly Pro Gly Ser Gly Ala Glu Arg Ala His Ser Gly Leu Gly 

25 30 35 

gac get gta tgc cct cac cgc tea gcc cct ggg get ggc ttg gca gac 321 
Asp Ala Val Cys Pro His Arg Ser Ala Pro Gly Ala Gly Leu Ala Asp 

40 45 50 

agt aca gca tc 332 
Ser Thr Ala 
55 



<210> 1141 

<211> 316 

<212> DNA 

<213> Homo sapiens 



ly 



<220> 
<221> CDS 
<222> 14 . .316 



<400> 1141 

tttgtgggat tgg atg agt etc aag atg gac aac egg gat gtt gca gga 4 9 

Met Ser Leu Lys Met Asp Asn Arg Asp Val Ala Gly 
15 10 
aag get aac egg tgg ttt ggg gtt get ccc cct aaa tct gga aaa atg 97 
Lys Ala Asn Arg Trp Phe Gly Val Ala Pro Pro Lys Ser Gly Lys Met 
= 15 20 25 

p aac atg aac ate ctt cac cag gaa gag etc ate get cag aag aaa egg 145 
p Asn Met Asn He Leu His Gin Glu Glu Leu He Ala Gin Lys Lys Arg 
30 35 40 

gaa att gaa gcc aaa atg gaa cag aaa gcc aag cag aat cag gtg gcc 193 
Glu He Glu Ala Lys Met Glu Gin Lys Ala Lys Gin Asn Gin Val Ala 
45 50 55 60 

age cct cag ccc cca cat cct ggc gaa ate aca aat gca cac aac tct 241 
Ser Pro Gin Pro Pro His Pro Gly Glu He Thr Asn Ala His Asn Ser 

65 70 75 

ncc tgc att tec aac aag ttt gcc aac gat ggt age ttc ttg cag cag 289 
Xaa Cys He Ser Asn Lys Phe Ala Asn Asp Gly Ser Phe Leu Gin Gin 

80 85 90 

ttt ctg aag ttg cag aag gca mag ace 316 
Phe Leu Lys Leu Gin Lys Ala Xaa Thr 
95 100 



<210> 1142 

<211> 558 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 283 . .558 



776 



<400> 1142 

agggcgtggc ttctcgtagc cattaggaaa gagcaaccct ttcacctcag ttttcttcac 60 
tccggcattt gcagcagagc gaaaggtggt cgagtcctga aggagggcct gatgtcttca 12 0 
tcattctcaa attcttagga cggtcgggcc ctggaaggaa cgctctcgga attggccgcg 180 
gaaaccgatc tgcccgttgt gtttgtgaaa cagagaaaga taggcggcca tggtccaacc 240 
ttgaaggctt atcaggaggg cagacttcaa aagctactaa aa atg aac ggc cct 2 94 

Met Asn Gly Pro 
1 

gaa gat ctt ccc aag tec tat gac tat gac ctt ate ate att gga ggt 342 
Glu Asp Leu Pro Lys Ser Tyr Asp Tyr Asp Leu He He He Gly Gly 
5 10 15 20 

ggc tea gga ggt ctg gca get get aag gag gca gee caa tat ggc aag 
Gly Ser Gly Gly Leu Ala Ala Ala Lys Glu Ala Ala Gin Tyr Gly Lys 

25 30 35 

aag gtg atg gtc ctg gac ttt gtc act ccc acc cct ctt gga act aga 
Lys Val Met Val Leu Asp Phe Val Thr Pro Thr Pro Leu Gly Thr Arg 

40 45 50 

tgg ggt etc gga gga aca tgt gtg aat gtg ggt tgc ata cct aaa aaa 
Trp Gly Leu Gly Gly Thr Cys Val Asn Val Gly Cys He Pro Lys Lys 

55 60 65 

ct g a tg cat caa gca get ttg tta gga caa gee ctg caa gac tct cga 534 
Leu Met His Gin Ala Ala Leu Leu Gly Gin Ala Leu Gin Asp Ser Arg 

70 75 80 

aat tat gga tgg aaa gtc gag gag 558 
Asn Tyr Gly Trp Lys Val Glu Glu 
85 90 



-4* 



ru 



<210> 1143 

<211> 529 

<212> DNA 

<213> Homo sapiens 



390 



438 



486 



<220> 
<221> CDS 
O <222> 254 . .529 



<400> 1143 

agctccatgt tcctaagcct gcctcactgg tttcggaggg ctggagagca gctcagctcg 60 
ctagctgcgc gcttcccggc acaggcagtg ccactgcgca ggttgatcag cgaaacagca 12 0 
tccattttaa tetgegggga gcccctgcct taccagggcg ttctctccgc ccgccggtgg 180 
atgctccgcg cctgccctcc gcagcctcgc tcagcagtcc tgcgttgggg tctgcgccct 240 
aggatgeact gag atg gta cat cag gat aac tgc teg tat cag gca cag 289 

Met Val His Gin Asp Asn Cys Ser Tyr Gin Ala Gin 

15 10 
aaa aat gag aga gag tct ate aga cag aag ttg gca ctt gga age ttc 337 
Lys Asn Glu Arg Glu Ser He Arg Gin Lys Leu Ala Leu Gly Ser Phe 

15 20 25 

ttt gat gat ggc cca gga att tat acc age tgt age aaa agt ggg aag 3 85 

Phe Asp Asp Gly Pro Gly He Tyr Thr Ser Cys Ser Lys Ser Gly Lys 

30 35 40 

cca age ctt tec tec cga ctg cag agt ggg atg aac ttg cag ata tgc 433 
Pro Ser Leu Ser Ser Arg Leu Gin Ser Gly Met Asn Leu Gin He Cys 
45 50 55 60 



777 



ttt gtc aac gac agt ggc agt gat aag gac agt gat get gat gac agt 481 
Phe Val Asn Asp Ser Gly Ser Asp Lys Asp Ser Asp Ala Asp Asp Ser 

65 70 75 

aag act gaa acc age ttg gac acc ccc ttg tct ccc atg age aaa cag 529 
Lys Thr Glu Thr Ser Leu Asp Thr Pro Leu Ser Pro Met Ser Lys Gin 
80 85 90 

<210> 1144 
<211> 442 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 141. .440 



<400> 1144 

g gtgcgtgcgt gggcgcgcgt gcsccgccgc cgcctgtggg ttggctagtt attttgeaag 60 
% egggagggge cgtgcgcgct cctgcctcag gcctctgtcc cccaccccct ttccccggtc 12 0 
"- 1 ccaggctctc etteggaaag atg teg gac acg gca gta get gat acc egg cgc 173 

Met Ser Asp Thr Ala Val Ala Asp Thr Arg Arg 
15 10 
ctt aac teg aag ccg cag gac ctg acc gac get tac ggg ccg cca agt 221 
Leu Asn Ser Lys Pro Gin Asp Leu Thr Asp Ala Tyr Gly Pro Pro Ser 

15 20 25 

aac ttc ctg gag ate gac ate ttt aat cct cag acg gtg ggc gtg gga 269 
Asn Phe Leu Glu He Asp He Phe Asn Pro Gin Thr Val Gly Val Gly 

30 35 40 

cgc gcg cgc ttc acc acc tat gag gtt cgc atg egg aca aac eta cct 317 
Arg Ala Arg Phe Thr Thr Tyr Glu Val Arg Met Arg Thr Asn Leu Pro 
§ ^ 45 50 55 

■J ate ttc aag eta aag gag tec tgc gta egg egg cgc tac agt gac ttt 365 
U He Phe Lys Leu Lys Glu Ser Cys Val Arg Arg Arg Tyr Ser Asp Phe 
Q 60 65 70 75 

gag tgg ctg aaa aat gag ctg gag aga gat age aag att gta gta cca 413 
Glu Trp Leu Lys Asn Glu Leu Glu Arg Asp Ser Lys He Val Val Pro 

80 85 90 

cca ctg cct ggg aaa gee ttg aag egg ct 442 
Pro Leu Pro Gly Lys Ala Leu Lys Arg 
95 100 

<210> 1145 

<211> 452 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 136. .450 



<400> 1145 

agtgctgggg agcagggagg tgggagggga gggtgcccct acaaatcccg ggggctagag 60 



778 



caggccaggt catctttggg tggtggagtg caaaggaggc gacctgcaac agaggagtcc 12 0 
cggtcaccag caacc atg acg gac cag cag get gag gec agg tec tac etc 171 
Met Thr Asp Gin Gin Ala Glu Ala Arg Ser Tyr Leu 
15 10 
age gaa gag atg ate get gag ttc aag get gee ttt gac atg ttt gat 219 
Ser Glu Glu Met He Ala Glu Phe Lys Ala Ala Phe Asp Met Phe Asp 

15 20 25 

get gat ggt ggt ggg gac ate age gtc aag gag ttg ggc acg gtg atg 267 
Ala Asp Gly Gly Gly Asp He Ser Val Lys Glu Leu Gly Thr Val Met 

30 35 40 

agg atg ctg ggc cag aca ccc ace aag gag gag ctg gac gee ate ate 315 
Arg Met Leu Gly Gin Thr Pro Thr Lys Glu Glu Leu Asp Ala He He 
45 50 55 60 

gag gag gtg gat gag gac ggc age ggc ace ate gac ttc gag gag ttc 363 
Glu Glu Val Asp Glu Asp Gly Ser Gly Thr He Asp Phe Glu Glu Phe 

65 70 75 

ttg gtc atg atg gtg cgc cag atg aaa gag gac gcg waa ggg aag age 411 
Leu Val Met Met Val Arg Gin Met Lys Glu Asp Ala Xaa Gly Lys Ser 

80 85 90 

gan gag gag ckg gga gtg caa gag aaa aac agg gag ggc ca 452 
Xaa Glu Glu Xaa Gly Val Gin Glu Lys Asn Arg Glu Gly 
?! 95 100 105 

yJ <210> 1146 

' : *J3 <211> 347 

*Jp <212> DNA 

di <213> Homo sapiens 

•m <220> 

jfy <221> CDS 

^ <222> 77. .346 



<400> 1146 

gtcttgggcg teggtegteg gtggggtcgg agetgggege ggasccctca cagtgeagae 60 
gcccagcggc agcagg atg agt gcg gag gca age gee egg cct ctg egg gtg 112 
Met Ser Ala Glu Ala Ser Ala Arg Pro Leu Arg Val 
15 10 
ggc tec cgt gta gag gtg att gga aaa ggc cac cga ggc act gtg gee 160 
Gly Ser Arg Val Glu Val He Gly Lys Gly His Arg Gly Thr Val Ala 

15 20 25 

tat gtt gga gee aca ctg ttt gee act ggc aaa tgg gta ggc gtg att 208 
Tyr Val Gly Ala Thr Leu Phe Ala Thr Gly Lys Trp Val Gly Val He 

30 35 40 

ctg gat gaa gca aag ggc aaa aat gat gga act gtt caa ggc agg aag 256 
Leu Asp Glu Ala Lys Gly Lys Asn Asp Gly Thr Val Gin Gly Arg Lys 
45 50 55 60 

tac ttc act tgt gat gaa ggg cat ggc ate ttt gtg cgc cag tec cag 3 04 

Tyr Phe Thr Cys Asp Glu Gly His Gly He Phe Val Arg Gin Ser Gin 

65 70 75 

ate cag gta ttt gaa gat gga gca gat act act ccc cag aga c 347 
He Gin Val Phe Glu Asp Gly Ala Asp Thr Thr Pro Gin Arg 
80 85 90 



779 




<210> 1147 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 86 . .433 



<400> 1147 

tttttttttt ttccggtagg tcgccagctg aggcggtttg taagttttgg gtcgcagtat 60 
gctagaattt tgaggctccc ttctg atg aaa att gag ctg tec atg cag cca 112 

Met Lys lie Glu Leu Ser Met Gin Pro 
1 5 

tgg aac ccg ggt tac age agt gag ggg gec acg get caa gaa act tac 160 
Trp Asn Pro Gly Tyr Ser Ser Glu Gly Ala Thr Ala Gin Glu Thr Tyr 
10 15 20 25 

^ aca tgt cca aaa atg att gag atg gag cag gcg gag gee cag ctt get 2 08 

%8 Thr CyS Pro Lys Met Ile Glu Met Glu Gln Ala Glu Ala Gln Leu Ala 

30 35 40 

gag tta gac ctg eta gec agt atg ttc cct ggt gag aat gag etc ata 256 
Glu Leu Asp Leu Leu Ala Ser Met Phe Pro Gly Glu Asn Glu Leu Ile 

45 50 55 

gtg aat gac cag ctg get gta gca gaa ctg aaa gat tgt att gaa aag 3 04 

Val Asn Asp Gln Leu Ala Val Ala Glu Leu Lys Asp Cys Ile Glu Lys 

60 65 70 

awk aca atg gag ggg cga tct tea aaa gtc tac ttt act ate aat atg 3 52 

Xaa Thr Met Glu Gly Arg Ser Ser Lys Val Tyr Phe Thr Ile Asn Met 
fy 75 80 85 

aac ctg gat gta tct gac gaa aaa atg act cag aaa att aaa ctg gaa 400 
Asn Leu Asp Val Ser Asp Glu Lys Met Thr Gln Lys Ile Lys Leu Glu 
90 95 100 105 

gag aat ttt aat teg cca teg aga aga cat tec tt 435 
Glu Asn Phe Asn Ser Pro Ser Arg Arg His Ser 
110 115 

<210> 1148 
<211> 341 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. .339 



<400> 1148 

gcagtgcgcg gettttgetc ggacctggag taatgagagt ggacgtttga ttccaacagg 60 

atg gec cat ttc tec age gag gac cag gcg atg ctg cag gcg atg ctg 108 

Met Ala His Phe Ser Ser Glu Asp Gln Ala Met Leu Gln Ala Met Leu 

1 5 10 15 

agg egg ttg ttc cag age gtg aag gag aaa ate acg ggt gee cct tec 156 

Arg Arg Leu Phe Gln Ser Val Lys Glu Lys Ile Thr Gly Ala Pro Ser 



780 



20 

ctg gag tgt gcc gaa gag 
Leu Glu Cys Ala Glu Glu 
35 

aat ttt cac aac tat gaa 
Asn Phe His Asn Tyr Glu 
50 

aac act ttg ggt tct atg 
Asn Thr Leu Gly Ser Met 
65 70 
gat egg aat cag ggt gaa 
Asp Arg Asn Gin Gly Glu 
85 



25 

att ctt tta cat ctg gag 
lie Leu Leu His Leu Glu 
40 

ttt gtg aaa tac etc agg 
Phe Val Lys Tyr Leu Arg 
55 60 
att gan gaa gaa atg gaa 
lie Xaa Glu Glu Met Glu 
75 

gaa tgc ggc tat gat aca 
Glu Cys Gly Tyr Asp Thr 
90 



30 

gaa act gat gaa 2 04 

Glu Thr Asp Glu 

45 

cag cat ata ggc 252 
Gin His He Gly 

aaa tgc aca tct 300 
Lys Cys Thr Ser 
80 

gtt gt 341 
Val 



S3 r 



<210> 1149 

<211> 479 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. .477 



<400> 1149 

tnettttget gattttgect cacagaattg agagtttgtt cttacacaca agtttaatgc 60 
caccttcctc tgtctgee atg gac caa caa gca ata tat get gag tta aac ill 

Met Asp Gin Gin Ala He Tyr Ala Glu Leu Asn 
15 10 
tta ccc aca gac tea ggc cca gaa agt tct tea cct tea tct ctt cct 159 
Leu Pro Thr Asp Ser Gly Pro Glu Ser Ser Ser Pro Ser Ser Leu Pro 

15 20 25 

egg gat gtc tgt cag ggt tea cct tgg cat caa ttt gcc ctg aaa ctt 207 
Arg Asp Val Cys Gin Gly Ser Pro Trp His Gin Phe Ala Leu Lys Leu 

30 35 40 

akc tgt get ggg att att etc ctt gtc ttg gtt gtt act ggg ttg agt 255 
Xaa Cys Ala Gly He He Leu Leu Val Leu Val Val Thr Gly Leu Ser 

45 50 55 

gtt tea gtg aca tec tta ata cag aaa tea tea ata gaa aaa tgc agt 303 
Val Ser Val Thr Ser Leu He Gin Lys Ser Ser He Glu Lys Cys Ser 
60 65 70 75 

gtg gac att caa cag age agg aat aaa aca aca gag aga ccg ggt etc 351 
Val Asp He Gin Gin Ser Arg Asn Lys Thr Thr Glu Arg Pro Gly Leu 

80 85 90 

tta aac tgc cca ata tat tgg cag caa etc cga gag aaa tgc ttg tta 399 
Leu Asn Cys Pro He Tyr Trp Gin Gin Leu Arg Glu Lys Cys Leu Leu 

95 100 105 

ttt tct cac act gtc aac cct tgg aat aac agt eta get gat tgt tec 447 
Phe Ser His Thr Val Asn Pro Trp Asn Asn Ser Leu Ala Asp Cys Ser 

HO 115 120 

ace aaa gaa tec age ctg ctg ctt att cga ga 479 
Thr Lys Glu Ser Ser Leu Leu Leu He Arg 
125 130 



781 



<210> 1150 
<211> 560 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 200 . . 559 



<400> 1150 

ctctttgcgg ggcgcaccgg caggctccca gccccgcttc gtcgcagcgg cttgggccct 60 
ccggccctcc gtagccgctc gactgtcgcg ctgcaccagc ttcctcctcg gcgttcccca 120 
cgcctatttg ggcggattct tggcgccgga ggaagaggca gggtcaccct ctctccacgt 180 
cagagacctg actgtggag atg gcg get cag aag ata aac gag ggg ctg gaa 232 

Met Ala Ala Gin Lys lie Asn Glu Gly Leu Glu 
15 10 
cac etc gec aaa gca gag aaa tac ctg aaa act ggt ttt tta aaa tgg 280 
His Leu Ala Lys Ala Glu Lys Tyr Leu Lys Thr Gly Phe Leu Lys Trp 
15 20 25 

^ aag cca gat tat gac agt gec get tct gaa tat gga aaa gca get gtt 328 
1 ; Lys Pro Asp Tyr Asp Ser Ala Ala Ser Glu Tyr Gly Lys Ala Ala Val 
V 30 35 40 

get ttt aaa aat gec aaa cag ttt gag caa gca aaa gat gec tgc ctg 376 
Ala Phe Lys Asn Ala Lys Gin Phe Glu Gin Ala Lys Asp Ala Cys Leu 
%0 4 5 50 55 

a 99 gaa get gtt gee cat gaa aat aat agg get ctt ttt cat get gee 424 
s Arg Glu Ala Val Ala His Glu Asn Asn Arg Ala Leu Phe His Ala Ala 

f3 60 65 70 75 

aaa get tat gag caa get gga atg atg ttg aag gag atg cag aaa eta 472 
IT! Lys Ala Tyr Glu Gin Ala Gly Met Met Leu Lys Glu Met Gin Lys Leu 
8 P 80 85 90 

j cca gag gec gtt cag eta att gag aag gee age atg atg tat eta gaa 520 

y Pro Glu Ala Val Gln Leu Ile Glu L y s Ala Ser Met Met T Y r Leu Glu 
Q 95 100 105 

aac ggc ace cca gac aca gca gec atg get ttg gag cga g 560 

Asn Gly Thr Pro Asp Thr Ala Ala Met Ala Leu Glu Arg 
HO 115 120 

<210> 1151 
<211> 550 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 132. .548 



<400> 1151 

acacagtget ccgggtgtct geaggctgea ggccgagccc agtggcgcag gcactgagct 60 
gtacttattt gctgtgctat ttgacctctt ggtttcagag agctccctgg accatctaat 120 
ggctatggga g atg ata aaa get teg atg atg aag aat cag tgg atg gaa 170 
Met Ile Lys Ala Ser Met Met Lys Asn Gin Trp Met Glu 



782 



15 10 
ata ggc cat cat cag ctg cat cag cct tea agg ttc ctg cac eta aaa 218 
He Gly His His Gin Leu His Gin Pro Ser Arg Phe Leu His Leu Lys 

15 20 25 

cat ccg gaa ate ctg cca aca gtg caa gga age ctg gtt cag cag gtg 266 
His Pro Glu He Leu Pro Thr Val Gin Gly Ser Leu Val Gin Gin Val 
30 35 40 45 

gee eta agg ttg gag cgt get tct aag gaa gga ggt get gga gca gtt 314 
Ala Leu Arg Leu Glu Arg Ala Ser Lys Glu Gly Gly Ala Gly Ala Val 

50 55 60 

gat gaa gat gat ttt ata aaa get ttt aca gat gtc cct tct att cag 362 
Asp Glu Asp Asp Phe He Lys Ala Phe Thr Asp Val Pro Ser He Gin 

65 70 75 

att tat tct agt cga gaa etc gaa gaa aca tta aat aaa ate agg gaa 410 
He Tyr Ser Ser Arg Glu Leu Glu Glu Thr Leu Asn Lys He Arg Glu 

80 85 90 

att ttg tea gat gat aaa cat gac tgg gat cag cgt gee aat gca ctg 458 
He Leu Ser Asp Asp Lys His Asp Trp Asp Gin Arg Ala Asn Ala Leu 

95 100 105 

aag aaa att cga tea ctg ctt gtt get gga get gca cag tat gat tgc 506 
Lys Lys He Arg Ser Leu Leu Val Ala Gly Ala Ala Gin Tyr Asp Cys 
HO 115 120 125 

caa cat tta cga ttg ttg gat gga gca ctt aaa ctt tc 550 
:is Leu Arg Leu Leu Asp Gly Ala Leu Lys Leu 
130 135 



ttt ttt 









*0 


<210> 


1152 




<211> 


393 




<212> 


DNA 


ru 


<213> 


Homo 


t %£ 


<220> 






<221> 


CDS 




<222> 


112 . 



a 



<400> 1152 

agcgacccgc ggtgctaagg aacacagtgc tttcaaaaga attggegtec gctgttcgcc 60 
tctcctcccg ggagtcttct gcctactccc agaagaggag ggaagcacag t atg aag 117 

Met Lys 
1 

act ttg gag act caa ccg tta get ccg gac tgc tgt cct tea gac cag 165 
Thr Leu Glu Thr Gin Pro Leu Ala Pro Asp Cys Cys Pro Ser Asp Gin 

5 10 15 

gac cca get cca gee cat cct tct ccc cac get tec ccg atg aat aaa 213 
Asp Pro Ala Pro Ala His Pro Ser Pro His Ala Ser Pro Met Asn Lys 

20 25 30 

aat gcg gac tct gaa ctg atg cca ccg cct ccc gaa agg ggg gat ccg 261 
Asn Ala Asp Ser Glu Leu Met Pro Pro Pro Pro Glu Arg Gly Asp Pro 
35 40 45 50 

ccc egg ttg tec cca gat cct gtg get ggc tea get gtg tec cag gag 309 
Pro Arg Leu Ser Pro Asp Pro Val Ala Gly Ser Ala Val Ser Gin Glu 

55 60 65 

eta egg gag ggg gac cca gtt tct etc tec act ccc ctg gaa aca gag 357 



783 



Leu Arg Glu Gly Asp Pro Val Ser Leu Ser Thr Pro Leu Glu Thr Glu 

70 75 80 

ttt ggt tec cct agt gag ttg agt cct cga ate aag 393 
Phe Gly Ser Pro Ser Glu Leu Ser Pro Arg lie Lys 
85 90 

<210> 1153 

<211> 656 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 200. .655 



<400> 1153 

aattttcegg tetctatget ttctcatccg gccggcttgc tttcccctgc ggtcgtccag 60 
actattgggc gctaggagac gaactattgg tacggggcta gagaggaagg ctttgggatt 12 0 
geeggggage agegagegae cgacttccgt ttccagttac caaggcacga ggatccggtg 180 
ttccaaccca gggggaaaa atg egg cct ttg act gaa gag gag ace cgt gtc 232 

Met Arg Pro Leu Thr Glu Glu Glu Thr Arg Val 
15 10 
atg ttt gag aag ata gcg aaa tac att ggg gag aat ctt caa ctg ctg 280 
Met Phe Glu Lys He Ala Lys Tyr He Gly Glu Asn Leu Gin Leu Leu 

15 20 25 

gtg gac egg ccc gat ggc ace tac tgt ttc cgt ctg cac aac gac egg 328 
Val Asp Arg Pro Asp Gly Thr Tyr Cys Phe Arg Leu His Asn Asp Arg 

30 35 40 

gtg tac tat gtg agt gag aag att atg aag ctg gec gee aat att tec 376 
Val Tyr Tyr Val Ser Glu Lys He Met Lys Leu Ala Ala Asn He Ser 

45 50 55 

ggg gac aag ctg gtg teg ctg ggg ace tgc ttt gga aaa ttc act aaa 424 
Gly Asp Lys Leu Val Ser Leu Gly Thr Cys Phe Gly Lys Phe Thr Lys 
60 65 70 75 

acc cac aag ttt mrg ttg cac gtc aca get ctg gat tac ctt gca cct 472 
Thr His Lys Phe Xaa Leu His Val Thr Ala Leu Asp Tyr Leu Ala Pro 

80 85 90 

tat gee aag tat aaa gtt tgg ata aag cct ggt gca gag cag tec ttc 520 
Tyr Ala Lys Tyr Lys Val Trp He Lys Pro Gly Ala Glu Gin Ser Phe 

95 100 105 

ctg tat ggg aac cat gtg ttg aaa tct ggt ctg ggt cga ate act gaa 568 
Leu Tyr Gly Asn His Val Leu Lys Ser Gly Leu Gly Arg He Thr Glu 

HO 115 120 

aat act tct cag tac cag ggc gtg gtg gtg tac tec atg gca gac ate 616 
Asn Thr Ser Gin Tyr Gin Gly Val Val Val Tyr Ser Met Ala Asp He 

125 130 135 

cct ttg ggt ttt ggg gtg gca gee aaa tct aca caa gac t 656 
Pro Leu Gly Phe Gly Val Ala Ala Lys Ser Thr Gin Asp 
140 145 150 

<210> 1154 
<211> 472 
<212> DNA 



784 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 262 . .471 



<400> 1154 

aaaaagcagc aattaaagtc agcccagcac caactccgac gccaagcgtt acactggaaa 60 
ctacttttta aagcaacaaa agagtcwaaa acaaaataca acatttctta aatacactgt 120 
ttccagaaag agctatttta acagaagcaa ctcaaagata tcccttcgac agaagtggaa 180 
gtgctgaaaa atgctcatct ctcacacaga cttttgatgg acaggagttt ctaagtatca 240 
tgcctaccaa caagctgtaa a atg ate acc ctg aac aat caa gat caa cct 291 

Met He Thr Leu Asn Asn Gin Asp Gin Pro 
15 10 
gtc cct ntt aac age tea cat cca gat gaa tac aaa att gca gec ctt 339 
Val Pro Xaa Asn Ser Ser His Pro Asp Glu Tyr Lys He Ala Ala Leu 

15 20 25 

gtc ttc tat age tgt ate ttc ata att gga tta ttt gtt aac ate act 387 
Val Phe Tyr Ser Cys He Phe He He Gly Leu Phe Val Asn He Thr 

30 35 40 

gca tta tgg gtt ttc agt tgt acc acc aag aag aga acc acg gta acc 435 
Ala Leu Trp Val Phe Ser Cys Thr Thr Lys Lys Arg Thr Thr Val Thr 

45 50 55 

ate tat atg atg aat gtg gca tta gtg gac ttg ata t 4 72 

He Tyr Met Met Asn Val Ala Leu Val Asp Leu He 
60 65 70 

<210> 1155 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144 . .425 



<400> 1155 

agtcctccgg ggattagagc cggtgggctc gttgtgggcg ccatttctcg gcgtctmccg 60 
aggagccgcc cctttctcag ccttgctcgg ctcttccccg ctctggtcgc eggggctgeg 120 
ccgtccccag ctcagtgaca aaa atg ctg agt ttc ttc cgt aga aca eta ggg 173 

Met Leu Ser Phe Phe Arg Arg Thr Leu Gly 















1 








5 










10 




cgt 


egg 


tct 


atg 


cgt 


aaa 


cat 


gca 


gag 


aag 


gaa 


cga 


etc 


cga 


gaa 


gca 


221 


Arg Arg 


Ser 


Met 


Arg 


Lys 


His 


Ala 


Glu 


Lys 


Glu 


Arg 


Leu 


Arg 


Glu 


Ala 












15 










20 








25 






caa 


cgc 


gee 


gee 


aca 


cat 


att 


cct 


gca 


get 


gga 


gat 


tct 


aag 


tec 


ate 


269 


Gin 


Arg 


Ala 


Ala 
30 


Thr 


His 


He 


Pro 


Ala 
35 


Ala 


Gly 


Asp 


Ser 


Lys 
40 


Ser 


He 




ate 


acg 


tgt 


egg 


gtg 


tec 


ctt 


ctg 


gat 


ggt 


act 


gat 


gtt 


agt 


gtg 


gac 


317 


He 


Thr 


Cys 


Arg Val 


Ser 


Leu 


Leu 


Asp 


Gly Thr 


Asp 


Val 


Ser 


Val 


Asp 








45 










50 










55 








ttg 


cca 


aaa 


aaa 


gee 


aaa 


gga 


caa 


gag 


ttg 


ttt 


gat 


cag 


att 


atg 


tac 


365 



785 



o 



Leu Pro Lys 


Lys 


Ala 


Lys 


60 








cac ctg gac 


ctg 


att 


gaa 


His Leu Asp 


Leu 


He 


Glu 


75 






80 


tea gca caa 


gta 


gc 




Ser Ala Gin 


Val 






<210> 1156 








<211> 604 








<212> DNA 








<213> Homo sapiens 





65 70 

age gac tat ttt ggt ctg aga ttt atg gal 

Ser Asp Tyr Phe Gly Leu Arg Phe Met Asj 
85 90 



413 



427 



<220> 
<221> CDS 
<222> 174 . . 602 



M <400> 1156 

y[| agattttgag agecttttgt actatatgea actaacttga tttcaagctt gggaaccttt 60 

yi taaaaaaaac attaaaagca aaatgtaagt atataaggaa taccaaatca aatttataga 12 0 

|^ ctaatctttt tcnawtnagk attttaagag tctttttctt ctttatagga aaa atg 176 
4y Met 

•-3 ctt tct 9aa agc agc tcc fctt tt9 aag ggt gtg atg ctt gga a 9 c att 224 

~~ Leu Ser Glu Ser Ser Ser Phe Leu Lys Gly Val Met Leu Gly Ser He 
*° 5 10 15 

^ ttc tgt get ttg ate act atg eta gga cac att agg att ggt cat gga 272 
M Phe Cys Ala Leu He Thr Met Leu Gly His He Arg He Gly His Gly 
HJ 20 25 30 

aat aga atg cac cac cat gag cat cat cac eta caa get cct aac aaa 320 
Asn Arg Met His His His Glu His His His Leu Gin Ala Pro Asn Lys 

35 40 45 

gaa gat ate ttg aaa att tea gag gat gag cgc atg gag etc agt aag 368 
Glu Asp He Leu Lys He Ser Glu Asp Glu Arg Met Glu Leu Ser Lys 
50 55 60 65 

agc ttt cga gta tac tgt att ate ctt gta aaa ccc aaa gat gtg agt 416 
Ser Phe Arg Val Tyr Cys He He Leu Val Lys Pro Lys Asp Val Ser 

70 75 80 

ctt tgg get gca gta aag gag act tgg acc aaa cac tgt gac aaa gca 464 
Leu Trp Ala Ala Val Lys Glu Thr Trp Thr Lys His Cys Asp Lys Ala 

85 90 95 

gag ttc ttc agt tct gaa aat gtt aaa gtg ttt gag tea att aat atg 512 
Glu Phe Phe Ser Ser Glu Asn Val Lys Val Phe Glu Ser He Asn Met 

100 105 110 

gac aca aat gac atg tgg tta atg atg aga aag ctt aca aat acg cct 560 
Asp Thr Asn Asp Met Trp Leu Met Met Arg Lys Leu Thr Asn Thr Pro 

115 120 125 

ttg ata agt ata gag acc aat aca act ggt tct tcc ttg cac gc 604 
Leu He Ser He Glu Thr Asn Thr Thr Gly Ser Ser Leu His 
130 135 140 

<210> 1157 
<211> 605 



786 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 175. .603 



<400> 1157 

tttcgcggcg ctcgtttcct ggcgctcccc acctttagcg agaccaacga gagaacaccg 60 
cctgcagcta gaacagcctg gtcaggagcg taacggagtg gatgcgccaa cgtgagagga 12 0 
aacccgtgcg cggctgcgct ttcctgtccc caagccgttc tagacgcggg aaaa atg 177 

Met 
1 

ttt ttg aag ggt gtg atg ctt gga age att 225 
Phe Leu Lys Gly Val Met Leu Gly Ser lie 

10 15 
atg eta gga cac att agg att ggt cat gga 273 
Met Leu Gly His lie Arg lie Gly His Gly 

25 30 
gag cat cat cac eta caa get cct aac aaa 321 
Glu His His His Leu Gin Ala Pro Asn Lys 
40 45 

tea gag gat gag cgc atg gag etc agt aag 369 
Ser Glu Asp Glu Arg Met Glu Leu Ser Lys 

60 65 
att ate ctt gta aaa ccc aaa gat gtg agt 417 
lie He Leu Val Lys Pro Lys Asp Val Ser 

75 80 
gag act tgg ace aaa cac tgt gac aaa gca 465 
Glu Thr Trp Thr Lys His Cys Asp Lys Ala 

90 95 
aat gtt aaa gtg ttt gag tea att aat atg 513 
Asn Val Lys Val Phe Glu Ser He Asn Met 

105 no 
tta atg atg aga aag ctt aca aat acg cct 561 
Leu Met Met Arg Lys Leu Thr Asn Thr Pro 
120 125 

aat aca act ggt tct tec ttg cac gc 605 
Asn Thr Thr Gly Ser Ser Leu His 
140 

<210> 1158 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .414 

<400> 1158 

gtgccgcggg gg atg ccg gga gcg cgc agt ggc ggc age ggc ggc gac ggc 51 



ctt tct gaa age age tec 
Leu Ser Glu Ser Ser Ser 
5 

ttc tgt get ttg ate act 
Phe Cys Ala Leu He Thr 
20 

aat aga atg cac cac cat 
Asn Arg Met His His His 
35 

gaa gat ate ttg aaa att 
Glu Asp He Leu Lys He 
% 50 55 
U age ttt cga gta tac tgt 
Ser Phe Arg Val Tyr Cys 
3 70 
y ctt tgg get gca gta aag 
Leu Trp Ala Ala Val Lys 
85 

gag ttc ttc agt tct gaa 
Glu Phe Phe Ser Ser Glu 
100 

gac aca aat gac atg tgg 
Asp Thr Asn Asp Met Trp 
115 

ttg ata agt ata gag ace 
Leu He Ser He Glu Thr 
130 135 



787 



fy 

o 



Met Pro Gly Ala Arg Ser Gly Gly Ser Gly Gly Asp Gly 
15 10 
agt aac age ggc age tac age ggg gac gcg age ggg gcg gtg acg gtg 99 
Ser Asn Ser Gly Ser Tyr Ser Gly Asp Ala Ser Gly Ala Val Thr Val 

15 20 25 

tgg 9ag gtg gtc tea etc ttg gga aaa ctg ctg ggc ace gtc gtc gcg 147 
Trp Glu Val Val Ser Leu Leu Gly Lys Leu Leu Gly Thr Val Val Ala 
30 35 40 45 

ctg aag gtg gtt ctg tac ctg etc cga gtg tgc tta gcg atg gee tgg 195 
Leu Lys Val Val Leu Tyr Leu Leu Arg Val Cys Leu Ala Met Ala Trp 

50 55 60 

aaa tec ggc ggc gee age cac teg gag eta ate cac aat etc cgc aaa 243 
Lys Ser Gly Gly Ala Ser His Ser Glu Leu He His Asn Leu Arg Lys 

65 70 75 

aat gga ate ate aag aca gat aaa gta ttt gaa gtg atg ctg get aca 291 
Asn Gly He He Lys Thr Asp Lys Val Phe Glu Val Met Leu Ala Thr 

80 85 90 

gay cgc tec cac tat gca aaa tgt aac cca tac atg gat tct cca caa 339 
Asp Arg Ser His Tyr Ala Lys Cys Asn Pro Tyr Met Asp Ser Pro Gin 

95 100 105 

tea ata ggt ttc caa gca aca ate agt get cca cac atg cat gca tat 387 
Ser He Gly Phe Gin Ala Thr He Ser Ala Pro His Met His Ala Tyr 
HO 115 120 125 

gcg eta gaa ctt eta ttt gat cag ttg c 415 
Ala Leu Glu Leu Leu Phe Asp Gin Leu 
130 

<210> 1159 

<211> 277 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 113 . .277 



<400> 1159 

agaggeggeg tggagatege tgggagcggt tgcggcgtgc sgggagctga gttatagctg 60 
tgacttctgc cctgccaggc cgcacacaag ctggctgacc cggtttgtaa aa atg gaa 118 

Met Glu 
1 

ttt caa gca gta gtg atg gca gta ggt gga gga tct egg atg aca gac 166 
Phe Gin Ala Val Val Met Ala Val Gly Gly Gly Ser Arg Met Thr Asp 

5 10 15 

eta act tec age att ccc aaa cct ctg ctt cca gtt ggg aac aaa cct 214 
Leu Thr Ser Ser He Pro Lys Pro Leu Leu Pro Val Gly Asn Lys Pro 

20 25 30 

tta att tgg tac cca ttg aac ctg ctt gag cgt gtg gat ttg aag aag 262 
Leu He Trp Tyr Pro Leu Asn Leu Leu Glu Arg Val Asp Leu Lys Lys 
35 40 45 50 

tea ttg tgg tta caa 277 
Ser Leu Trp Leu Gin 
55 
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<210> 1160 

<211> 460 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .459 



<400> 1160 

atatgctggg acagcccscc cctagaacgc tttgcgtccc gacgcccgca ggtcctcgcg 60 
gtgcgcaccg tttgcgactt ggtacttgga aaa atg gac aag gat tgt gaa atg 114 

Met Asp Lys Asp Cys Glu Met 
1 5 

aaa cgc acc aca ctg gac age ccy ttg ggg aag ctg gag ctg tct ggt 162 
Lys Arg Thr Thr Leu Asp Ser Pro Leu Gly Lys Leu Glu Leu Ser Gly 
O 10 15 20 

^0 9^9 cag ggt ctg cac gaa ata aag etc ctg ggc aag ggg acg tct 210 

m C Y S Glu Gln Gly Leu His Glu He Lys Leu Leu Gly Lys Gly Thr Ser 
tH 25 30 35 

jj, § g ca g ct g at gec gtg gag gtc cca gec ccc get gcg gtt etc gga ggt 258 

Ala Ala Asp Ala Val Glu Val Pro Ala Pro Ala Ala Val Leu Gly Gly 
^ 40 45 50 55 

uJ ccg gag ccc ctg atg cag tgc aca gee tgg ctg aat gee tat ttc cac 306 
*Jl Pro Glu Pro Leu Met Gin Cys Thr Ala Trp Leu Asn Ala Tyr Phe His 
a 60 65 70 

O ca g ccc g^g get ate gaa gag ttc ccc gtg ccg gct ctt cac cat ccc 354 
fy Gln Pro Glu Ala He Glu Glu Phe Pro Val Pro Ala Leu His His Pro 

75 80 85 

p gtt ttc cag caa gag teg ttc acc aga cag gtg tta tgg aag ctg ctg 402 
^ Val Phe Gln Gln Glu Ser Phe Thr Arg Gln Val Leu Trp Lys Leu Leu 
~ 90 95 100 

w aag gtt gtg aaa ttc gga gaa gtg att tct tac cag caa tta gca gem 450 
Lys Val Val Lys Phe Gly Glu Val He Ser Tyr Gln Gln Leu Ala Ala 

105 110 115 

ntg gca ggc a 460 
Xaa Ala Gly 
120 



<210> 1161 

<211> 474 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .473 



<400> 1161 

cggctccacc cccaagccag gcgaggcagg ttccgaggtt ggaacacctg gcgagtcctc 60 
ggtgtcggtg gccggcagtc atctcgcggc cgttcagaat tataaggctg tetgeagaga 12 0 



789 






tttgaaaa atg gca aca aat gaa agt gtc age ate ttt agt tea gca tec 


170 








Met Ala Thr Asn Glu Ser Val Ser He Phe Ser Ser Ala Ser 

1 c 






ttg 


get 


gtg 


gaa 


tat 


qta 


gat tea 


ctt 


tta 


cct 


1 u 
na n 


ctct U 


cct 


ctg 


caa 


218 




Leu 


Ala 


Val 


Glu 


Tyr 


Val 


Asp Ser 


Leu 


Leu 


Prn 


m n 

ui u. 


Asn 


Pro 


Leu 


bin 






15 










20 








Z D 










30 






gaa 


cca 


ttt 


aaa 


aat 


get 


tgg aac 


tat 


atg 




CtCL U 


cia. U 




aca 


aag 


266 




Glu 


Pro 


Phe 


Lys 


Asn 


Ala 


Trn Son 
-L -L f-J noli 


Tvr 

±yr 




Leu 


Asn 


Asn 


Tyr 


Thr 


Lys 














35 








U 










45 






ttc 


cag 


att 


gca 


aca 


t~ era 




L- U 


dLa 


gtx 


cat 


gaa 


gee 


ctt 


tat 


314 




Phe 


Gin 


He 


Ala 


Thr 


Trn 


Gly Ser 


Leu 


11c 


val 


TJ -J — 
111 S 


blU 


Ala 


Leu 


Tyr 












50 








55 










60 








ttc 


tta 


ttc 


tgt 


tta 


cct 


gga ttt 


tta 


ttt 


caa 


ttt 


atr 


cct 


tat 


atg 


362 




flic 


Leu 


Phe 


uys 


Leu 


Pro 


\j±y Pne 


Leu 


Phe 


Gin 


Phe 


Xaa 


Pro 


Tyr 


Met 










65 








/u 










75 










aaa 


aaa 


tac 


d ct ct 


Ct L. U 


caa 


aag gat 


aag 


cca 


gag 


aca 


tgg 


gaa 


aac 


caa 


410 




Lys 


Lys 


Tyr 


Lys 


He 


Gin 


Lys Asp 


Lys 


Pro 


Glu 


Thr 


Trp 


Glu 


Asn 


Gin 








80 










85 








90 












tgg 


aag 


tgt 


ttc 


aaa 


gzz 


ctt etc 


i~ i_ X- 

ttt 


aat 


cac 


ttc 


tgt 


ate 


cag 


ctg 


458 




Trp 


Lys 


Cys 


Phe 


Lys 


val 


Leu Leu 


File 


Asn 


His 


Phe 


Cys 


He 


Gin 


Leu 




m 


95 










inn 








lUb 








110 






cct 


ttg 


att 


tgt 


gga 


a 




















474 


hi 


Pro 


Leu 


He 


Cys 


Gly 
































115 


























<210> 1162 




























- i^s 


<211> 362 






























<212> DNA 




























;sa : 


<213> Homo sapiens 
























iy 


<220> 
































<221> CDS 






























<222> 77 . .361 




























































« £ 




































<400> 1162 






























aggtgtccgc cccacggccg gcgttgccgg gtaaeggega 


gcgcgtgggg ccaagaaaga 


60 




atacctcctc tgaaaa atg gca gaa gca gtt ttc cat gec cca aag agg aaa 


112 












Met Ala Glu Ala Val Phe His Ala Pro Lys Arg Lys 
1 c 






aga 


aga 


gtg 


tat 


gag 


act 


tac gag 


tct 


cca 


ttg 


cca 


ate 


cct ttt 


ggt 


160 




Arg 


Arg 


Val 


Tyr 


Glu 


Thr 


Tyr Glu 


Ser 


Pro 


Leu 


Pro 


He 


Pro 


Phe 


Gly 










15 








20 










25 










cag 


gac 


cat 


ggt 


cct 


ctg 


aaa gaa 


ttc 


aag 


ata 


ttc 


cgt 


get 


gaa 


atg 


208 




Gin 


Asp 


His 


Gly 


Pro 


Leu 


Lys Glu 


Phe 


Lys 


He 


Phe 


Arg 


Ala 


Glu 


Met 








30 










35 








40 












att 


aac 


aac 


aat 


gtg 


att 


gtg agg 


aat 


gcg 


gag 


gac 


att 


gag 


cag 


etc 


256 




He 


Asn 


Asn 


Asn 


Val 


He 


Val Arg 


Asn 


Ala 


Glu 


Asp 


He 


Glu 


Gin 


Leu 






45 










50 








55 








60 






tat 


ggg 


aaa 


ggt 


tat 


ttt 


gga aaa 


ggt 


att 


ctt 


tea 


aga 


age 


cgt 


cca 


304 




Tyr 


Gly 


Lys 


Gly 


Tyr 


Phe 


Gly Lys 


Gly 


He 


Leu 


Ser 


Arg 


Ser 


Arg 


Pro 














65 








70 










75 








a gc 


ttc 


aca 


att 


tea 


gat 


cct aaa 


ctg 


gtt 


get 


aaa 


tgg 


aaa 


gat 


atg 


352 




Ser 


Phe 


Thr 


He 


Ser 


Asp 


Pro Lys 


Leu 


Val 


Ala 


Lys 


Trp 


Lys 


Asp 


Met 






80 

aag aca aac a 
Lys Thr Asn 
95 



85 



90 



362 



<210> 1163 

<211> 266 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 7 . .264 



<400> 1163 

agaaaa atg gca gcc gcc get ccg gac tea cgt gtg agt gag gaa gaa 
Met Ala Ala Ala Ala Pro Asp. Ser Arg Val Ser Glu Glu Glu 
0 15 10 

y3 aac ct 9 aaa aag acc cca aag aag aag atg aaa atg gta act gga gcc 
HI Asn Leu Lys Lys Thr Pro Lys Lys Lys Met Lys Met Val Thr Gly Ala 
U 15 20 25 30 

hi gta gc 9 tc 9 ct 9 g aa gac gag gcc aca gac act tct gat agt gaa 

Val Ala Ser Val Leu Glu Asp Glu Ala Thr Asp Thr Ser Asp Ser Glu 
^ 35 40 45 

*y gga age tgt gga teg gaa aag gac cac ttt tat tct gat gat gac gca 
«J Gly Ser Cys Gly Ser Glu Lys Asp His Phe Tyr Ser Asp Asp Asp Ala 
s 50 55 60 

Q ata gaa get gac agt gag ggt gat get gag ccc tgt gac aaa gaa aat 
Pj Ile Glu Ala As P Ser Gly Asp Ala Glu Pro Cys Asp Lys Glu Asn 

fy 65 70 75 

" P gaa aat gat gga gaa tea agt gtt gg 
J? Glu Asn Asp Gly Glu Ser Ser Val 
y 80 85 



48 



96 



144 



192 



240 



266 



<210> 1164 

<211> 629 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 384 . .629 



<400> 1164 

attttgeace tagaaatttt aggcaagtga tagctgegta ateatactge ggcaccgttt 60 

ttttcttgea gcagtagctg ettgeggagg aggtctgccc actgcagctc tetgeagtet 120 

ccggctctct ectgeaggmt cggtcaacgc agccgtcgcc gccctctgca cccagcccag 180 

gtcgccactg cttcagtccg gttctcaaag cctcagcacc atcttttatc cccgagcagc 240 

ctggatcgtc gttccctcag tccggacgcc actgetaggt ccgaccaccg ccgcttctga 300 

tattteggtg agtcttttcc tgtggaggtt tggtctcccg atctctgtgg tagccacctt 360 

aggcgtgtac ggtcctttga aaa atg gcc gag tea gag aac cgc aar gag ctg 413 

Met Ala Glu Ser Glu Asn Arg Lys Glu Leu 



791 



tea 


gaa 


tec 


agt 


caa 


gaa 


Ser 


Glu 


Ser 


Ser 


Gin 


Glu 










15 




etc 


ggg 


gaa 


cat 


ctg 


gag 


Leu 


Gly 


Glu 


His 


Leu 


Glu 








30 






gac 


gat 


ggg 


aag 


tgc 


ggt 


Asp 


Asp 


Gly Lys 


Cys 


Gly 






45 








ggg 


grin 


aac 


ggt 


gaa 


gat 


Gly 


Xaa 


Asn 


Gly 


Glu 


Asp 




60 










aaa 


rgt 


ggc 


gat 


act 


gat 


Lys 


Xaa 


Gly Asp 


Thr Asp 


75 










80 



1 5 
gag get ggt aat cag ata 
Glu Ala Gly Asn Gin He 
20 

c g c ggt gaa gat gee get 
Arg Gly Glu Asp Ala Ala 
35 

gaa gaa get gee get ggg 
Glu Glu Ala Ala Ala Gly 
50 

act get get ggg tec ggg 
Thr Ala Ala Gly Ser Gly 
65 70 
gag gac 
Glu Asp 



10 

atg gtg gaa ggg 461 
Met Val Glu Gly 
25 

get ggg ctt gga 509 
Ala Gly Leu Gly 
40 

ctt ggg gaa gaa 557 

Leu Gly Glu Glu 

55 

gaa gat ggg aaa 605 
Glu Asp Gly Lys 

629 





<210> 


1165 






<211> 


488 




%* 

in 


<212> 
<213> 


DNA 
Homo 


sapiens 




<220> 






. 


<221> 


CDS 




■ Sb 


<222> 


193 . 


486 



a <400> 1165 

O gccaatggcg ggggagtgtt gttagegege gccttccgga tcgcagctct cgcggcagtc 60 

fy gectgagact taaggttatt gcttggccgc ggcctggtat teeggegatt cgtttcttgc 120 

ify tcggcttcct ggagctgtgg tccgtgtggg cttccacctc agacagttgc gctggctcag 180 

"jp eggggcegga ac atg get gcg tec ggt ctg gat cat etc aaa aat ggc tac 231 

Met Ala Ala Ser Gly Leu Asp His Leu Lys Asn Gly Tyr 

« 1 5 10 

aga aga aga ttt tgt cga cct tec agg gca cgt gac att aac aca gag 279 
Arg Arg Arg Phe Cys Arg Pro Ser Arg Ala Arg Asp He Asn Thr Glu 

15 20 25 

caa ggc cag aat gtt ctg gaa ate tta caa gac tgt ttt gaa gaa aaa 327 
Gin Gly Gin Asn Val Leu Glu He Leu Gin Asp Cys Phe Glu Glu Lys 
30 35 40 45 

agt ctt gee aat gat ttt art aca aat tct aca aaa tea gtg cct aat 375 
Ser Leu Ala Asn Asp Phe Xaa Thr Asn Ser Thr Lys Ser Val Pro Asn 

50 55 60 

tea aca cgc aaa ata aaa gac act tgt att cag tea cca age aaa gag 423 
Ser Thr Arg Lys He Lys Asp Thr Cys He Gin Ser Pro Ser Lys Glu 

65 70 75 

tgc aga aat cac ate caa agt cag ttc cag ttt ctt caa aga aga aag 471 
Cys Arg Asn His He Gin Ser Gin Phe Gin Phe Leu Gin Arg Arg Lys 

80 85 90 

aag etc tct aca gtt tg 488 
Lys Leu Ser Thr Val 
95 



<210> 1166 



792 



<211> 370 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81. .368 



<400> 1166 

aaaaaacgtc agtgtcgggc gcagacggcg gcagtgcggc ttgctcttgg aagttcaggc 60 
tcggttgtct tttgggagcc atg gag agt gac ttt tat ctg cgt tac tac gtg 113 

Met Glu Ser Asp Phe Tyr Leu Arg Tyr Tyr Val 
15 10 
ggg cac aag ggc aag ttc ggc cac gag ttc ctg gag ttt gag ttt cga 161 
Gly His Lys Gly Lys Phe Gly His Glu Phe Leu Glu Phe Glu Phe Arg 

15 20 25 

ccg gac ggg aag tta aga tat gcc aac aac age aat tac aag aat gat 2 09 

p Pro Asp Gly Lys Leu Arg Tyr Ala Asn Asn Ser Asn Tyr Lys Asn Asp 
30 35 40 

gtc atg ate aga aaa gag gag ctt gaa ate gtc att gga gat gaa cac 257 
Val Met He Arg Lys Glu Glu Leu Glu He Val He Gly Asp Glu His 
45 50 55 

^ att tct ttt aca aca tea aaa att ggt tec ctt att gat gtc aat caa 305 
W He Ser Phe Thr Thr Ser Lys He Gly Ser Leu He Asp Val Asn Gin 

60 65 70 75 

*D tec aag gat cca gaa ggc tta cga gta ttt tat tat ctt gtc cag gac 353 
s Ser Lys Asp Pro Glu Gly Leu Arg Val Phe Tyr Tyr Leu Val Gin Asp 

O 80 85 90 

jfy ctg aag tgt ttg gtc tt 370 
ipTi Leu Lys Cys Leu Val 
95 

O <210> 1167 
O <211> 481 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 81 . .479 



<400> 1167 

aaaaaacgtc agtgtcgggc gcagacggcg gcagtgcggc ttgctcttgg aagttcaggc 60 
tcggttgtct tttgggagcc atg gag agt gac ttt tat ctg cgt tac tac gtg 113 

Met Glu Ser Asp Phe Tyr Leu Arg Tyr Tyr Val 
15 10 
ggg cac aag ggc aag ttc ggc cac gag ttc ctg gag ttt gag ttt cga 161 
Gly His Lys Gly Lys Phe Gly His Glu Phe Leu Glu Phe Glu Phe Arg 

15 20 25 

ccg gac ggg aag tta aga tat gcc aac aac age aat tac aag aat gat 209 
Pro Asp Gly Lys Leu Arg Tyr Ala Asn Asn Ser Asn Tyr Lys Asn Asp 
30 35 40 



793 



SJ1 
w 



ru 

m 



a 



gtc 


atg 


ate 


aga 


aaa 


gag 


get 


tat 


gta 


cat 


aaa 


age 


gtg 


atg 


gag 


gaa 


Val 


Met 
45 


He 


Arg 


Lys 


Glu 


Ala 
50 


Tyr 


Val 


His 


Lys 


Ser 
55 


Val 


Met 


Glu 


Glu 


ctg 


aag 


aga 


ata 


att 


gac 


gac 


agt 


gaa 


att 


acc 


aaa 


gag 


gat 


gat 


gca 


Leu 


Lys 


Arg 


He 


He 


Asp 


Asp 


Ser 


Glu 


He 


Thr 


Lys 


Glu 


Asp 


Asp 


Ala 


60 










65 










70 










75 


ttg 


tgg 


cct 


cct 


cct 


gac 


cga 


gtg 


ggc 


egg 


cag 


gag 


ctt 


gaa 


ate 


gtc 


Leu 


Trp 


Pro 


Pro 


Pro 


Asp 


Arg 


Val 


Gly Arg Gin Glu Leu Glu 


He 


Val 










80 










85 










90 




att 


gga 


gat 


gaa 


cac 


att 


tct 


ttt 


aca 


aca 


tea 


aaa 


att 


ggt 


tec 


ctt 


He 


Gly 


Asp 


Glu 
95 


His 


He 


Ser 


Phe 


Thr 
100 


Thr 


Ser 


Lys 


He 


Gly 
105 


Ser 


Leu 


att 


gat 


gtc 


aat 


caa 


tec 


aag 


gat 


cca 


gaa 


ggc 


tta 


cga 


gta 


ttt 


tat 


He 


Asp 


Val 


Asn 


Gin 


Ser 


Lys 


Asp 


Pro 


Glu Gly Leu Arg Val 


Phe 


Tyr 






110 










115 










120 








tat 


ctt 


gtc 


cag 


gac 


ctg 


aag 


tgt 


ttg 


gtc 


tt 












Tyr 


Leu 
125 


Val 


Gin 


Asp 


Leu 


Lys 
130 


Cys 


Leu 


Val 















<210> 1168 

<211> 400 

<212> DNA 

<213> Homo sapiens 



<220> 
ifl <221> CDS 
%Q <222> 74 . .400 



257 



305 



353 



401 



449 



481 



<400> 1168 

gaaaggataa gaaagggagt gggactggcg cctacggtgg ccgaagtggg acgcgccgag 60 
ccggaggtgc agg atg atg egg ttc atg eta tta ttc age egg cag gga 109 
2! Met Met Arg Phe Met Leu Leu Phe Ser Arg Gin Gly 

^ 15 10 

aaa ctg egg ctg caa aaa tgg tac ctg gec act teg gac aag gaa egg 157 
Lys Leu Arg Leu Gin Lys Trp Tyr Leu Ala Thr Ser Asp Lys Glu Arg 

15 20 25 

aag aag atg gtg cgc gag etc atg cag gtt gtc ctg get cga aag ccc 205 
Lys Lys Met Val Arg Glu Leu Met Gin Val Val Leu Ala Arg Lys Pro 

30 35 40 

aag atg tgc age ttc ctg gag tgg agg gac etc aaa gtt gtc tat aag 253 
Lys Met Cys Ser Phe Leu Glu Trp Arg Asp Leu Lys Val Val Tyr Lys 
45 50 55 60 

aga tat gec age etc tac ttc tgc tgc gec ate gag ggc caa gac aat 301 
Arg Tyr Ala Ser Leu Tyr Phe Cys Cys Ala lie Glu Gly Gin Asp Asn 

65 70 75 

gag etc ate aca ctg gag ctg ate cac cga tac gtg gag etc tta gac 349 
Glu Leu He Thr Leu Glu Leu He His Arg Tyr Val Glu Leu Leu Asp 

80 85 90 

aaa tac ttt ggc agt gtg tgc gag ctg gac ate ate ttc aac ttt gag 3 97 

Lys Tyr Phe Gly Ser Val Cys Glu Leu Asp He He Phe Asn Phe Glu 

95 100 105 

aag 40 0 
Lys 



794 



<210> 1169 
<211> 338 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . .338 



<400> 1169 

aatcctgaga ggtcgggacc ggcaag atg gcg gcg egg aca gcg ttc ggk get 53 

Met Ala Ala Arg Thr Ala Phe Gly Ala 
1 5 

gtg tgc egg cgc etc tgg cag gga ttg ggg aat ttt tct gta aac act 101 
Val Cys Arg Arg Leu Trp Gin Gly Leu Gly Asn Phe Ser Val Asn Thr 
10 15 20 25 

O tct aa 9 99C aat aca gee aaa aat ggt ggc ttg ctt etc agt ace aat 149 
43 Ser Lys Gl y Asn Thr Ala L Y S Asn Gly Gly Leu Leu Leu Ser Thr Asn 

30 35 40 

atg aag tgg gta cag ttt tea rac eta cac gtt gat gtt cca aag gat 197 
Met Lys Trp Val Gin Phe Ser Xaa Leu His Val Asp Val Pro Lys Asp 

45 50 55 

ttg ace aaa cct gtg gta aca ate tct gat gaa cca gac ata tta tat 245 
« Leu Thr Lys Pro Val Val Thr He Ser Asp Glu Pro Asp He Leu Tyr 
€i 60 65 70 

s aag cgc etc teg gtt ttg gtg aaa ggt cac gat aag get gta ttg gac 2 93 

O L Y B Ar 9 Leu Ser v al Leu Val Lys Gly His Asp Lys Ala Val Leu Asp 
fU 75 80 85 

r(j agt tat gaa tat ttt get gtg ctt get get aaa gaa ctt ggt ate 338 
> Ser Tyr Glu Tyr Phe Ala Val Leu Ala Ala Lys Glu Leu Gly He 
5 90 95 100 

i =3S? 

U <210> 1170 

<211> 364 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 176 . .364 



<400> 1170 

aatcctgaga ggtcgggacc ggcaagatgg cggcgcggac agcgttcggt gctgtgtgcc 60 
ggcgcctctg gcagggattg gggaattttt ctgtaaacac ttctaagggc aatacageca 12 0 
aaaatggtgg ettgettctg tttctctttt tttccccaca catagcagta ccaat atg 178 

Met 
1 

aag tgg gta cag ttt tea aac eta cac gtt gat gtt cca aag gat ttg 226 
Lys Trp Val Gin Phe Ser Asn Leu His Val Asp Val Pro Lys Asp Leu 

5 10 is 

acc aaa cct gtg gta aca ate tct gat gaa cca gac ata tta tat aag 274 



795 



Thr Lys Pro Val Val Thr He Ser Asp Glu Pro Asp He Leu Tyr Lys 

20 25 30 

cgc etc teg gtt ttg gtg aaa ggt cac gat aag get gta ttg gac agt 322 
Arg Leu Ser Val Leu Val Lys Gly His Asp Lys Ala Val Leu Asp Ser 

35 40 45 

tat gaa tat ttt get gtg ctt get get aaa gaa ctt ggt ate 364 
Tyr Glu Tyr Phe Ala Val Leu Ala Ala Lys Glu Leu Gly He 
50 55 60 



<210> 1171 

<211> 403 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 42 . .401 



L F| <400> 1171 

H| ttaagegege gactctctcc tgtacctggg catccagaaa a atg gtg gtg atg gcg 56 

yi* Met Val Val Met Ala 

id , , 1 5 

~ c 9* etc teg egg ccc gag egg ccg gac ctt gtc ttc gag gaa gag gac 104 

% Ar9 LSU Ser Arg Pr ° Glu Arg Pro Asp Leu Val Phe Glu Glu Glu As P 
^? 10 15 2 0 

%D etc ccc tat gag gag gaa ate atg egg aac caa ttc tct gtc aaa tgc 152 

Leu Pro Tyr Glu Glu Glu He Met Arg Asn Gin Phe Ser Val Lys Cys 

g 25 30 35 

fJJ tgg ctt cgc tac ate gag ttc aaa cag ggc gee ccg aag ccc agg etc 200 

Fjj Tr P Leu Arg Tyr He Glu Phe Lys Gin Gly Ala Pro Lys Pro Arg Leu 

IE 40 45 50 

JJ: aat cag eta tac gag egg gca etc aag ctg ctg ccc tgc age tac aaa 248 
Asn Gin Leu Tyr Glu Arg Ala Leu Lys Leu Leu Pro Cys Ser Tyr Lys 

^ 55 60 65 

etc tgg tac cga tac ctg aag gcg cgt egg gca cag gtg aag cat cgc 2 96 

Leu Trp Tyr Arg Tyr Leu Lys Ala Arg Arg Ala Gin Val Lys His Arg 

70 75 80 85 

tgt gtg ace gac cct gec tat gaa gat gtc aac aac tgt cat gag agg 344 

Cys Val Thr Asp Pro Ala Tyr Glu Asp Val Asn Asn Cys His Glu Arg 

90 95 100 

gee ttt gtg ttc atg cac aag atg cct cgt ctg tgg eta gat tac tgc 392 
Ala Phe Val Phe Met His Lys Met Pro Arg Leu Trp Leu Asp Tyr Cys 

105 110 115 

cag tec tea tg 403 
Gin Ser Ser 
120 



<210> 1172 

<211> 358 

<212> DNA 

<213> Homo sapiens 



<220> 



796 



<221> CDS 
<222> 56 . . 358 



<210> 1173 

<211> 491 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 164 . .490 



106 



<400> 1172 

aaaaaggtcg gacggmagtt cccgaagctt ccggtggccg gcttagttag gagct atg 58 

Met 

1 

get aaa cat cat cct gat ttg ate ttt tgc cgc aag cag get ggt gtt 
Ala Lys His His Pro Asp Leu He Phe Cys Arg Lys Gin Ala Gly Val 

5 10 15 

gee ate gga aga ctg tgt gaa aaa tgt gat ggc aag tgt gtg att tgt 154 
Ala He Gly Arg Leu Cys Glu Lys Cys Asp Gly Lys Cys Val He Cys 

20 25 30 

gac tec tat gtg cgt ccc tgc act ctg gtg cgc ata tgt gat gag tgt 
Asp Ser Tyr Val Arg Pro Cys Thr Leu Val Arg He Cys Asp Glu Cys 

35 40 45 

aac tat gga tct tac cag ggg cgc tgt gtg ate tgt gga gga cct ggg 
O Asn Tyr Gly Ser Tyr Gin Gly Arg Cys Val He Cys Gly Gly Pro Gly 
*0 50 55 60 65 

m gtc tct gat gec tat tat tgt aag gag tgc acc ate cag gag aag gac 
Val Ser Asp Ala Tyr Tyr Cys Lys Glu Cys Thr He Gin Glu Lys Asp 

Us 70 75 80 

^ aga gat ggc tgc cca aag att gtc aat ctg ggg age tct aag aca gac 346 

^ Arg Asp Gly Cys Pro Lys He Val Asn Leu Gly Ser Ser Lys Thr Asp 
^ 85 90 95 

etc ttc tat gaa 

s Leu Phe Tyr Glu 

O 100 



202 



250 



298 



358 



<400> 1173 

gttagacgtc gatacagctg ceggaggatt ccagcagaga cagggactga aatactgtct 60 
ccctttaact ttttgeatae atactggttt gagtcagtac atagcagtgg aagctgeaga 120 
gggecgaaac aaaaatgaag ttttctacca atgtccagac caa atg get cga aat 175 

Met Ala Arg Asn 

1 

cca get get att gac atg ttt att ata ggt get act ttt act gac tgg 223 

Pro Ala Ala He Asp Met Phe He He Gly Ala Thr Phe Thr Asp Trp 

5 10 15 20 

ttt acc tct tat gtc aaa aat gtt gta tea ggt ggc ttc ccc ate ate 271 

Phe Thr Ser Tyr Val Lys Asn Val Val Ser Gly Gly Phe Pro He He 

25 30 35 

aga gac caa att ttc aga tat gtt cac gat cca gaa tgt gta gca aca 319 
Arg Asp Gin He Phe Arg Tyr Val His Asp Pro Glu Cys Val Ala Thr 



797 



40 45 50 

act ggg gat att act gtg tea gtt tec aca teg ttt ctg cca gaa ctt 367 
Thr Gly Asp He Thr Val Ser Val Ser Thr Ser Phe Leu Pro Glu Leu 

55 60 65 

age tct gta cat cca ccc cac tat ttc ttc aca tac cga ate agg att 415 
Ser Ser Val His Pro Pro His Tyr Phe Phe Thr Tyr Arg He Arg He 

70 75 80 

gaa atg tea aaa gat gca ctt cct gag aag gec tgt cag ttg gac agt 463 
Glu Met Ser Lys Asp Ala Leu Pro Glu Lys Ala Cys Gin Leu Asp Ser 

85 90 95 100 

cgc tat tgg aga ata aca aat get aag g 491 
Arg Tyr Trp Arg He Thr Asn Ala Lys 
105 





<210> 


1174 






<211> 


355 






<212> 


DNA 






<213> 


Homo 


sapiens 


s 








. J* 


<220> 








<221> 


CDS 






<222> 


203 . 


355 



280 



328 



<400> 1174 

^ tccagcactt ccgggtgagg gaggceggge cgegagaegg gaaggccctg ggcaagaacg 60 
^ ctgagaaacg ggtgacaatg aagaacaaga aaaattactg aagaaaagct gtacgttata 120 
tgttggaaat ctttcttttt acacaactga agaacaaatc tatgaactct tcagcaaaag 180 
y tggtgacata aagaaaatca tt atg ggt ctg gat aaa atg aag aaa aca gca 232 
HJ Met Gly Leu Asp Lys Met Lys Lys Thr Ala 

fU 1 5 io 

£ tgt gga ttc tgt ttt gtg gaa tat tac tea cgc gca gat gcg gaa aac 
q Cys Gly Phe Cys Phe Val Glu Tyr Tyr Ser Arg Ala Asp Ala Glu Asn 

5 15 20 25 

gec atg egg tac ata aat ggg acg cgt ctg gat gac cga ate att cgc 
Ala Met Arg Tyr He Asn Gly Thr Arg Leu Asp Asp Arg He He Arg 

30 35 40 

aca gac tgg gac gca ggc ttt aag gag 355 
Thr Asp Trp Asp Ala Gly Phe Lys Glu 
45 50 

<210> 1175 

<211> 520 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .518 

<400> 1175 

ctgttactag tttgeggcat cctgtggtat aggggaagcg ctccgggcct ggaatcccta 60 
cgcgtccctt tgggtttagc acg atg age tea ate ggc act ggg tat gac ctg 113 



798 





Met Ser Ser lie Gly Thr Gly Tyr Asp Leu 
15 10 
tea gec tct aca ttc tct cct gac gga aga gtt ttt caa gtt gaa tat 161 
Ser Ala Ser Thr Phe Ser Pro Asp Gly Arg Val Phe Gin Val Glu Tyr 

15 20 25 

get atg aag get gtg gaa aat agt agt aca get att gga ate aga tgc 209 
Ala Met Lys Ala Val Glu Asn Ser Ser Thr Ala He Gly He Arg Cys 

30 35 40 

aaa gat ggt gtt gtc ttt ggg gta gaa aaa tta gtc ctt tct aaa ctt 257 
Lys Asp Gly Val Val Phe Gly Val Glu Lys Leu Val Leu Ser Lys Leu 

45 50 55 

tat gaa gaa ggt tec aac aaa aga ctt ttt aat gtt gat egg cat gtt 305 
Tyr Glu Glu Gly Ser Asn Lys Arg Leu Phe Asn Val Asp Arg His Val 

60 65 70 

gga atg gca gta gca ggt ttg ttg gca gat get cgt tct tta gca gac 353 
Gly Met Ala Val Ala Gly Leu Leu Ala Asp Ala Arg Ser Leu Ala Asp 
75 80 85 90 

ata gca aga gaa gaa get tec aac ttc aga tct aac ttt ggc tac aac 401 
He Ala Arg Glu Glu Ala Ser Asn Phe Arg Ser Asn Phe Gly Tyr Asn 
95 100 105 

Uj att cca eta aaa cat ctt gca gac aga gtg gec atg tat gtg cat gca 449 
He Pro Leu Lys His Leu Ala Asp Arg Val Ala Met Tyr Val His Ala 
HO 115 120 

^ tat aca etc tac agt get gtt aga cct ttt ggc tgc agt ttc atg tta 497 
« Tyr Thr Leu Tyr Ser Ala Val Arg Pro Phe Gly Cys Ser Phe Met Leu 
^ 125 130 135 

ggg tct tac agt gtg aat gac gg 52 o 

s Gly Ser Tyr Ser Val Asn Asp 

O 140 145 

fjf <210> 1176 

jjJ <211> 438 

'~ <212> DNA 

<213> Homo sapiens 



■5W 



o 



<220> 
<221> CDS 
<222> 69. .437 



<400> 1176 

agaggaagtc ctgctcttac agtgacatgg gctgaattaa attcccagaa tccgcascaa 60 
ccagcacc atg ccc atg acw ctg ggg tac tgg aac ate cgc ggg ctg gec 110 

Met Pro Met Thr Leu Gly Tyr Trp Asn He Arg Gly Leu Ala 

15 10 
cat tec ate cgc ctg etc ctg gaa tac aca gac tea age tac gag gaa 158 
His Ser He Arg Leu Leu Leu Glu Tyr Thr Asp Ser Ser Tyr Glu Glu 
i5 20 25 30 

aag aag tac acg atg ggg gac get cct gat tat gac aga age cag tgg 206 
Lys Lys Tyr Thr Met Gly Asp Ala Pro Asp Tyr Asp Arg Ser Gin Trp 

35 40 45 

ctg aat gaa aaa ttc aag ctg ggc ctg gac ttt ccc aat ctg ccc tac 254 
Leu Asn Glu Lys Phe Lys Leu Gly Leu Asp Phe Pro Asn Leu Pro Tyr 
50 55 60 



799 



ttg att gat ggg act cac 
Leu He Asp Gly Thr His 
65 

tac att gcc cgc aag cac 
Tyr He Ala Arg Lys His 
80 

att cgc gaa gac att ttg 
He Arg Glu Asp He Leu 
95 100 
ctg gcc aaa etc tgc tat 
Leu Ala Lys Leu Cys Tyr 
115 



aag ate acc cag age aac 
Lys He Thr Gin Ser Asn 
70 

aac ctg tgc ggg gaa tea 
Asn Leu Cys Gly Glu Ser 
85 90 
gag aac cag ttt atg gac 
Glu Asn Gin Phe Met Asp 
105 

gac cca gat ttt gta agt 
Asp Pro Asp Phe Val Ser 
120 



gcc ate ctg egg 302 

Ala He Leu Arg 

75 

gaa aag gag cag 350 
Glu Lys Glu Gin 

age cgt atg cag 3 98 

Ser Arg Met Gin 
110 

ccc c 438 
Pro 



III 



r =*r 



u 

£3 



<210> 1177 

<211> 442 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . .442 



<400> 1177 

ccccttatgt egggtataaa gcccctcccg ctcacagttt ccctagtcct cgaaggctcg 60 
gaagcccgtc acc atg teg tgc gag teg tct atg gtt etc ggg tac tgg 109 
Met Ser Cys Glu Ser Ser Met Val Leu Gly Tyr Trp 
15 10 
gat att cgt ggg ctg gcg cac gcc ate cgc ctg etc ctg gag ttc acg 157 
Asp He Arg Gly Leu Ala His Ala He Arg Leu Leu Leu Glu Phe Thr 
rli 15 20 25 

gat acc tct tat gag gag aaa egg tac acg tgc ggg gaa get cct gac 2 05 

Asp Thr Ser Tyr Glu Glu Lys Arg Tyr Thr Cys Gly Glu Ala Pro Asp 

30 35 40 

tat gat cga age caa tgg ctg gat gtg aaa ttc aag eta gac ctg gac 253 
Tyr Asp Arg Ser Gin Trp Leu Asp Val Lys Phe Lys Leu Asp Leu Asp 
45 50 55 60 

ttt cct aat ctg ccc tac etc ctg gat ggg aag aac aag ate acc cag 301 
Phe Pro Asn Leu Pro Tyr Leu Leu Asp Gly Lys Asn Lys He Thr Gin 

65 70 75 

age aat gcc ate ttg cgc tac ate get cgc aag cac aac atg tgt ggt 349 
Ser Asn Ala He Leu Arg Tyr He Ala Arg Lys His Asn Met Cys Gly 

80 85 90 

gag act gaa gaa gaa aag att cga gtg gac ate ata gag aac caa gta 397 
Glu Thr Glu Glu Glu Lys He Arg Val Asp He He Glu Asn Gin Val 

95 100 105 

atg gat ttc cgc aca caa ctg ata agg etc tgt tac age tct gac 442 
Met Asp Phe Arg Thr Gin Leu He Arg Leu Cys Tyr Ser Ser Asp 
HO 115 120 

<210> 1178 
<211> 373 
<212> DNA 
<213> Homo sapiens 



800 



<220> 
<221> CDS 
<222> 137. .373 



220 



268 



<400> 1178 

ttcggcagcc tgaacacccg gtgtgawagg taggtggcag acgtggagcg gcgcgcatgc 60 
tcagcakctc actctgctga agggctgaga ggcgcacccg ggcggccagc tgggctcgga 12 0 
gcggaacggg gtcagg atg gac gag gac gtg eta acc acc ctg aag ate etc 172 
Met Asp Glu Asp Val Leu Thr Thr Leu Lys lie Leu 
15 10 
ate ate ggc gag agt ggg gtg ggc aag tec age ctg etc ttg agg ttc 
He He Gly Glu Ser Gly Val Gly Lys Ser Ser Leu Leu Leu Arg Phe 

15 20 25 

aca gat gat acg ttt gat cca gaa ctt gca gca aca ata ggt gtt gac 
Thr Asp Asp Thr Phe Asp Pro Glu Leu Ala Ala Thr He Gly Val Asp 
30 35 40 

Q ttt aag gtg aaa aca att tea gtg gat gga aat aag get aaa ctt gca 316 
*0 Phe Lys Val Lys Thr He Ser Val Asp Gly Asn Lys Ala Lys Leu Ala 
m 45 50 55 60 

m ata tgg gat act get ggt caa gag agg ttt aga aca tta act ccc age 3 64 

Li Ile Trp Asp Thr Ala G1 Y Gln Glu Ar 9 phe Ar 9 Th r Leu Thr Pro Ser 

65 70 75 

tat tat aga 
*y Tyr Tyr Arg 

s_ <210> 1179 

O <211> 277 

fy <212> DNA 

ffj <213> Homo sapiens 

5 <220> 

<221> CDS 
^ <222> 85. .276 



373 



<400> 1179 

gcacatgcgc ggcagctccc getgetgaat agctgagagg cgcacccggg cggccagctg 60 
ggctcggmrt gcagcggkgt tagg atg gac gag gac gtg ttg cac cct gaa ill 

Met Asp Glu Asp Val Leu His Pro Glu 

1 5 



gag 


cct 


cat 


cat 


cgc 


ctg 


etc 


ttg 


agg 


ttc 


aca 


gat 


gat 


acc 


ttt 


gat 


Glu 


Pro 


His 


His 


Arg 


Leu 


Leu 


Leu 


Arg 


Phe 


Thr 


Asp 


Asp 


Thr 


Phe 


Asp 


10 










15 










20 










25 


cca 


gaa 


ctt 


gca 


gca 


aca 


ata 


ggt 


gag 


cct 


gtg 


ttt 


aaa 


aat 


tea 


ata 


Pro 


Glu 


Leu 


Ala 


Ala 
30 


Thr 


Ile 


Gly 


Glu 


Pro 
35 


Val 


Phe 


Lys 


Asn 


Ser 
40 


Ile 


gaa 


atg 


tct 


aat 


att 


ttc 


ttg 


cct 


ttg 


ggc 


ttt 


ttt 


tat 


eta 


aat 


cct 


Glu 


Met 


Ser 


Asn 


Ile 


Phe 


Leu 


Pro 


Leu 


Gly 


Phe 


Phe 


Tyr 


Leu 


Asn 


Pro 








45 










50 








55 






tct 


acc 


ttc 


etc 


tta 


cca 


cgc 


c 


















Ser 


Thr 


Phe 
60 


Leu 


Leu 


Pro 


Arg 
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<210> 1180 

<211> 522 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . . 521 



is 3 



<400> 1180 

ccccttcccs sgcccggacg gcc atg gcc att ccc ggc ate ccc tat gag aga 53 

Met Ala lie Pro Gly lie Pro Tyr Glu Arg 
15 10 
egg ctt etc ate atg gcg gac cct aga gat aag gcg ctt cag gac tac 101 
Arg Leu Leu lie Met Ala Asp Pro Arg Asp Lys Ala Leu Gin Asp Tyr 

15 20 25 

cgc aag aag ttg ctt gaa cac aag gag ate gac ggc cgt ctt aag gag 149 
Arg Lys Lys Leu Leu Glu His Lys Glu lie Asp Gly Arg Leu Lys Glu 

30 35 40 

tta agg gaa caa tta aaa gaa ctt acc aag cag tat gaa aag tct gaa 197 
Leu Arg Glu Gin Leu Lys Glu Leu Thr Lys Gin Tyr Glu Lys Ser Glu 

45 50 55 

aat gat ctg aag gcc eta cag agt gtt ggg cag ate gtg ggt gaa gtg 245 
S Asn Asp Leu Lys Ala Leu Gin Ser Val Gly Gin He Val Gly Glu Val 
*U 60 65 70 

s ctt aaa cag tta act gaa gaa aaa ttc att gtt aaa get acc aat gga 293 

Q Leu L Y S Gin L eu Thr Glu Glu Lys Phe He Val Lys Ala Thr Asn Gly 
rU 75 80 85 90 

cca aga tat gtt gtg ggt tgt cgt cga cag ctt gac aaa agt aag ctg 341 
p Pro Arg Tyr Val Val Gly Cys Arg Arg Gin Leu Asp Lys Ser Lys Leu 
Z 95 100 105 

^ aag cca gga aca aga gtt get ttg gat atg act aca eta act ate atg 389 
«J Lys Pro Gly Thr Arg Val Ala Leu Asp Met Thr Thr Leu Thr He Met 
HO 115 120 

aga tat ttg ccg aga gag gtg gat cca ctg gtt tat aac atg tct cat 437 
Arg Tyr Leu Pro Arg Glu Val Asp Pro Leu Val Tyr Asn Met Ser His 

125 130 135 

gag gac cct ggg aat gtt tct tat tct gag att gga ggg eta tea gaa 485 
Glu Asp Pro Gly Asn Val Ser Tyr Ser Glu He Gly Gly Leu Ser Glu 

140 145 150 

cag ate egg gaa tta aga gag gtg ata gaa tta cct c 522 
Gin He Arg Glu Leu Arg Glu Val He Glu Leu Pro 
155 160 165 

<210> 1181 

<211> 455 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 299 . .454 



802 



• 



. 3% 



o 



<400> 1181 

aatttagcat gctgttttct aacagacatt gggtaccatc gaatgactgt cagaacagaa 60 
agctaaggca aaggagggag gatgctgtgg tcatcctttc ttgttttttt cttctttaat 120 
gaggatagag cacatgtgag attttacttt ctactccagt aaaaattctg aagaattgca 180 
ttggagactg ttatattcaa cacatacgtg gattctgtgt tatgatttac atttttcttt 240 
atttcagcac tttcttatgc aaggagctaa acagtgatta aaggagcagg atgaaaag 298 
atg gca cag tea gtg ctg gta ccg tea gga cct gac age ttc cgc ttc 346 
Met Ala Gin Ser Val Leu Val Pro Ser Gly Pro Asp Ser Phe Arg Phe 
1 5 10 15 

ttt ace agg gaa tec ctt get get att gaa caa cgc att gca gaa gag 394 
Phe Thr Arg Glu Ser Leu Ala Ala He Glu Gin Arg He Ala Glu Glu 

20 . 25 30 

aaa get aag aga ccc aaa cag gaa cgc aag gat gag gat gat gaa aat 442 
Lys Ala Lys Arg Pro Lys Gin Glu Arg Lys Asp Glu Asp Asp Glu Asn 

35 40 45 

ggc cca aag cca a 455 
Gly Pro Lys Pro 
50 

<210> 1182 
<211> 456 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .455 



<400> 1182 

gaggaccgea eggaaaeggg gaagtcaggt ggccgctgcc gccgccgccg ccgcggtttg 60 
tegecagaag gaag atg gcg gat ctg gag gag cag ttg tct gat gaa gag 110 

Met Ala Asp Leu Glu Glu Gin Leu Ser Asp Glu Glu 

15 10 
aag gtg cgt ata gca gca aaa ttc ate att cat gee cct cct gga gaa 158 
Lys Val Arg He Ala Ala Lys Phe He He His Ala Pro Pro Gly Glu 

15 20 25 

ttt aat gag gtt tty aat gat gtt egg tta ctg ctt aat aat gac aat 206 
Phe Asn Glu Val Phe Asn Asp Val Arg Leu Leu Leu Asn Asn Asp Asn 

30 35 40 

ctt etc agg gaa gga gca gee cat gca ttt gca cag tat aac ttg gac 254 
Leu Leu Arg Glu Gly Ala Ala His Ala Phe Ala Gin Tyr Asn Leu Asp 
45 50 55 60 

cag ttt act cca gta aaa att gaa ggt tat gaa gat cag gta ttg ata 302 
Gin Phe Thr Pro Val Lys He Glu Gly Tyr Glu Asp Gin Val Leu He 

65 70 75 

aca gaa cat ggc gac ttg gga aat gga aag ttt ttg gat cca aag aac 350 
Thr Glu His Gly Asp Leu Gly Asn Gly Lys Phe Leu Asp Pro Lys Asn 

80 85 90 

aga ate tgt ttt aaa ttt gat cac tta agg aag gag gca act gat cca 398 
Arg He Cys Phe Lys Phe Asp His Leu Arg Lys Glu Ala Thr Asp Pro 
95 100 105 



803 



aga ccc tgt gaa gta gaa aat gca gtt gaa tea tgg aga act tea gta 446 
Arg Pro Cys Glu Val Glu Asn Ala Val Glu Ser Trp Arg Thr Ser Val 

HO 115 120 

gaa act get c 456 
Glu Thr Ala 
125 



<210> 1183 

<211> 305 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .303 



<400> 1183 

Q agcaagggag gtttcgagee eggaaggtec ggcgcccaga getaaeggga gtcccaggtt 60 
^0 aaacacttta ag atg aga aaa att gat etc tgt ctg age tct gaa ggg tec 111 
yi Met Arg Lys He Asp Leu Cys Leu Ser Ser Glu Gly Ser 

m 15 io 

I s 1 9 aa gtg att tta get aca tea agt gat gaa aaa cac cca cct gaa aat 159 
J Glu Val He Leu Ala Thr Ser Ser Asp Glu Lys His Pro Pro Glu Asn 
15 20 25 

ate att gat ggg aat cca gaa acg ttt tgg acc acc aca gga atg ttt 207 
He He Asp Gly Asn Pro Glu Thr Phe Trp Thr Thr Thr Gly Met Phe 
30 35 40 45 

ccc cag gaa ttc att att tgt ttc cac aaa cat gta agg att gaa agg 255 
Pro Gin Glu Phe He He Cys Phe His Lys His Val Arg He Glu Arg 

50 55 60 

ctt gta ate caa agt tac ttt gta cag acc ttg aag att gaa aaa age 303 
Leu Val He Gin Ser Tyr Phe Val Gin Thr Leu Lys He Glu Lys Ser 
65 70 75 

ac 



<210> 1184 
<211> 443 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 234 . .443 



305 



<400> 1184 

ageagacgeg gctcctagcg gatgggtgct attgtgaggc ggttgtagaa gagtttcgtg 60 

agtgctcgca gctcatacct gtggctgtgt atccgtggcc acagctggtt ggcgtcgcct 12 0 

tgaaatccca ggccgtgagg agttagcgag ccctgctcac actcggcgct ctggttttcg 180 

gtgggtgtgc cctgcacctg cctcttcccc cattctcatt aataaaggta tec atg 236 

Met 
1 

gag aas act gaa aac tea gtg gat tea aaa tec att aaa aat ttg gaa 284 



804 



m 



Glu Xaa Thr Glu Asn Ser 
5 

cca aag ate ata cat gga 
Pro Lys lie He His Gly 
20 

gac aac agt tat aaa atg 
Asp Asn Ser Tyr Lys Met 
35 

att aat aat aag aat ttt 
He Asn Asn Lys Asn Phe 
50 55 
ggt aca gat gtc gat 
Gly Thr Asp Val Asp 
70 



Val Asp Ser Lys Ser He 
10 

age gaa tea atg gac tct 
Ser Glu Ser Met Asp Ser 
25 

gat tat cct gag atg ggt 
Asp Tyr Pro Glu Met Gly 
40 45 
cat aaa age act gga atg 
His Lys Ser Thr Gly Met 
60 



Lys Asn Leu Glu 
15 

gga ata tec ctg 332 

Gly He Ser Leu 

30 

tta tgt ata ata 380 
Leu Cys He He 

aca tct egg tct 428 
Thr Ser Arg Ser 
65 

443 





<210> 


1185 




<211> 


268 




<212> 


DNA 




<213> 


Homo 


y § 


<220> 






<221> 


CDS 




<222> 


71. . 



^ <400> 1185 

aagagttgta gccgaggtgg eggegegggg eggggeggge ggagagagaa gaaggaggtg 60 

^ gttgtgcagg atg gcg acg gcg gec tac gag cag ctg aag ctg cat ate 109 

W Met Ala Thr Ala Ala Tyr Glu Gin Leu Lys Leu His He 

ru i 5 io 

fy aca cct gaa aaa ttt tat gtg gaa get tgt gat gat gga gca gat gac 157 
^ Thr Pro Glu Lys Phe Tyr Val Glu Ala Cys Asp Asp Gly Ala Asp Asp 
Q 15 20 25 

^ gta ctt acc att gac cgt gtg tec aca gag gtt acc ctt gca gtc aag 205 
~ Val Leu Thr He Asp Arg Val Ser Thr Glu Val Thr Leu Ala Val Lys 
30 35 40 45 

aaa gat gtt cct cct tea get gtc aca aga cca ata ttt ggt ata ctg 253 
Lys Asp Val Pro Pro Ser Ala Val Thr Arg Pro He Phe Gly He Leu 

50 55 60 

ggc aca ate cat ctg 268 
Gly Thr He His Leu 
65 



<210> 1186 

<211> 340 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 77. .340 



<400> 1186 



805 



* # 



ru 



aagctcgttc ttccgccagc ttccctcctc ttcctttctc cgccatcgtg gtgtgttctt 60 
gactccgctg ctcgcc atg tct tct cac aag act ttc agg att aag cga ttc 112 
Met Ser Ser His Lys Thr Phe Arg lie Lys Arg Phe 
15 10 
ctg gcc aag aaa caa aag caa aat cgt ccc att ccc cag tgg att egg 160 
Leu Ala Lys Lys Gin Lys Gin Asn Arg Pro lie Pro Gin Trp lie Arg 

15 20 25 

atg aaa act gga aat aaa ate ags tmc aca gaa aag ttc tec aag tec 208 
Met Lys Thr Gly Asn Lys He Xaa Xaa Thr Glu Lys Phe Ser Lys Ser 

30 35 40 

cca etc gac cca gga agt cct get gtc ttc ace tgt cac cag eta ctg 256 
Pro Leu Asp Pro Gly Ser Pro Ala Val Phe Thr Cys His Gin Leu Leu 
45 50 55 60 

999 agg ctg agg cag gag aat cgc ttg aac cca gga ggt gga ggt tgc 3 04 

Gly Arg Leu Arg Gin Glu Asn Arg Leu Asn Pro Gly Gly Gly Gly Cys 

65 70 75 

tgg gag cca age caa gat cac gcc act aca etc cag 340 
Ser Gin Asp His Ala Thr Thr Leu Gin 
80 85 



.=33. 

!*J 












m 


<210> 


1187 




<211> 


238 




<212> 


DNA 




<213> 






Homo 



<220> 
<221> CDS 
<222> 28 . .237 



<400> 1187 

atcatcaaaa tsagatcata agtgtta atg tac act gga cat gaa aac aaa gac 54 

Met Tyr Thr Gly His Glu Asn Lys Asp 
1 5 

tgg ttt age aga cat tgg ttt act ctg cag cct gtg ttt tct gtt tec 102 

Trp Phe Ser Arg His Trp Phe Thr Leu Gin Pro Val Phe Ser Val Ser 

10 15 20 25 

ccc ttt ccc acc tec ttc ccc cca ccc aat cct ttt ttt ttt ctt ttt 150 

Pro Phe Pro Thr Ser Phe Pro Pro Pro Asn Pro Phe Phe Phe Leu Phe 

30 35 40 

tgc ttt yet ttt ctt ttt ttt wag ttt tta ttt act tta cct agt atg 198 
Cys Phe Xaa Phe Leu Phe Phe Xaa Phe Leu Phe Thr Leu Pro Ser Met 

45 50 55 

cct ttt ttw agt tgc ttc tea agt cag aaa act ttt cag g 238 
Pro Phe Xaa Ser Cys Phe Ser Ser Gin Lys Thr Phe Gin 
60 65 70 

<210> 1188 
<211> 620 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



806 



<222> 260. . 619 



<400> 1188 

atgaacggaa gtcacccttt gtgccttatg cggtgatttt aatgataggt gtcatatata 60 
ggacggagta atctgtttac attctgttct tctcgatgca ctcacaagcg ggtaactagg 120 
tgacaagaaa acaaagatct tattcaaaag aggtcttaca gcaacccaac gtctcatctt 180 
cccatagtaa agatgacggc gccttgaggt aagctacagg caacaccact tccgcgtttc 240 
tcttgcgccc tggtccaag atg gcg gat gaa gcc acg cga cgt gtt gtg tct 2 92 

Met Ala Asp Glu Ala Thr Arg Arg Val Val Ser 
15 10 
gag ate ccg gtg ctg aag act aac gcc gga ccc cga gat cgt gag ttg 340 
Glu He Pro Val Leu Lys Thr Asn Ala Gly Pro Arg Asp Arg Glu Leu 

15 20 25 

tgg gtg cag cga ctg aag gag gaa tat cag tec ctt ate egg tat gtg 388 
Trp Val Gin Arg Leu Lys Glu Glu Tyr Gin Ser Leu He Arg Tyr Val 

30 35 40 

gag aac aac aag aat get gac aac gat tgg ttc cga ctg gag tec aac 436 
U Glu Asn Asn Lys Asn Ala Asp Asn Asp Trp Phe Arg Leu Glu Ser Asn 
^0 45 50 55 

yi aag gaa gga act egg tgg ttt gga aaa tgc tgg tat ate cat gac etc 484 
|4 Lys Glu Gly Thr Arg Trp Phe Gly Lys Cys Trp Tyr He His Asp Leu 
111 60 65 70 75 

J3 Ct9 aaa tat gag tt:t gac atc gag tfct 9 ac atfc cct atc aca tat cct 532 

r ^ Leu Lys Tyr Glu Phe Asp He Glu Phe Asp He Pro He Thr Tyr Pro 
^ 80 85 90 

act act gcc cca gaa att gca gtt cct gag ctg gat gga aag acw gca 580 

^ Thr Thr Ala Pro Glu He Ala Val Pro Glu Leu Asp Gly Lys Thr Ala 

U 95 100 105 

flj aag atg tac agg ggt ggc aaa ata tgc ctg acg gat cat t 620 

fy Lys Met Tyr Arg Gly Gly Lys He Cys Leu Thr Asp His 

g 110 115 120 

»*■: 

% <210> 1189 
^ <211> 571 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 211 . . 570 



<400> 1189 

cttttgattc tgcatggttt ctaatcttta tcaggagtta aacatccttc tacaggataa 60 
ctgeatctag aggcaggact atatataagc aaaggaaaag ttcttcgaag aggaaacacg 120 
aatcgctcgt tttaggaata aagatgaegg cgecttgagg taagctacag gcaacaccac 180 
ttccgcgttt ctcttgcgcc ctggtccaag atg gcg gat gaa gcc acg cga cgt 2 34 

Met Ala Asp Glu Ala Thr Arg Arg 

1 5 

gtt gtg tct gag atc ccg gtg ctg aag act aac gcc gga ccc cga gat 282 
Val Val Ser Glu He Pro Val Leu Lys Thr Asn Ala Gly Pro Arg Asp 

10 15 20 

cgt gag ttg tgg gtg cag cga ctg aag gag gaa tat cag tec ctt atc 330 



807 



# 



Arg Glu Leu Trp Val Gin 
25 30 
egg tat gtg gag aac aac 
Arg Tyr Val Glu Asn Asn 
45 

gag tec aac aag gaa gga 
Glu Ser Asn Lys Glu Gly 
60 

cat gac etc ctg aaa tat 
His Asp Leu Leu Lys Tyr 
75 

aca tat cct act act gee 
Thr Tyr Pro Thr Thr Ala 
90 

aag acw gca aag atg tac 
Lys Thr Ala Lys Met Tyr 
105 no 



Arg Leu Lys Glu Glu Tyr 
35 

aag aat get gac aac gat 
Lys Asn Ala Asp Asn Asp 
50 

act egg tgg ttt gga aaa 
Thr Arg Trp Phe Gly Lys 
65 

gag ttt gac ate gag ttt 
Glu Phe Asp lie Glu Phe 
80 

cca gaa att gca gtt cct 
Pro Glu lie Ala Val Pro 
95 100 
agg ggt ggc aaa ata tgc 
Arg Gly Gly Lys lie Cys 
115 



Gin Ser Leu lie 
40 

tgg ttc cga ctg 378 
Trp Phe Arg Leu 
55 

tgc tgg tat ate 426 
Cys Trp Tyr lie 
70 

gac att cct ate 474 

Asp lie Pro lie 

85 

gag ctg gat gga 522 
Glu Leu Asp Gly 

ctg acg gat cat t 571 
Leu Thr Asp His 
120 





<210> 


1190 


- &h 


<211> 


575 


Ln 


<212> 


DNA 




<213> 


Homo sapiens 



<220> 
<221> CDS 
<222> 292 . . 573 



Q <400> 1190 



ry ectttgeaat tgccttsggt cctgccgcac agageggect gtctttatca gaggtccctc 60 
Ty tgccaggggg agggccccag agaaaaccag aaaagagggt gagagactga ggmagataaa 12 0 
j; gcgtcccagg gcctcctaca ccagcgcctg agcaggaagc gggaggggee atgactacga 180 
S ggccctggga ggtcacttta gggagggctg tcctraaacc wgragcytgg agcagaaagt 240 
*3J gaaaccctgg tgctccagac aaagatctta gtegggacta gccggccaag g atg aag 2 97 

w Met Lys 

1 

cct cac ttc aga aac aca gtg gag cga atg tat cga gac aca ttc tec 345 
Pro His Phe Arg Asn Thr Val Glu Arg Met Tyr Arg Asp Thr Phe Ser 

5 10 15 

tac aac ttt tat aat aga ccc ate ctt tct cgt egg aat acc gtc tgg 3 93 

Tyr Asn Phe Tyr Asn Arg Pro lie Leu Ser Arg Arg Asn Thr Val Trp 

20 25 30 

ctg tgc tac gaa gtg aaa aca aag ggt ccc tea agg ccc cgt ttg gac 441 
Leu Cys Tyr Glu Val Lys Thr Lys Gly Pro Ser Arg Pro Arg Leu Asp 
35 40 45 50 

gca aag ate ttt cga ggc cag gtg tat tec cag cct gag cac cac gca 489 
Ala Lys He Phe Arg Gly Gin Val Tyr Ser Gin Pro Glu His His Ala 

55 60 65 

gaa atg tgc ttc etc tct tgg ttc tgt ggc aac cag ctg cct get tac 537 
Glu Met Cys Phe Leu Ser Trp Phe Cys Gly Asn Gin -Leu Pro Ala Tyr 

70 75 80 

aag tgt ttc cag ate acc tgg ttt gta tec tgg acc cc 575 
Lys Cys Phe Gin He Thr Trp Phe Val Ser Trp Thr 
85 90 



808 




<210> 1191 

<211> 693 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . . 692 

<400> 1191 

gtagccgggc tgggccagaa cagcccaag atg gcc gac ttc gat gat cgt gtg 53 



Met Ala Asp Phe Asp Asp Arg Val 
1 5 





teg 


gat 


gag 


gag 


aag 


gt a 


cgc 


ata 


get 


get 


aaa 


ttc 


ate 


act 


cat 


gca 


101 




Ser 


Asp 


Glu 


Glu 


Lys 


val 


Arg 


He 


Ala 


Ala 


Lys 


Phe 


He 


Thr 


His 


Ala 








10 










15 










20 














ccc 


cca 


ggg 


gaa 


ttt 


act L 


gaa 


gta 


ttc 


aat 


gac 


gtt 


egg 


eta 


eta 


ctt 


149 




Pro 


Pro 


Gly Glu Phe 


Asn 


Glu 


Val 


Phe 


Asn Asp Val 


Arg 


Leu 


Leu 


Leu 




y s 


25 




















35 








40 




£=*•- 


aat 


aat 


gac 


aat 


etc 


etc 


agg 


gaa 


ggg 


gca 


gca 


cat 


gca 


ttt 


gcc 


cag 


197 


UJ 


Asn 


Asn 


Asp 


Asn 


Leu 


uc u. 


Arg 


Glu 


Gly Ala Ala His 


Ala 


Phe 


Ala 


Gin 














45 










50 










55 








tat 


aac 


atg 


gat 


cag 


ILL. 


acg 


cct 


gtg 


aag 


ata 


gaa 


gga 


tat 


gaa 


gat 


245 




Tvr 


Asn 


Met 


Asp 


Gin 


Phe 


Thr 


Pro 


Val 


Lys 


He 


Glu 


Gly Tyr 


Glu 


Asp 












60 










65 










70 






_ 


cacr 


QtC 


tta 


att 


aca 


nan 


cac 


ggt 


gac 


ctg 


ggt 


aat 


age 


aga 


ttt 


tta 


293 




Gin 


Val 


Leu 


He 


Thr 


Glu 


His 


Gly Asp Leu Gly Asn 


Ser 


Arg 




Leu 










75 










80 










85 










iy 


gat 


cca 


aga 


aac 


aaa 


att 


tec 


ttt 


aaa 


ttt 


gac 


cac 


tta 


egg 


aaa 


gaa 


341 




Asp 


Pro 


Arg 


Asn 


Lys 


He 


Ser 


Phe 


Lys 


Phe 


Asp 


His 


Leu 


Arg 


Lys 


Glu 








90 










95 










100 










gca 


agt 


gac 


ccc 


cag 


cca 


gaa 


gaa 


gca 


gat 


gga 


ggt 


ctg 


aag 


tct 


tgg 


389 




Ala 


Ser 


Asp 


Pro 


Gin 


Pro 


Glu 


Glu 


Ala 


Asp Gly Gly 


Leu 


Lys 


Ser 


Trp 






105 










110 










115 










120 






aga 


gaa 


tec 


tgt 


gac 


agt 


ggc 


ttw 


aga 


rcc 


tat 


gtg 


aaa 


gac 


cat 


tat 


437 




Arg 


Glu 


Ser 


Cys 


Asp 


Ser 


Gly Xaa Arg Xaa Tyr Val 


Lys 


Asp 


His 


Tyr 














125 










130 










135 








tec 


aac 


ggc 


ttc 


tgt 


act 


gtt 


tat 


get 


aaa 


act 


ate 


gat 


ggg 


caa 


cag 


485 




Ser 


Asn 


Gly Phe 


Cys 


Thr 


Val 


Tyr 


Ala 


Lys 


Thr 


He 


Asp Gly 


Gin 


Gin 












140 










145 










150 










act 


att 


att 


gca 


tgt 


att 


gaa 


age 


cac 


cag 


ttt 


cag 


cct 


aaa 


aac 


ttc 


533 




Thr 


He 


He 
155 


Ala 


Cys 


He 


Glu 


Ser 
160 


His 


Gin 


Phe 


Gin 


Pro 
165 


Lys 


Asn 


Phe 






tgg 


aat 


ggt 


cgt 


tgg 


aga 


tea 


gag 


tgg 


aag 


ttc 


ace 


ate 


ata 


cca 


cct 


581 




Trp 


Asn 


Gly Arg Trp 


Arg 


Ser 


Glu 


Trp 


Lys 


Phe 


Thr 


He 


He 


Pro 


Pro 








170 










175 










180 














aca 


gcc 


cag 


gtg 


gtt 


ggc 


gtg 


ctt 


aag 


att 


cag 


gtt 


cac 


tat 


tat 


gaa 


629 




Thr 


Ala 


Gin 


Val 


Val 


Gly 


Val 


Leu 


Lys 


He 


Gin 


Val 


His 


Tyr 


Tyr 


Glu 






185 










190 










195 






200 






gat 


ggc 


aat 


gtt 


cag 


ttg 


gtt 


agt 


cat 


aaa 


gat 


gta 


cag 


gat 


tea 


eta 


677 




Asp 


Gly 


Asn 


Val 


Gin 


Leu 


Val 


Ser 


His 


Lys 


Asp Val 


Gin Asp 


Ser 


Leu 





205 210 215 



809 



act gtt teg aat gaa g 693 
Thr Val Ser Asn Glu 
220 

<210> 1192 

<211> 429 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 84 . .428 



<400> 1192 

ateggtagat tgagtggcta gagaggtegg aggtaagtgg ctatagaagt cgggcggacc 60 
cggaacccag aggacgegae acc atg act tat get tat etc ttc aag tat ate 113 
^ Met Thr Tyr Ala Tyr Leu Phe Lys Tyr He 

1 5 10 

Jg ate ate gga gac aca ggt gtg ggg aag tea tgt etc etc ctg cag ttt 161 
yi He He Gly Asp Thr Gly Val Gly Lys Ser Cys Leu Leu Leu Gin Phe 
fc* 15 20 25 

iy aca gat aag egg ttc cag cct gtc cac gac etc aca ata ggt gtg gag 209 
~Z Thr Asp Lys Arg Phe Gin Pro Val His Asp Leu Thr He Gly Val Glu 
5 30 35 40 

% ttt gga get cgt atg gtc aac att gat gga aaa caa ate aaa ctg caa 257 

Phe Gly Ala Arg Met Val Asn He Asp Gly Lys Gin He Lys Leu Gin 
L 45 50 55 

U ate tgg gat acg get ggg caa gaa tec ttc cgt tct ate acc nrt ncc 305 
fU He Trp Asp Thr Ala Gly Gin Glu Ser Phe Arg Ser He Thr Xaa Xaa 
iy 60 65 70 

^ tac tac agg gga gca get gga gca ctg ctg gtg tac gac att aca agg 353 
q Tyr Tyr Arg Gly Ala Ala Gly Ala Leu Leu Val Tyr Asp He Thr Arg 
3 75 80 85 90 

cgt kra acc ttc wnc cas ctg acc tea tgg tta gag gat gec egg cag 401 
Arg Xaa Thr Phe Xaa Xaa Leu Thr Ser Trp Leu Glu Asp Ala Arg Gin 

95 100 105 

cac tct agt tec aac atg gtt ate atg c 429 
His Ser Ser Ser Asn Met Val He Met 
HO 115 



<210> 1193 

<211> 325 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .325 



<400> 1193 

tatggaaacc atccctagtc aaggacactt taaatatata gtctaaatac cgttaaggta 60 
ggcccactag ctgtgttcac attttccctt ggccacctta ccagggrctt taataacttg 120 



810 



* # 



ggaaagtgaa aacaacaagc taacccac atg ttc acc ata gaa aac aat ttt 172 

Met Phe Thr He Glu Asn Asn Phe 
1 5 

gtc ttg aaa aac aag gac tct ttt tec cgt gtg gga cca gtt cct act 220 
Val Leu Lys Asn Lys Asp Ser Phe Ser Arg Val Gly Pro Val Pro Thr 

10 15 20 

tat gtt tta cca gec aat tgg act gga acc tat aca gtt gtt tat tta 268 
Tyr Val Leu Pro Ala Asn Trp Thr Gly Thr Tyr Thr Val Val Tyr Leu 
25 30 35 40 

gec ccc gaa att aat ata get ccc aac aac caa tec ntc att ata ctt 316 
Ala Pro Glu He Asn He Ala Pro Asn Asn Gin Ser Xaa He He Leu 

45 50 55 

tta act gca 325 
Leu Thr Ala 





<210> 


1194 




<211> 


448 




<212> 


DNA 




<213> 


Homo 








m 


<220> 






<221> 


CDS 




<222> 


153 . 



5=3 : 
sa : 

iy 

;==ra 

J=fa 

o 



<400> 1194 

attgegectg cgccasgccg getgegagae tggggccgtg gctgctggtc ccgggtgatg 60 
etaggegget ccctgggctc caggctgttg cggggtgtag gtgggagtca eggaeggtte 12 0 
ggggeccgag gtgtccgcga aggtggcgca gc atg gcg gca ggg gag age atg 173 

Met Ala Ala Gly Glu Ser Met 
flJ 15 

get cag egg atg gtc tgg gtg gac ctg gag atg aca gga ttg gac att 221 
Ala Gin Arg Met Val Trp Val Asp Leu Glu Met Thr Gly Leu Asp He 

10 15 20 

gag aag gac cag att att gag atg gee tgt ctg ata act gac tct gat 269 
Glu Lys Asp Gin He He Glu Met Ala Cys Leu He Thr Asp Ser Asp 

25 30 35 

etc aac att ttg get gaa ggt cct aac ctg att ata aaa caa cca gat 317 
Leu Asn He Leu Ala Glu Gly Pro Asn Leu He He Lys Gin Pro Asp 
40 45 50 55 

gag ttg ctg gac age atg tea gat tgg tgt aag gag cat cac ggg aag 365 
Glu Leu Leu Asp Ser Met Ser Asp Trp Cys Lys Glu His His Gly Lys 

60 65 70 

tct ggc ctt acc aag gca gtg aag gag agt aca att aca ttg cag cag 413 
Ser Gly Leu Thr Lys Ala Val Lys Glu Ser Thr He Thr Leu Gin Gin 

75 80 85 

gca gag tat gaa ttt ctg tec ttt gta cga cag ca 448 
Ala Glu Tyr Glu Phe Leu Ser Phe Val Arg Gin 
90 95 



<210> 1195 
<211> 459 
<212> DNA 

<213> Homo sapiens 



811 



* # 



<220> 
<221> CDS 
<222> 80 . .457 



<400> 1195 

aaaacaaccg actcctttcc aggtgaaggg tgacttggct gaagaaacac ttaaattctg 60 
gaaatagcga ctcagtatc atg gcc age age ctt aat gaa gat cca gaa gga 112 

Met Ala Ser Ser Leu Asn Glu Asp Pro Glu Gly 
15 10 
age aga ate act tat gtg aaa gga gac ctt ttt gca tgc ccg aaa aca 160 
Ser Arg He Thr Tyr Val Lys Gly Asp Leu Phe Ala Cys Pro Lys Thr 

15 20 25 

gac tct tta gcc cac tgt ate agt gag gat tgt cgc atg ggc get ggg 2 08 

Asp Ser Leu Ala His Cys He Ser Glu Asp Cys Arg Met Gly Ala Gly 
30 35 40 

^ ata get gtc etc ttt aag aag aaa ttt gga ggg gtg caa gaa ctt tta 256 
%*$ He Ala Val Leu Phe Lys Lys Lys Phe Gly Gly Val Gin Glu Leu Leu 
C s 45 50 55 

U| aat caa caa aag aaa tct gga gaa gtg get gtt ctg aag aga gat ggg 304 

yL Asn Gin Gin Lys Lys Ser Gly Glu Val Ala Val Leu Lys Arg Asp Gly 

hj 60 65 70 75 

J3 ° ga tat atn nat tac tt: 9 att aca aag aaa agg get teg cac aag cca 352 

-f Arg Tyr Xaa Xaa Tyr Leu He Thr Lys Lys Arg Ala Ser His Lys Pro 

% 80 85 90 

act tat gaa aac tta cag aag agt tta gag gca atg aag tct cat tgt 400 
Thr Tyr Glu Asn Leu Gin Lys Ser Leu Glu Ala Met Lys Ser His Cys 
O 95 100 105 

fU ctg aag aat gga gtc act gac etc tec atg ccc agg att gga tgt ggt 448 
fy Leu Lys Asn Gly Val Thr Asp Leu Ser Met Pro Arg He Gly Cys Gly 
g 110 115 120 

g ctt gat cgt ct 459 
Leu Asp Arg 
125 



<210> 1196 

<211> 310 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 78 . .308 



<400> 1196 

gcaaacmytt cccgtcaatt ggcagaaaac aaccttgagg aaccttgacg agtgtccgga 60 
gtttagaaaa cttaggg atg gag ccc ccc aag atg aac cca gtg gtg gag 110 

Met Glu Pro Pro Lys Met Asn Pro Val Val Glu 
15 10 
cca ctg tec tgg atg ctg ggc acc tgg ctg teg gac cca cct gga gcc 158 
Pro Leu Ser Trp Met Leu Gly Thr Trp Leu Ser Asp Pro Pro Gly Ala 
15 20 25 



812 



ggg ace tac 
Gly Thr Tyr 
30 

ate tec cac 
lie Ser His 
45 

cac ccg gac 
His Pro Asp 
60 

tea age cc 
Ser Ser 



ccc aca ctg 
Pro Thr Leu 

gtg ggc cag 
Val Gly Gin 

acg cgc aas 
Thr Arg Xaa 
65 



cag ccc ttc 
Gin Pro Phe 
35 

ccc atg ctg 
Pro Met Leu 
50 

cga tgc aca 
Arg Cys Thr 



cag tac ctg 
Gin Tyr Leu 

aac ttc teg 
Asn Phe Ser 
55 

gag agt gtg 
Glu Ser Val 
70 



gag gag gtt 
Glu Glu Val 
40 

ttc aac tec 
Phe Asn Ser 

get tea ytc 
Ala Ser Xaa 



cac 206 
His 

ttc 254 
Phe 

gee 302 

Ala 

75 

310 



<210> 1197 

<211> 463 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 193 . .462 



I , <400> 1197 

~x gaggaggeca ggagatttct ggcggcgccg gcgccatttt getggagect gcgaccgagt 60 
"*? gggagtggag tggagegget gtggttgccg actctttcct cttccccacg gtccagtcag 12 0 
egggttaatt aggecategg ccctcgagcc gagacttgtc tcttatttag ttctggggag 180 
%U cgcctcgtcg ac atg agt gat gtg gag gaa aac aac ttc gag ggc aga gag 231 
s Met Ser Asp Val Glu Glu Asn Asn Phe Glu Gly Arg Glu 

O 1 5 10 

fU tct cgc tct cag tca aaa tct cca ac 9 99 a act cct 9 ct cgt gta aaa 279 
fU Ser Ar 9 Ser Gln Ser L ys Ser Pro Thr Gly Thr Pro Ala Arg Val Lys 
i£ 15 20 25 

^ teg gag age agg tca gga tct cgt agt cca tca agg gtt tec aaa cac 327 
^ Ser Glu Ser Arg Ser Gly Ser Arg Ser Pro Ser Arg Val Ser Lys His 
U 30 35 40 45 

tct gaa tec cat tct cga tca aga tca aat cca ggt cga ggt caa gga 375 
Ser Glu Ser His Ser Arg Ser Arg Ser Asn Pro Gly Arg Gly Gin Gly 

50 55 60 

gac att etc ata gac gtt aca etc gat cca gat ccc act etc act etc 423 
Asp lie Leu lie Asp Val Thr Leu Asp Pro Asp Pro Thr Leu Thr Leu 

65 70 75 

ata gga gac gat etc gaa gta gat cat ata cac cag aat a 463 
He Gly Asp Asp Leu Glu Val Asp His He His Gin Asn 
80 85 90 



<210> 1198 

<211> 447 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 3 . .446 



813 




<400> 1198 

ta atg cgc ccg ccg tgt cca tgg aga gaa get gag gcg gec gac ctt 47 
Met Arg Pro Pro Cys Pro Trp Arg Glu Ala Glu Ala Ala Asp Leu 



5 10 15 





ccc gag 


gca 


ccg 


ggg 


cgc 


egg 


gac 


gsm 


aag 


atg 


teg 


get 


tec 


tta 


95 




".x.y fro o±u 


TV "I 

Aia 


Pro 


Gly Arg Arg 


Asp 


Xaa 


Lys 


Met 


Ser 


Ala 


Ser 


Leu 










20 










25 










30 








gtc egg gca 


L. 


gtc 


egg 


get 


gtg 


age 


aag 


agg 


aag 


ctg 


cag 


ccc 


acc 


143 




Val Hiy Hid 


lnr 


Val 


Arg 


Ala 


Val 


Ser 


Lys 


Arg 


Lys 


Leu 


Gin 


Pro 


Thr 








3 D 










40 










45 










^yg yea gec 


etc 


acc 


ctg 


aca 


cct 


tea 


gca 


gta 


aac 


aag 


ata 


aaa 


caa 


191 




■MI. y M,ld Ala 


Leu 


Thr 


Leu 


Thr 


Pro 


Ser 


Ala 


Val 


Asn 


Lys 


He 


Lys 


Gin 






D U 










55 










60 










Ctt CCL. add 


gac 


aag 


cct 


gag 


cat 


gta 


ggt 


gta 


aaa 


gtt 


ggt 


gtc 


cga 


239 




jjeu jjeu L»ys 


Asp 


Lys 


Pro 


Glu 


His 


Val 


Gly Val 


Lys 


Val 


Gly Val 


Arg 






b b 








70 










75 












acc agg ggc 


tgt 


aat 


ggc 


ctt 


tct 


tat 


act 


eta 


gaa 


tat 


aca 


aag 


aca 


287 




Thr Arg Gly 


Cys 


Asn Gly Leu 


Ser 


Tyr 


Thr 


Leu 


Glu 


Tyr 


Thr 


Lys 


Thr 




• & 


o U 






85 










90 








95 






aaa gga gat 


tct 


gat 


gaa 


gaa 


gec 


att 


caa 


gat 


gga 


gtc 


aga 


y L.d 


ttc 


335 




Lys Gly Asp 


Ser 


Asp 


Glu 


Glu 


Val 


He 


Gin 


Asp 


Gly Val 


Arg 


Val 


Phe 






ate gaa aag 




100 










105 










110 






e.n 


aaa 


gca 


cag 


eta 


aca 


ctt 


tta 


gga 


aca 


gaa 


atg 


gac 


tat 


383 




lie Glu Lys 


Lys 


Ala 


Gin 


Leu 


Thr 


Leu 


Leu Gly Thr Glu 


Met 


Asp 


Tyr 








115 










120 










125 






■saw 


gtt gaa gac 


aaa 


tta 


tec 


agt 


gag 


ttt 


gtg 


ttc 


aat 


aac 


cca 


rac 


ate 


431 




Val Glu Asp 


Lys 


Leu 


Ser 


Ser 


Glu 


Phe 


Val 


Phe 


Asn 


Asn 


Pro 


Xaa 


He 






130 










135 










140 










IU 


aaa ggg act 


tgt 


ggc 


t 






















447 


S3 S 


Lys Gly Thr 


Cys 


Gly 


























S ? 


145 






























































E-Jf 


<210> 1199 






























o 


<211> 405 
































<212> DNA 
































<213> Homo sapiens 




























<220> 
































<221> CDS 
































<222> 33 . .404 






























<400> 1199 
































gcgcatgcgc gctcccctct cacgcagcca ac 


atg 


get 


cca 


gtg 


gag 


cac 


gtt 


53 


















Met 


Ala 


Pro 


Val 


Glu 


His 


Val 






gtg gcg gat 


get 


ggg 


get 


ttc 


ctg 


egg 


1 

cat 


gcg 


get 


ctg 


5 

cag 


gac 


ate 


101 




Val Ala Asp Ala Gly Ala 


Phe 


Leu 


Arg 


His 


Ala 


Ala 


Leu 


Gin 


Asp 


He 






10 










15 










20 










ggg aag aac 


att 


tac 


acc 


ate 


egg 


gag 


gtg 


gtc 


act 


gag 


att 


egg 


gac 


149 




Gly Lys Asn 


He 


Tyr 


Thr 


He 


Arg 


Glu 


Val 


val 


Thr 


Glu 


He 


Arg Asp 






25 








30 










35 














aag gec aca 


cgc 


agg 


egg 


etc 


get 


gtc 


ctg 


ccc 


tac 


gag 


ctg 


egg 


ttc 


197 



814 



Lys Ala Thr Arg Arg Arg 
40 45 
aag gag ccc tta ccg gaa 
Lys Glu Pro Leu Pro Glu 
60 

aaa aca gga gac tac ccc 
Lys Thr Gly Asp Tyr Pro 
75 

gca etc aca tac cag ttg 
Ala Leu Thr Tyr Gin Leu 
90 

aaa caa gaa cca cag aag 
Lys Gin Glu Pro Gin Lys 
105 

gaa aca cct ctg cac a 
Glu Thr Pro Leu His 
120 



Leu Ala Val Leu Pro Tyr 
50 

tac gtg egg ctg gtg act 
Tyr Val Arg Leu Val Thr 
65 

age etc tct gec acg gac 
Ser Leu Ser Ala Thr Asp 
80 

gaa gca gag ttt gtt ggg 
Glu Ala Glu Phe Val Gly 
95 

gtt aag gtg age tea teg 
Val Lys Val Ser Ser Ser 
110 115 



Glu Leu Arg Phe 
55 

gag ttt tea aag 245 
Glu Phe Ser Lys 
70 

ate caa gtg ctt 293 
He Gin Val Leu 
85 

gtg tct cac eta 341 

Val Ser His Leu 

100 

att cag cac cca 389 
He Gin His Pro 

405 



0 


<210> 


1200 




<211> 


430 


Ul 


<212> 


DNA 




<213> 


Homo 



<220> 
^ <221> CDS 
^ <222> 94 . .429 



<400> 1200 

fy ttctgtccgg ccagccgctg gagtegttag gtgccgcctt gcttctgacg agccacacgt 60 
ttgettctte cctgtgttcc cagctggagg gac atg agt gtc cct ggg ccg teg 114 

Met Ser Val Pro Gly Pro Ser 
1 5 

tct ccg gac ggg gee ctg aca egg cca ccc tac tgc ctg gag gee ggg 162 
Ser Pro Asp Gly Ala Leu Thr Arg Pro Pro Tyr Cys Leu Glu Ala Gly 

10 15 20 

gag ccg acg cct ggt tta agt gac act tct cca gat gaa ggg tta ata 210 
Glu Pro Thr Pro Gly Leu Ser Asp Thr Ser Pro Asp Glu Gly Leu He 

25 30 35 

gag gac ttg act ata gaa gac aaa gca gtg gag caa ctg gca gaa gga 258 
Glu Asp Leu Thr He Glu Asp Lys Ala Val Glu Gin Leu Ala Glu Gly 
40 45 50 55 

ttg ctt tct cat tat ttg cca gat ctg cag aga tea aaa caa gee etc 306 
Leu Leu Ser His Tyr Leu Pro Asp Leu Gin Arg Ser Lys Gin Ala Leu 

60 65 70 

cag gaa etc aca cag aac caa gtt gta ttg tta gac aca ctg gaa caa 354 
Gin Glu Leu Thr Gin Asn Gin Val Val Leu Leu Asp Thr Leu Glu Gin 

75 80 85 

gag att tea aaa ttt aaa gaa tgt cat tct atg ttg gat att aat get 402 
Glu He Ser Lys Phe Lys Glu Cys His Ser Met Leu Asp He Asn Ala 

90 95 100 

ttg ttt get gag get aaa cac tat cat g 430 
Leu Phe Ala Glu Ala Lys His Tyr His 
105 110 



815 



<210> 1201 

<211> 403 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . .402 



<400> 1201 

aaccagggac gaccgcggcc accgagg atg ggg aaa tec aac age aag ttg aag 54 

Met Gly Lys Ser Asn Ser Lys Leu Lys 
1 5 

ccc gaa gtt gtg gag gag ctg acc agg aag acc tac ttt acc gag aag 102 
Pro Glu Val Val Glu Glu Leu Thr Arg Lys Thr Tyr Phe Thr Glu Lys 
10 15 20 25 

O gag gtc cag cag tgg tac aaa ggc ttc ate aag gac tgc ccc agt ggg 15 0 

J3 Glu Val Gln Gin Trp Tyr Lys Gly Phe He Lys Asp Cys Pro Ser Gly 
Ul 30 35 40 

l£ cag ctg gat gcg gca ggc ttc cag aag ate tac aag caa ttc ttc ccg 198 

Gin Leu Asp Ala Ala Gly Phe Gin Lys He Tyr Lys Gin Phe Phe Pro 
jj 45 50 55 

ttc gga gac ccc acc aag ttt gec aca ttt gtt ttc aac gtc ttt gat 246 
^ Phe Gly Asp Pro Thr Lys Phe Ala Thr Phe Val Phe Asn Val Phe Asp 
^ 60 65 70 

gaa aac aag gac ggg cga att gag ttc tec gag ttc ate cag gcg ctg 2 94 

U Glu Asn Lys Asp Gly Arg He Glu Phe Ser Glu Phe He Gin Ala Leu 
Rj 75 80 85 

pj tc 9 ^9 acc tea egg gga acc tgg atg aga age tac ggt ggg cct tea 342 
j* Ser Val Thr Ser Arg Gly Thr Trp Met Arg Ser Tyr Gly Gly Pro Ser 
p 90 95 100 105 

^ age tct acg act tgg aca atg atg get aca tea cca gga atg aga tgc 390 
^ Ser Ser Thr Thr Trp Thr Met Met Ala Thr Ser Pro Gly Met Arg Cys 

HO 115 120 

tgg aca ttg tgg a 403 
Trp Thr Leu Trp 
125 



<210> 1202 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 88 . .459 



<400> 1202 

taaagttaag agtggcgcca gggatttgaa ccgcgctgac gaagttggtg atccatcttc 60 
egagtatege egggattteg aatcgcg atg ate ate ccc tct eta gag gag ctg 114 

Met He He Pro Ser Leu Glu Glu Leu 



816 



# 



1 5 

gac tec etc aag tac agt gac ctg cag aac tta gec aag agt ctg ggt 162 

Asp Ser Leu Lys Tyr Ser Asp Leu Gin Asn Leu Ala Lys Ser Leu Gly 

10 15 20 25 

etc egg gee aac ctg agg gca acc aag ttg tta aaa gee ttg aaa ggc 210 

Leu Arg Ala Asn Leu Arg Ala Thr Lys Leu Leu Lys Ala Leu Lys Gly 

30 35 40 

tac att aaa cat gag gca aga aaa gga aat gag aat cag gat gaa agt 258 
Tyr He Lys His Glu Ala Arg Lys Gly Asn Glu Asn Gin Asp Glu Ser 

45 50 55 

caa act tct gca tec tct tgt gat gag act gag ata cag ate age aac 306 
Gin Thr Ser Ala Ser Ser Cys Asp Glu Thr Glu He Gin He Ser Asn 

60 65 70 

cag gaa gaa get gag aga cag cca ctt ggc cat gtc acc aaa aca agg 354 
Gin Glu Glu Ala Glu Arg Gin Pro Leu Gly His Val Thr Lys Thr Arg 

75 80 85 

aga agg tgc aag act gtc cgt gtg gac cct gac tea cag aat cat gaa 402 
S3 Arg Arg Cys Lys Thr Val Arg Val Asp Pro Asp Ser Gin Asn His Glu 
*9 90 95 100 105 

U| aag cag gaa agn cag gat etc tnn age tac tgc aaa agt tec ttc tec 450 
y, Lys Gin Glu Xaa Gin Asp Leu Xaa Ser Tyr Cys Lys Ser Ser Phe Ser 
yj HO 115 120 

acc aga cga gc 461 
Thr Arg Arg 

^ <210> 1203 

s <211> 401 

O <212> DNA 

jjy <213> Homo sapiens 



pas 



<220> 
<221> CDS 
<222> 224 . .400 



<400> 1203 

agaacctaga gggcctcggg attgeggaag tttggtgggg agggteggag ctctggtgga 60 

gagagtgttg tctaaaacaa gttccggaag ggaggctgee cttcgcggtc cgagaaccac 12 0 

cggcctcccc agtttgaggg ctgttacccc gtgegegett egaegttget gctgttggct 180 

ctcctcgccc ctcgtccctt gggaaccgcc tgggaactcc gee atg tea tec act 235 



Met Ser Ser Thr 
1 



teg 


ccc 


aan 


etc 


cag 


aaa 


gcg 


ata 


gat 


ctg 


get 


age 


aaa 


gca 


gcg 


caa 


283 


Ser 


Pro 


Xaa 


Leu 


Gin 


Lys 


Ala 


He 


Asp 


Leu 


Ala 


Ser 


Lys 


Ala 


Ala 


Gin 




5 










10 










15 










20 




gaa 


gac 


aag 


get 


ggg 


aac 


tac 


gaa 


gaa 


gee 


ctt 


cag 


etc 


tat 


cag 


cat 


331 


Glu 


Asp 


Lys 


Ala 


Gly 


Asn 


Tyr 


Glu 


Glu 


Ala 


Leu 


Gin 


Leu 


Tyr 


Gin 


His 












25 










30 








35 






get 


rtg 


cag 


tat 


ttt 


ctt 


cat 


gtc 


gtt 


aaa 


tat 


gaa 


gca 


cag 


ggt 


gat 


379 


Ala 


Xaa 


Gin 


Tyr 


Phe 


Leu 


His 


Val 


Val 


Lys 


Tyr 


Glu 


Ala 


Gin 


Gly Asp 










40 










45 










50 








aaa 


gee 


aag 


caa 


agt 


ate 


agg 


g 


















401 


Lys 


Ala 


Lys 
55 


Gin 


Ser 


He 


Arg 























817 



<210> 1204 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .428 



<400> 1204 

agggcgcgac gcttttctgt tacccacaga ggcccgccgc ggctgcgcca tccgcggcc 59 
atg aag ttt egg gec aag ate gtg gac ggg gec tgt ctg aac cac ttc 107 
Met Lys Phe Arg Ala Lys lie Val Asp Gly Ala Cys Leu Asn His Phe 
15 10 15 

aca cga ate agt aac atg ata gee aag ctt gee aaa ace tgc acc etc 155 
Thr Arg He Ser Asn Met He Ala Lys Leu Ala Lys Thr Cys Thr Leu 

20 25 30 

cgc ate age cct gat aag ctt aac ttc ate ctt tgt gac aag ctg get 203 
n Arg He Ser Pro Asp Lys Leu Asn Phe He Leu Cys Asp Lys Leu Ala 
2 35 40 45 

aat gga gga gtg age atg tgg tgt gag ctg gaa cag gag aac ttc ttc 251 
Asn Gly Gly Val Ser Met Trp Cys Glu Leu Glu Gin Glu Asn Phe Phe 
^ 50 55 60 

■a* aac gaa ttt caa atg gag ggt gtc tct gca gaa aac aat gag att tat 2 99 

yj Asn Glu Phe Gin Met Glu Gly Val Ser Ala Glu Asn Asn Glu He Tyr 

s 65 70 75 80 

p tta gag eta aca teg gaa aac tta tct cga gee ttg aag act gec cag 347 

pj Leu Glu Leu Thr Ser Glu Asn Leu Ser Arg Ala Leu Lys Thr Ala Gin 

hj 85 90 95 

^ aat gee agg get ttg aaa ate aaa ctg act aat aaa cac ttt ccc tgc 395 

^ Asn Ala Arg Ala Leu Lys He Lys Leu Thr Asn Lys His Phe Pro Cys 

S 100 105 110 

^ etc acg gtc tec gtg gag ctg tta tct atg tea ag 430 
Leu Thr Val Ser Val Glu Leu Leu Ser Met Ser 
115 120 

<210> 1205 

<211> 387 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 35. .385 



<400> 1205 

aaccatttct agtccccttt cctcgcagga cctc atg agt aag ctg tgg egg cgt 55 

Met Ser Lys Leu Trp Arg Arg 
1 5 

ggg age acc tct ggg get atg gag gee cct gag ccg gga gaa gec ctg 103 
Gly Ser Thr Ser Gly Ala Met Glu Ala Pro Glu Pro Gly Glu Ala Leu 



818 



J3 



fu 



10 15 20 

gag ttg age ctg gcg ggt gec cat ggc cat gga gtg cac aag aaa aaa 151 
Glu Leu Ser Leu Ala Gly Ala His Gly His Gly Val His Lys Lys Lys 

25 30 35 

cac aag aag cac aag aag aaa cac aag aag aaa cac cat cag gaa gaa 199 
His Lys Lys His Lys Lys Lys His Lys Lys Lys His His Gin Glu Glu 
40 45 50 55 

gac gec ggg ccc acg cag ccg tec cct gec aag cct cag etc aaa etc 247 
Asp Ala Gly Pro Thr Gin Pro Ser Pro Ala Lys Pro Gin Leu Lys Leu 

60 65 70 

aaa ate aag ctt ggg gga caa gtc ctg ggg acc aag agt gtt cct ace 295 
Lys He Lys Leu Gly Gly Gin Val Leu Gly Thr Lys Ser Val Pro Thr 

75 80 85 

ttc act gtg ate cca gag ggg cct cgc tea ccc tct ccc ctt atg gtt 343 
Phe Thr Val He Pro Glu Gly Pro Arg Ser Pro Ser Pro Leu Met Val 

90 95 100 

gtg gat aat gaa gag gaa cct atg gaa gga gtc ccc ctt gag ca 387 
Val Asp Asn Glu Glu Glu Pro Met Glu Gly Val Pro Leu Glu 
105 110 115 

<210> 1206 

<211> 431 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 220 . .429 



<400> 1206 

cctccctccc aceggaaaac tctgaggaca tgaatagtcg ccaggcttgg cggctcttgc 60 
tctcccaagg cagaggagat cgttgggttt caaggccccg egggcattte tcgccggccc 12 0 
tgeggagaga gttcttcact accacaacca aggagggata tgataggegg ccagtggata 180 
taactccttt agaacaaagg aaattaactt ttgataccc atg cat tgg ttc agg 234 

Met His Trp Phe Arg 
1 5 

act tgg aaa etc atg gaa ata aca gta caa cag eta atg get cat ttg 282 
Thr Trp Lys Leu Met Glu He Thr Val Gin Gin Leu Met Ala His Leu 

10 15 20 

gat get ate agg aaa gac atg gtc ate eta gag aaa agt gaa ttt gca 330 
Asp Ala He Arg Lys Asp Met Val He Leu Glu Lys Ser Glu Phe Ala 

25 30 35 

aat ctg aga gca gag aat gag aaa atg aaa att gaa tta gac caa gtt 378 
Asn Leu Arg Ala Glu Asn Glu Lys Met Lys He Glu Leu Asp Gin Val 

40 45 50 

aag caa caa eta atg cat gaa acc agt yga ate aga gca gat aat aaa 426 
Lys Gin Gin Leu Met His Glu Thr Ser Xaa He Arg Ala Asp Asn Lys 

55 60 65 

ctg ga 431 
Leu 
70 



<210> 1207 



819 



<211> 855 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 653. .853 



<400> 1207 

cctccctccc accggaaaac tctgaggaca tgaatagtcg ccaggcttgg cggctcttgc 60 

tctcccaagg cagaggagat cgttgggttt caaggccccg cgggcatttc tcgccggccc 12 0 

tgcggagagg tgaggcaagg cgtcgtgtca tagatgcctg agtgctctct agggagacga 18 0 

tgcccgtggg gtcgcgcctg ctcgagcgaa cgggaagaga aggtgccacg ccctcctccc 24 0 

ggattcacgc cttgtgctgg gcgacgccgc tgcctgctgc cccgacttgc ccagctcgcc 300 

ccaaggggcg aggactgagg aaagcactgc ctttctgttc ttaaagcgaa cctttgaagg 3 60 

cctgggcttc gcgcccggct tctttctcag ccgttgtttc cgttttttgg tgacaagagg 420 

^ ctagtaatct cgtcaggagc caacgtaaga gttcttcact accacaacca aggagggmta 480 

O tgataggcgg ccagtggata taactccttt agaacaaagg aaattaactt ttgataccca 54 0 

*Q tgcattggtt caggacttgg aaactcatgg atttgacaaa acacaagcag aaacaattgt 600 

U| atcagcgtta actgctttat caaatgtcag gctggmtact atctataaag ag atg gtc 658 
M= Met Val 
hi 1 

fp, act caa get caa cag gra ata aca gta caa cag eta atg get cat ttg 706 
"if Thr Gin Ala Gin Gin Xaa He Thr Val Gin Gin Leu Met Ala His Leu 

gat get ate agg aaa gac atg gtc ate eta gag aaa agt gaa ttt gca 754 

s Asp Ala He Arg Lys Asp Met Val He Leu Glu Lys Ser Glu Phe Ala 

O 20 25 30 

Pi aat ct 9 a 9 a 9 ca 9 a 9 aat 9 a 9 aaa atg aaa att gaa tta gac caa gtt 802 

j?y Asn Leu Arg Ala Glu Asn Glu Lys Met Lys He Glu Leu Asp Gin Val 
j* 35 40 45 50 

aa 9 caa caa eta atg cat gaa ace agt yga ate aga gca gat aat aaa 850 

^ Lys Gin Gin Leu Met His Glu Thr Ser Xaa He Arg Ala Asp Asn Lys 
W 55 60 65 

ctg ga 855 

Leu 



<210> 1208 

<211> 439 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 106. .438 



<400> 1208 

aaccgacgcg cnnstgtgga gaageggett ggtcgggggt ggtctcgtgg ggtcctgcct 60 
gtttagtege tttcagggtt cttgagcccc ttcacgaccg tcacc atg gaa gtg tea 117 

Met Glu Val Ser 

1 

cca ttg cag cct gta aat gaa aat atg caa gtc aac aaa ata aag aaa 165 



820 



ru 



Pro 


Leu 


Gin 


Pro 


Val 


Asn 


Glu 


Asn 


Met 


Gin 


Val 


Asn 


Lys 


He 


Lys 


Lys 




5 










10 










15 








20 




aat 


gaa 


gat 


get 


aag 


aaa 


aga 


ctg 


tct 


gtt 


gaa 


aga 


ate 


tat 


caa 


aag 


213 


Asn 


Glu 


Asp 


Ala 


Lys 


Lys 


Arg 


Leu 


Ser 


Val 


Glu Arg 


He 


Tyr 


Gin 


Lys 












25 










30 










35 






aaa 


aca 


caa 


ttg 


gaa 


cat 


att 


ttg 


etc 


cgc 


cca 


gac 


acc 


tac 


att 


ggt 


261 


Lys 


Thr 


Gin 


Leu 
40 


Glu 


His 


He 


Leu 


Leu 
45 


Arg 


Pro 


Asp 


Thr 


Tyr 
50 


He 


Gly 




tct 


gtg 


gaa 


tta 


gtg 


acc 


cag 


caa 


atg 


tgg 


gtt 


tac 


gat 


gaa 


gat 


gtt 


309 


Ser 


Val 


Glu 
55 


Leu 


Val 


Thr 


Gin 


Gin 
60 


Met 


Trp 


Val 


Tyr 


Asp 
65 


Glu 


Asp 


Val 




ggc 


att 


aac 


tat 


agg 


gaa 


gtc 


act 


ttt 


gtt 


cct 


ggt 


ttg 


tac 


aaa 


ate 


357 


Gly 


He 


Asn 


Tyr 


Arg 


Glu 


Val 


Thr 


Phe 


Val 


Pro 


Gly Leu Tyr 


Lys 


He 






70 










75 










80 










ttt 


gat 


gag 


att 


eta 


gtt 


aat 


get 


gcg 


gac 


aac 


aaa 


caa 


agg 


gac 


cca 


405 


Phe 


Asp 


Glu 


He 


Leu 


Val 


Asn 


Ala 


Ala 


Asp 


Asn 


Lys 


Gin 


Arg 


Asp 


Pro 




85 










90 










95 










100 




aaa 


atg 


tct 


tgt 


att 


aga 


gtc 


aca 


att 


gat 


ccg 


g 










439 


Lys 


Met 


Ser 


Cys 


He 
105 


Arg 


Val 


Thr 


He 


Asp 
110 


Pro 















<210> 1209 

<211> 287 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .285 



<400> 1209 

gatccgaata ctaagcagag egagtgeegg gctgagtgta agacactgaa gaeactgeag 60 
agcaaggtgc ttattccaga ggcgttacaa aac atg gag att aaa gac cag gga 114 

Met Glu He Lys Asp Gin Gly 

1 5 

gec caa atg gag ccg ctg ctg cct acg aga aat gat gaa gaa gca gtt 162 
Ala Gin Met Glu Pro Leu Leu Pro Thr Arg Asn Asp Glu Glu Ala Val 

10 15 20 

gtg gat aga ggt gga act cgt tct att etc aaa aca cac ttt gag aaa 210 
Val Asp Arg Gly Gly Thr Arg Ser He Leu Lys Thr His Phe Glu Lys 

25 30 35 

gaa gat tta gaa ggt cat cga aca eta ttt att gga gta cat gtg ccc 258 
Glu Asp Leu Glu Gly His Arg Thr Leu Phe He Gly Val His Val Pro 
40 45 50 55 

fc Y9 gga gga aga aaa age cat cga cgt ca 2 87 

Xaa Gly Gly Arg Lys Ser His Arg Arg 
60 



<210> 1210 

<211> 406 

<212> DNA 

<213> Homo sapiens 



821 



<220> 
<221> CDS 
<222> 253 . .405 



IU 



<400> 1210 

tttgtaaatg aaggaacatg gctgtgttcc aataaaactt tatgaaaaca gtgagctgaa 60 
tttagcctac aggccataat acgccaatcc tgctctarmc aataaaactg atccttacca 120 
gtatgttagc agaagagggt cagtcagctc tgtttccatg cctgacatgt atcaaagatc 180 
tgggacctct tcccagtgga ggcactaggg ttgcttgttt aaagggtgct tgaacaacta 24 0 
accagcaaag ag atg tct gat gcc aaa tgg gca aga tea aat act gga atg 2 91 

Met Ser Asp Ala Lys Trp Ala Arg Ser Asn Thr Gly Met 

15 10 
eta aaa cac age tgg aat eta aga agg gaa gag ggc ttc tct gac cat 3 39 

Leu Lys His Ser Trp Asn Leu Arg Arg Glu Glu Gly Phe Ser Asp His 

15 20 25 

ttt cat ace age aac aat tta ggc aga att atr aac ate tat tta teg 
Phe His Thr Ser Asn Asn Leu Gly Arg He Xaa Asn He Tyr Leu Ser 
30 35 40 45 

agt gac aat aca aac cga a 
Ser Asp Asn Thr Asn Arg 
50 





<210> 


1211 






<211> 


346 






<212> 


DNA 






<213> 


Homo 


sapiens 


m 


<220> 
<221> 
<222> 


CDS 
150. 


344 



387 



406 



<400> 1211 

agcagaatag aggegecaga agatgegeca tgaggataca cattggccaa tcagcttcag 60 
caatggagcg tgcaaaacac cagtgagctt ctgtcttgct ggagggtegg etttgggegg 120 
aactggcttt gttgaccggg agaaacgag atg ggg gtg aag ctg gag ata ttt 173 

Met Gly Val Lys Leu Glu He Phe 

1 5 

egg atg ata ate tac etc act ttc cct gtg get atg ttc tgg gtt tec 221 
Arg Met He He Tyr Leu Thr Phe Pro Val Ala Met Phe Trp Val Ser 

10 15 20 

aat cag gcc gag tgg ttt gag gac gat gtc ata cag cgc aag agg gag 2 69 

Asn Gin Ala Glu Trp Phe Glu Asp Asp Val He Gin Arg Lys Arg Glu 
25 30 35 40 

ctg tgg cca cct gag aag gta agt gat etc ttc ttc ctg cca gag gga 317 
Leu Trp Pro Pro Glu Lys Val Ser Asp Leu Phe Phe Leu Pro Glu Gly 

45 50 55 

tgg agg agg ctg gat tct tgt ate egg ga 34 6 

Trp Arg Arg Leu Asp Ser Cys He Arg 
60 65 

<210> 1212 
<211> 515 



822 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134. .514 



<400> 1212 

gagcgaggcg cggaggtctg gcctataaag tagtcgcgga gacggggtgc tggtttgcgt 60 
cgtagtctcc tgcagcgtct ggggtttccg ttgcagtcct cggaaccagg acctcggcgt 12 0 
ggcctagcga gtt atg gcg acg aag gcc gtg tgc gtg ctg aag ggc gac 169 
Met Ala Thr Lys Ala Val Cys Val Leu Lys Gly Asp 
15 10 
ggc cca gtg cag ggc ate ate aat ttc gag cag aag gaa agt aat gga 217 
Gly Pro Val Gin Gly He He Asn Phe Glu Gin Lys Glu Ser Asn Gly 

15 20 25 

cca gtg aag gtg tgg gga age att aaa gga ctg act gaa ggc ctg cat 265 
p Pro Val Lys Val Trp Gly Ser He Lys Gly Leu Thr Glu Gly Leu His 
4) 30 35 40 

HI 99^ ttc cat gtt cat gag ttt gga gat aat aca gca ggc tgt ace agt 313 
§^ Gly Phe His Val His Glu Phe Gly Asp Asn Thr Ala Gly Cys Thr Ser 
hf 45 50 55 60 

gca ggt cct cac ttt aat cct eta tec aga aaa cac ggt ggg cca aag 361 
^ Ala Gly Pro His Phe Asn Pro Leu Ser Arg Lys His Gly Gly Pro Lys 

65 70 75 

yj gat gaa gag agg cat gtt gga gac ttg ggc aat gtg act get gac aaa 409 
s Asp Glu Glu Arg His Val Gly Asp Leu Gly Asn Val Thr Ala Asp Lys 

O 80 85 90 

PJ gat ggt gtg gcc gat gtg tct att gaa gat tct gtg ate tea etc tea 457 
fy As P Gly Val Ala Asp Val Ser He Glu Asp Ser Val He Ser Leu Ser 
jf 95 100 105 

ijj gga gac cat tgc ate att ggc cgc aca ctg gtg gtc cat gaa aaa gca 505 
! ]*: Gly Asp His Cys He He Gly Arg Thr Leu Val Val His Glu Lys Ala 
w HO 115 120 

gat gac ttg g 515 

Asp Asp Leu 

125 



<210> 1213 
<211> 426 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .424 



<400> 1213 

gagcgaggcg cggaggtctg gcctataaag tagtcgcgga gacggggtgc tggtttgcgt 60 
cgtagtctcc tgcagcgtct ggggtttccg ttgcagtcct cggaaccagg acctcggcgt 12 0 
ggcctagcga gtt atg gcg acg aag gcc gtg tgc gtg ctg aag ggc gac 169 
Met Ala Thr Lys Ala Val Cys Val Leu Lys Gly Asp 



823 




# 



43 

^0 <220> 



15 10 
ggc cca gtg cag ggc ate ate aat ttc gag cag aag gaa agt aat gga 217 
Gly Pro Val Gin Gly He He Asn Phe Glu Gin Lys Glu Ser Asn Gly 

15 20 25 

cca gtg aag gtg tgg gga age ata ggg ggg teg cgt tea ctt ctg gtt 2 65 

Pro Val Lys Val Trp Gly Ser He Gly Gly Ser Arg Ser Leu Leu Val 

30 35 40 

ccg gag ctg att gga cag cca gtc cag tec ttc ata gag ccc gtc gec 313 
Pro Glu Leu He Gly Gin Pro Val Gin Ser Phe He Glu Pro Val Ala 
45 50 55 60 

get ggt ggc gca ggt ggc ctg aat gta etc cat ttt ttc cac ate acc 361 
Ala Gly Gly Ala Gly Gly Leu Asn Val Leu His Phe Phe His He Thr 

65 70 75 

ate gac att egg aat gtc tgt gtg ttc ctg gee cca etc ttc tec tec 409 
He Asp He Arg Asn Val Cys Val Phe Leu Ala Pro Leu Phe Ser Ser 

80 85 90 

ttc acc acc ate gtc ac 426 
Phe Thr Thr He Val 
95 

<210> 1214 
<211> 304 
<212> DNA 
<213> Homo sapiens 



<221> CDS 
<222> 98 . .304 



n* <400> 1214 

Jjj ctagtgcgtt acttacctcg actcttagct tgteggggae ggtaaccggg acccggtgtc 60 
IE tgctcctgtc gccttcgcct cctaatccct agecact atg cgt gag tgc ate tec 115 

Met Arg Glu Cys He Ser 



etc 
Leu 

att 
He 

etc 
Leu 
55 



<210> 1215 
<211> 304 
<212> DNA 

<213> Homo sapiens 
<220> 



cac 


gtt 


ggc 


egg 


get 


ggt 


gtc 


egg 


att 


1 

ggc 


aat 


gec 


tgc 


5 
tgg 


gag 


163 


His 


Val 


Gly 


Arg 


Ala 


Gly Val 


Arg 


He 


Gly 


Asn 


Ala 


Cys 


Trp 


Glu 








10 










15 










20 






tac 


tgc 


ctg 


gec 


ate 


cgt 


tgt 


cct 


tct 


ggc 


ttc 


aaa 


att 


tct 


get 


211 


Tyr 


Cys 
25 


Leu 


Ala 


He 


Arg 


Cys 
30 


Pro 


Ser 


Gly 


Phe 


Lys 
35 


He 


Ser 


Ala 




att 


act 


gtt 


ttt 


cct 


cct 


ttt 


gat 


ctt 


cct 


ttt 


ggg 


cgc 


gtt 


gtt 


259 


He 


Thr 


Val 


Phe 


Pro 


Pro 


Phe 


Asp 


Leu 


Pro 


Phe 


Gly 


Arg 


Val 


Val 




40 










45 










50 












gtc 


gcg 


ggc 


gec 


ctt 


get 


gee 


gec 


gat 


gat 


gac 


ate 


cgc 


cgc 




304 


Val 


Ala 


Gly 


Ala 


Leu 
60 


Ala 


Ala 


Ala 


Asp 


Asp 
65 


Asp 


He 


Arg 


Arg 
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<221> CDS 
<222> 65 . .304 



<400> 1215 

aagcgcagtt ctcactgaga cctgtcaccc cgactcaacg tgagacgcac cgcccggact 60 
cacc atg cgt gaa tgc ate tea gtc cac gtg ggg cag gca ggt gtc cag ' 109 
Met Arg Glu Cys He Ser Val His Val Gly Gin Ala Gly Val Gin 
15 10 15 

atg ggc aat gec tgc tgg gag etc tat tgc ttg gaa cat ggg att cag 157 
Met Gly Asn Ala Cys Trp Glu Leu Tyr Cys Leu Glu His Gly He Gin 

20 25 30 

cct gat ggg cag atg ccc agt gac aag ace att ggt gga ggg gac gac 2 05 

Pro Asp Gly Gin Met Pro Ser Asp Lys Thr He Gly Gly Gly Asp Asp 

35 40 45 

tec ttc acc ace ttc ttc tgt gaa act ggt get gga aaa cac gta ccc 253 
Ser Phe Thr Thr Phe Phe Cys Glu Thr Gly Ala Gly Lys His Val Pro 
50 55 60 

O egg gca gtt ttt gtg gat ctg gag cct acg gtc att gat gag ate cga 301 
y3 Arg Ala Val Phe Val Asp Leu Glu Pro Thr Val He Asp Glu He Arg 
Ul 65 70 75 

U aat 
Asn 
80 

<210> 1216 
<211> 324 
<212> DNA 
<213> Homo sapiens 



304 



ry 

ry <220> 

"jg <221> CDS 

i <222> 82 . . 324 



<400> 1216 

aggttgcagt tgggegctea gcagctgtgg cagccggttg aggtctggca gtagcgttgg 60 
gctgaagcag eggagttege c atg cgc gag tgt ate tct ate cac gtg ggg ill 

Met Arg Glu Cys He Ser He His Val Gly 
15 10 
cag gcg ggt gtc cag ate ggc aat gee tgc tgg gaa ctg tac tgc ctt 159 
Gin Ala Gly Val Gin He Gly Asn Ala Cys Trp Glu Leu Tyr Cys Leu 

15 20 25 

gaa cat gna att cag ccc gat ggc caa atg cca agt gat aaa acc att 207 
Glu His Xaa He Gin Pro Asp Gly Gin Met Pro Ser Asp Lys Thr He 

30 35 40 

ggt ggc ggg gac gac tec ttc aac acg ttc ttc agt gag act gga get 255 
Gly Gly Gly Asp Asp Ser Phe Asn Thr Phe Phe Ser Glu Thr Gly Ala 

45 50 55 

ggc aag cac gtg ccc aga gca gtg ttt gtg gac ctg gag ccc act ktg 303 
Gly Lys His Val Pro Arg Ala Val Phe Val Asp Leu Glu Pro Thr Xaa 

60 65 70 

gtc gat gaa gtg cgc aca ggg 324 
Val Asp Glu Val Arg Thr Gly 



825 



75 80 

<210> 1217 

<211> 414 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 126 . .413 



<400> 1217 

cgtcctccgc ccgcgcccga cggagcctgt tcgcgtcgac tgcccagagt ccgcgaatcc 60 
tccgctccga gcccgtccgg actcccccga tcccagcttt ctctcctttg aaaacactaa 120 
gaata atg tea ctg cat cag ttt tta eta gag cca ate ace tgt cat gee 170 
Met Ser Leu His Gin Phe Leu Leu Glu Pro He Thr Cys His Ala 

» 1 5 10 15 

tg9 aac agg gat cgt act cag att gec etc agt ccc aat aat cac gaa 218 

Trp Asn Arg Asp Arg Thr Gin He Ala Leu Ser Pro Asn Asn His Glu 

IJ1 20 25 30 

14, gtg cac ate tat aag aag aac ggg age cag tgg gtg aaa get cat gaa 266 

U Val His He Tyr Lys Lys Asn Gly Ser Gin Trp Val Lys Ala His Glu 

jg 35 40 45 

™ etc aag gag cac aac gga cac ate aca ggt att gac tgg get ccc aag 314 

Leu Lys Glu His Asn Gly His He Thr Gly He Asp Trp Ala Pro Lys 
^ 50 55 60 

^ age gac cgc att gtc act tgt ggg gca gan cgc aat gee tat gtc tgg 362 

%J Ser Asp Arg He Val Thr Cys Gly Ala Xaa Arg Asn Ala Tyr Val Trp 
fU 65 70 75 

fy agt cag aaa gat ggt gtt tgg aag cca ace ctg gtg ate ctg aga att 410 

^ Ser Gin Lys Asp Gly Val Trp Lys Pro Thr Leu Val He Leu Arg He 

g 80 85 90 95 

& aat c 

^ Asn 



414 



<210> 1218 

<211> 255 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .254 



<400> 1218 

anytggagca tgtgacagag ggctcctggg agtcgctgcc tgtgccgctg cacccgcagg 60 
tgctgggcgc getgegggag ctgggcttcc egtae atg acg ccg gtg cag tec 113 

Met Thr Pro Val Gin Ser 
1 5 

gca acc ate cct ctg ttc atg cga aac aaa gat gtc get gca gaa gcg 161 
Ala Thr He Pro Leu Phe Met Arg Asn Lys Asp Val Ala Ala Glu Ala 
10 15 20 



826 



gtc aca ggt agt ggc aaa aca etc get ttt gtc ate ccc ate ctg gaa 209 

Val Thr Gly Ser Gly Lys Thr Leu Ala Phe Val He Pro He Leu Glu 

25 30 35 

att ctt ctg aga aga gaa gag aag tta aaa aag art cag gtt gga g 2 55 

He Leu Leu Arg Arg Glu Glu Lys Leu Lys Lys Xaa Gin Val Gly 

40 45 50 

<210> 1219 

<211> 561 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142. .561 



<400> 1219 

p aaaaatattg gaaaaaaaaa catgatgaga agtctataaa aawngtgtgc tacenragat 60 
%0 cwrtcttatt tggcagctgc tgcctcaccc acagcttttg atatctagga ggcactcttc 120 
In tctcccaaac tacctgtcac c atg gec cac cga ttt cca gec etc ace cag 171 
H Met Ala His Arg Phe Pro Ala Leu Thr Gin 

Lj 1 5 10 

9ag cag aag aag gag etc tea gaa att gec cag age att gtt gec aat 219 
Glu Gin Lys Lys Glu Leu Ser Glu He Ala Gin Ser He Val Ala Asn 
^ 15 20 25 

*y gga aag ggg ate ctg get gca gat gaa tct gta ggt acc atg ggg aac 267 
Gly Lys Gly He Leu Ala Ala Asp Glu Ser Val Gly Thr Met Gly Asn 

30 35 40 

cgc ctg cag agg ate aag gtg gaa aac act gaa gag aac cgc egg cag 315 
Arg Leu Gin Arg He Lys Val Glu Asn Thr Glu Glu Asn Arg Arg Gin 

45 50 55 

ttc cga gaa ate etc ttc tct gtg gac agt tec ate aac cag age ate 363 
Phe Arg Glu He Leu Phe Ser Val Asp Ser Ser He Asn Gin Ser He 

60 65 70 

999 ggt gtg ate ctt ttc cac gag acc etc tac cag aag gac age cag 411 
Gly Gly Val He Leu Phe His Glu Thr Leu Tyr Gin Lys Asp Ser Gin 
75 80 85 90 

gga aag ctg ttc aga aac ate etc aag gaa aag ggg ate gtg rtg ggr 459 
Gly Lys Leu Phe Arg Asn He Leu Lys Glu Lys Gly He Val Xaa Gly 

95 100 105 

ate aag tta gac caa gga ggt get cct ctt gca ggm aca aac aaa gaa 507 
He Lys Leu Asp Gin Gly Gly Ala Pro Leu Ala Gly Thr Asn Lys Glu 

HO 115 120 

acc acc att caa ggg ctt gat ggc etc tea gag cgc tgt get cag tac 555 
Thr Thr He Gin Gly Leu Asp Gly Leu Ser Glu Arg Cys Ala Gin Tyr 

125 130 135 

aag aaa 561 
Lys Lys 
140 

<210> 1220 
<211> 496 
<212> DNA 



827 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 159. .494 



<400> 1220 

aagttaagga ggggaggggg tggagggaaa agcaagccag gaggtgcttg cggccgcttc 60 
tagtagtttc caggcgctgc cgggcggctg gcactaagcg gtcctgaggc tgtggctacg 12 0 
gctgctccgg agctggtggc gccgcgatag gagagccg atg gcc aag tgg ggt gag 176 

Met Ala Lys Trp Gly Glu 
1 5 

gga gac cca cgc tgg ate gtg gag gag egg gcg gac gcc acc aac gtc 224 
Gly Asp Pro Arg Trp He Val Glu Glu Arg Ala Asp Ala Thr Asn Val 

10 15 20 

aac aac tgg cac tgg acg gag aga gat get tea aat tgg tec acg gat 2 72 

Asn Asn Trp His Trp Thr Glu Arg Asp Ala Ser Asn Trp Ser Thr Asp 
Q 25 30 35 

.jj aag ctg aaa aca ctg ttc ytg gca gtg cag gtt caa aat gaa gaa ggc 320 
m L y s Leu L Y S Thr Leu Pn e L eu Ala Val Gin Val Gin Asn Glu Glu Gly 
7? 40 45 50 

L; aak t ^ t 9ag gtg acg gaa gtg agt aag ctt gat gga gag gca tec att 368 

^ Xaa Cys Glu Val Thr Glu Val Ser Lys Leu Asp Gly Glu Ala Ser He 

^ 55 60 65 70 

%0 aac aat cgc aaa ggg aaa ctt ate ttc ttt tat gaa tgg age gtc aaa 416 

4p Asn Asn Arg Lys Gly Lys Leu He Phe Phe Tyr Glu Trp Ser Val Lys 

s 75 80 85 

p eta aac tgg aca ggt act tct aag tea gga gta car tac aaa gga cat 464 

^ Leu Asn Trp Thr Gly Thr Ser Lys Ser Gly Val Gin Tyr Lys Gly His 

~1 90 95 100 

5 2 gtg gag ate cca att tgt ctg atg aaa cag eg 496 
■j Val Glu He Pro He Cys Leu Met Lys Gin 
M 105 no 



<210> 1221 

<211> 406 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 159 . .404 



<400> 1221 

aagttaagga ggggaggggg tggagggaaa agcaagccag gaggtgcttg cggccgcttc 60 
tagtagtttc caggcgctgc cgggcggctg gcactaagcg gtcctgaggc tgtggctacg 12 0 
gctgctccgg agctggtggc gccgcgatag gagagccg atg gcc aag tgg ggt gag 176 

Met Ala Lys Trp Gly Glu 
1 5 

gga gac cca cgc tgg ate gtg gag gag egg gcg gac gcc acc aac gtc 224 
Gly Asp Pro Arg Trp He Val Glu Glu Arg Ala Asp Ala Thr Asn Val 
10 15 20 



828 



aac aac tgg cac tgg acg 
Asn Asn Trp His Trp Thr 
25 

aag ctg aaa aca ctg ttc 
Lys Leu Lys Thr Leu Phe 
40 

ate cca aag tgc tgg gat 
lie Pro Lys Cys Trp Asp 
55 60 
ate ata gtc tta agt gtc 
He He Val Leu Ser Val 
75 



gag aga gat get tea aat 
Glu Arg Asp Ala Ser Asn 
30 

ttg gca gtg cag gtt caa 
Leu Ala Val Gin Val Gin 
45 50 
tac agg cag gaa cca egg 
Tyr Arg Gin Glu Pro Arg 
65 

gtt gtt gee ttc aaa aac 
Val Val Ala Phe Lys Asn 
80 



tgg tec acg gat 272 

Trp Ser Thr Asp 

35 

aat gaa gaa ggc 320 
Asn Glu Glu Gly 

ccc ctg gec etc 368 
Pro Leu Ala Leu 
70 

ct 406 



<210> 1222 

<211> 1776 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> 1388 . . 1774 



<400> 1222 

agaggagact egggggecat tttgtgaaga gacgaagact gagcggttgt ggccgcgttg 60 

! JJ ccgacctcca gcagcagtcg gcttctctac gcagaacccg ggagtaggag actcagaatc 12 0 

*0 gaatctcttc tccctcccct tcttgttttc ggctttgtga gaaaccttac catcaaacac 180 

s gatggecage aacgttacca acaagacaga tcctcgctcc atgaactccc gtgtattcat 240 

p tgggaatctc aacactcttg tggtcaagaa atctgatgtg gaggcaatct tttcgaagta 300 

fy tggcaaaatt gtgggctgct ctgttcataa gggctttgee ttcgttcagt atgttaatga 360 

fjj gagaaatgee egggctgetg tgaagagacg aagactgagc ggttgtggcc gcgttgccga 420 

^ cctccagcag cagteggett ctctacgcag aaccegggag taggagactc agaatcgaat 480 

j: ctcttctccc tccccttctt gtgagatttt tttgatcttc agctacattt teggctttgt 540 

M gagaaacctt accatcaaac aegatggeca geaaegttae caacaagaca gatcctcgct 600 

U ccatgaactc ccgtgtattc attgggaatc tcaacactct tgtggtcaag aaatctgatg 660 

tggaggcaat cttttcgaag tatggcaaaa ttgtgggctg ctctgttcat aagggctttg 720 

cttcgttcag tatgttaatg agagaaatgc engggctget gtagmagaga sgaagactga 780 

gcggttgtgg ccgcgttgcc gacctccagc ageagtegge ttctctacgc agaacceggg 84 0 

agtaggagac tcagaatcga atctcttctc cctccccttc ttgttttcgg ctttgtgaga 900 

aaccttacca tcaaacacga tggccagcaa cgttaccaac aagacagatc ctcgctccat 960 

gaactcccgt gtattcattg ggaatctcaa cactcttgtg gtcaagaaat ctgatgtgga 1020 

ggcaatcttt tcgaagtatg gcaaaattgt gggctgetet gttcataagg getttgeett 1080 

cgttcagtat gttaatgaga gaaatgcccg ggctgctgta gcaggagagg atggcagaat 114 0 

gattgetgge caggtttnyg atattaacct ggctgeagas caaaagtgaa ccgaggaaaa 1200 

gcaggtgtga racgaagwet gagcggttgt ggccgcgttg ccgacctcca gcagcagtcg 1260 

gcttctctac gcagaacccg ggagtaggag actcagaatc gaatctcttc tccctcccct 1320 

tcttgtgaga tttttttgat cttcagctac attttegget ttgtgagaaa ccttaccatc 1380 

aaacacg atg gec age aac gtt acc aac aag aca gat cct cgc tec atg 1429 
Met Ala Ser Asn Val Thr Asn Lys Thr Asp Pro Arg Ser Met 
15 10 

aac tec cgt gta ttc att ggg aat etc aac act ctt gtg gtc aag aaa 1477 
Asn Ser Arg Val Phe He Gly Asn Leu Asn Thr Leu Val Val Lys Lys 
15 20 25 30 

tct gat gtg gag gca ate ttt teg aag tat ggc aaa att gtg ggc tgc 1525 
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ni 



Ser 


Asp 


Val 


Glu 


Ala 


He 


Phe 


Ser 


Lys 


Tyr Gly Lys 


He 


Val 


Gly 


Cys 










35 










40 










45 




tct 


gtt 


cat 


aag 


ggc 


ttt 


gcc 


ttc 


gtt 


cag 


tat 


gtk aat 


gag 


aga 


aat 


Ser 


Val 


His 


Lys 


Gly 


Phe 


Ala 


Phe 


Val 


Gin 


Tyr 


Val 


Asn 


Glu 


Arg 


Asn 








50 










55 










60 




gcc 


egg 


get 


get 


gta 


gca 


gga 


gag 


gat 


ggc 


aga 


atg 


att 


get 


ggc 


cag 


Ala 


Arg 


Ala 


Ala 


Val 


Ala 


Gly Glu Asp Gly Arg Met 


He 


Ala 


Gly Gin 






65 










70 










75 








gtt 


tta 


gat 


att 


aac 


ctg 


get 


gca 


gag 


cca 


aaa 


gtg 


aac 


cga 


gga 


aaa 


Val 


Leu 


Asp 


He 


Asn 


Leu 


Ala 


Ala 


Glu 


Pro 


Lys 


Val 


Asn 


Arg 


Gly Lys 




80 










85 










90 










gca 


ggt 


gtg 


aaa 


cga 


tct 


gca 


gcg 


gag 


atg 


tac 


ggg 


tea 


gta 


aca 


gaa 


Ala 


Gly 


Val 


Lys 


Arg 


Ser 


Ala 


Ala 


Glu 


Met 


Tyr 


Gly 


Ser 


Val 


Thr 


Glu 


95 










100 










105 










110 


cac 


cct 


tct 


ccg 


tec 


cct 


eta 


etc 


age 


tec 


tct 


ttt 


gac 


ttg 


gac 


tat 


His 


Pro 


Ser 


Pro 


Ser 


Pro 


Leu 


Leu 


Ser 


Ser 


Ser 


Phe 


Asp 


Leu 


Asp 


Tyr 










115 










120 










125 


gac 


ttt 


caa 


eg 


























Asp 


Phe 


Gin 





























<210> 1223 

<211> 1094 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 706 . . 1092 



<400> 1223 



1573 



1621 



1669 



1717 



1765 



1776 



^ tttttttttg tgaagagacg aagactgagc ggttgtggcc gcgttgccga cctccagcag 60 
A cagteggett ctctacgcag aaccegggag taggagactc agaatcgaat ctcttctccc 120 
!f tccccttctt ggttacaaaa cacttgaaat atataagtta gtggaacttt gcttgagtga 180 
^ gatttttttg atcttcagct acattttegg ctttgtgaga aaccttacca tcaaacacga 240 
tggcnagcaa cgttaccaac aagacagatc ctcgctccat gaactcccgt gtattcattg 300 
ggaatctcaa cactcttgtg gtcaagaaat ctgatgtgga ggcaatcttt tcgaagtatg 360 
gcaaaattgt gggctgetet gttcataagg getttgette gttcagtatg ttaatgagag 420 
aaatgccggg ctgctgtagc aggagaggat ggcagaatga ttgctggcca ggtttnygat 480 
attaacctgg ctgeagasca aaagtgaacc gaggaaaagc aggtgtgara egaagwetga 54 0 
gcggttgtgg ccgcgttgcc gacctccagc ageagtegge ttctctacgc agaacceggg 600 
agtaggagac tcagaatcga atctcttctc cctccccttc ttgtgagatt tttttgatct 660 
tcagctacat tttcggcttt gtgagaaacc ttaccatcaa acacg atg gcc age aac 717 

Met Ala Ser Asn 
1 

gtt acc aac aag aca gat cct cgc tec atg aac tec cgt gta ttc att 765 

Val Thr Asn Lys Thr Asp Pro Arg Ser Met Asn Ser Arg Val Phe He 

5 10 15 20 

ggg aat etc aac act ctt gtg gtc aag aaa tct gat gtg gag gca ate 813 

Gly Asn Leu Asn Thr Leu Val Val Lys Lys Ser Asp Val Glu Ala He 

25 30 35 

ttt teg aag tat ggc aaa att gtg ggc tgc tct gtt cat aag ggc ttt 861 
Phe Ser Lys Tyr Gly Lys He Val Gly Cys Ser Val His Lys Gly Phe 
40 45 50 



830 



gcc ttc gtt cag tat gtk 
Ala Phe Val Gin Tyr Val 
55 

gga gag gat ggc aga atg 
Gly Glu Asp Gly Arg Met 
70 

get gca gag cca aaa gtg 
Ala Ala Glu Pro Lys Val 
85 90 
gca gcg gag atg tac ggg 
Ala Ala Glu Met Tyr Gly 
105 

eta etc age tec tct ttt 
Leu Leu Ser Ser Ser Phe 
120 



aat gag aga aat gcc egg 
Asn Glu Arg Asn Ala Arg 
60 

att get ggc cag gtt tta 
He Ala Gly Gin Val Leu 
75 80 
aac cga gga aaa gca ggt 
Asn Arg Gly Lys Ala Gly 
95 

tea gta aca gaa cac cct 
Ser Val Thr Glu His Pro 
110 

gac ttg gac tat gac ttt 
Asp Leu Asp Tyr Asp Phe 
125 



get get gta gca 909 

Ala Ala Val Ala 

65 

gat att aac ctg 957 
Asp He Asn Leu 

gtg aaa cga tct 1005 
Val Lys Arg Ser 
100 

tct ccg tec cct 1053 
Ser Pro Ser Pro 
115 

caa eg 1094 
Gin 



5 3 s ! 



<210> 1224 

<211> 410 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .410 



<400> 1224 

ttttctcctc ctcctcaggg ctccagtcag gccgatccgc tccgctcacg gaaggaaaac 60 
agaaataact tgctggcttg tctggagtca catggtgaca atttacagaa agtcatctct 12 0 
gcagcttg atg ggc gac aac cct ttt caa cca aaa agt aat tea aaa atg 170 
Met Gly Asp Asn Pro Phe Gin Pro Lys Ser Asn Ser Lys Met 
15 10 
gca gaa ctg ttt atg gaa tgt gaa gaa gag gag ctg gaa cca tgg cag 218 
Ala Glu Leu Phe Met Glu Cys Glu Glu Glu Glu Leu Glu Pro Trp Gin 
15 20 25 30 

aag aaa gta aaa gaa gtt gag gat gac gat gat gat gag cca ate ttt 266 
Lys Lys Val Lys Glu Val Glu Asp Asp Asp Asp Asp Glu Pro He Phe 

35 40 45 

gtt ggc gag ata tea agt tea aaa cca gca att tea aat att ttg aac 314 
Val Gly Glu He Ser Ser Ser Lys Pro Ala He Ser Asn He Leu Asn 

50 55 60 

aga gtt aac ccc age tea tat tea agg gga eta aag aat ggt gca etc 362 
Arg Val Asn Pro Ser Ser Tyr Ser Arg Gly Leu Lys Asn Gly Ala Leu 

65 70 75 

agt cga ggt att act get gca ttc aag cct aca agt caa cac tac acg 410 
Ser Arg Gly He Thr Ala Ala Phe Lys Pro Thr Ser Gin His Tyr Thr 
80 85 90 



<210> 1225 

<211> 608 

<212> DNA 

<213> Homo sapiens 



<220> 



831 



<221> CDS 
<222> 394 . . 606 



• ft 



<400> 1225 

agtgtctgat gtttgcctga actgtttgta cctctgggcc atattgcaga accctgccct 60 
tctttgttga ctgaggaaag ctcgctccct gcccaggttt ttcattgttg atcgaaatta 120 
acaccaggtg gtgaatagag cccctcctaa ggttgctcag gataaatcat ttattaaata 180 
ggtctgctta tcaggagggg cgtgaaggct cccaaaagga aatgctggca cctgggccca 24 0 
gaagccaggg cctctaactc ctggggttga tttcttcagt gaagttgcac cctacaaagg 300 
gaatatggcc aaagcggcac tcaactgaag gctgatatca ggcgattaga cagccatgca 3 60 
ttctgcgttt gtctggaatt ggattgwaga gag atg gac tta tat gag gac tac 414 

Met Asp Leu Tyr Glu Asp Tyr 

1 5 

cag tec ccg ttt gat ttt gat gca gga gtg aac aaa age tat etc tac 462 
Gin Ser Pro Phe Asp Phe Asp Ala Gly Val Asn Lys Ser Tyr Leu Tyr 

10 15 20 

ttg tyt cct agt gga aat tea tct cca ccc gga tea cct act ctt cag 510 
Leu Xaa Pro Ser Gly Asn Ser Ser Pro Pro Gly Ser Pro Thr Leu Gin 

25 30 35 

aaa ttt ggt ctg ctg aga aca gac cca gtc cct gag gaa ggm gaa gat 558 
Lys Phe Gly Leu Leu Arg Thr Asp Pro Val Pro Glu Glu Gly Glu Asp 
40 45 50 55 

gtt get gee acg ate agt gec aca gag ace etc teg gaa gag gag cag 606 
Val Ala Ala Thr lie Ser Ala Thr Glu Thr Leu Ser Glu Glu Glu Gin 

60 65 70 

9 a 608 



=9 = 

fU 



<210> 1226 
<211> 282 
<212> DNA 

<213> Homo sapiens 



<220> 
O <221> CDS 

<222> 118 . .282 



<400> 1226 

atttaatgta agaaattagg tgctttcaga gttaatggaa agctaaaaca gaagacatta 60 
gggtccatca ctagcttcag ggtcaeggea ctgtggctat gagagggagc ccctaaa 117 



atg 


act 


get 


age 


cat 


gca 


aca 


gga 


ggc 


age 


cac 


ctg 


cgt 


aga 


cag 


gga 


165 


Met 


Thr 


Ala 


Ser 


His 


Ala 


Thr 


Gly 


Gly 


Ser 


His 


Leu 


Arg 


Arg 


Gin 


Gly 




1 








5 










10 










15 






tgg 


gtg 


cct 


ggt 


gaa 


ace 


cac 


ctt 


caa 


gee 


aaa 


aac 


age 


ctg 


aag 


get 


213 


Trp 


Val 


Pro 


Gly 
20 


Glu 


Thr 


His 


Leu 


Gin 
25 


Ala 


Lys 


Asn 


Ser 


Leu 
30 


Lys 


Ala 




gaa 


aga 


ctg 


gac 


cgc 


tgg 


tgc 


egg 


atg 


aaa 


ccg 


aga 


cgc 


aga 


gtg 


aga 


261 


Glu 


Arg 


Leu 
35 


Asp 


Arg 


Trp 


Cys 


Arg 
40 


Met 


Lys 


Pro 


Arg 


Arg 
45 


Arg 


Val 


Arg 




act 


tct 


gtt 


cct 


gtt 


tgc 


ccg 




















282 


Thr 


Ser 
50 


Val 


Pro 


Val 


Cys 


Pro 
55 























832 



<210> 1227 
<211> 460 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 206 . .460 



<400> 1227 

aaatttaaag ccggcttccg gaagccggga cgatgtccgc atgacaaccg acgttggagt 60 
ttggaggtgc ttgccttaga gcaagggaaa cagctctcat tcaaaggaac tagaagcctc 120 
tccctcartg gtagggagac agccaggagc ggttttctgg gaactgtggg atgtgccctt 180 

gggggcccga gaaaacagaa ggaag atg etc cag acc agt aac tac age ctg 232 

Met Leu Gin Thr Ser Asn Tyr Ser Leu 

1 5 

gtg etc tct ctg cag ttc ctg ctg ctg tec tat gac etc ttt gtc aat 280 

Val Leu Ser Leu Gin Phe Leu Leu Leu Ser Tyr Asp Leu Phe Val Asn 

10 15 20 25 

tec ttc tea gaa ctg etc caa aag act cct gtc ate cag ctt gtg etc 328 

Ser Phe Ser Glu Leu Leu Gin Lys Thr Pro Val lie Gin Leu Val Leu 

30 35 40 

ttc ate ate cag gat att gca gtc etc ttc aac ate ate ate att ttc 376 

Phe He He Gin Asp He Ala Val Leu Phe Asn He He He He Phe 

45 50 55 

etc atg ttc ttc aac acc ttc gtc ttc cag net ggc ctg gtc aac etc 424 

g Leu Met Phe Phe Asn Thr Phe Val Phe Gin Xaa Gly Leu Val Asn Leu 

eta ttc cat aag ttc aaa ggg acc ate ate ctg aca 460 

J^! Leu Phe His Lys Phe Lys Gly Thr He He Leu Thr 

f p 75 80 85 

O <210> 1228 
Q <211> 463 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 42 . .461 



<400> 1228 

ctcntcccac tcgggtttga cctacagccg cccgggagaa g atg get gec cca gca 56 

Met Ala Ala Pro Ala 
1 5 

gtg tec ggg etc tec egg cag gtg cga tgc ttc agt acc tct gtg gtc 104 
Val Ser Gly Leu Ser Arg Gin Val Arg Cys Phe Ser Thr Ser Val Val 

10 15 20 

aga cca ttt gee aag ctt gtg agg cct cct gtt cag gta tac ggt att 152 
Arg Pro Phe Ala Lys Leu Val Arg Pro Pro Val Gin Val Tyr Gly He 

25 30 35 

gaa ggt cgc tat gec aca get ctt tat tct get gca tea aaa cag aat 200 



833 



Glu 


Gly 


Arg 
40 


Tyr 


Ala 


Thr 


Ala 


Leu 
45 


Tyr 


Ser 


Ala 


Ala 


Ser 
50 


Lys 


Gin 


Asn 


aag 


ctg 


gag 


caa 


gta 


gaa 


aag 


gag 


ttg 


ttg 


aga 


gta 


gca 


caa 


ate 


ctg 


Lys 


Leu 


Glu 


Gin 


Val 


Glu 


Lys 


Glu 


Leu 


Leu 


Arg Val 


Ala 


Gin 


He 


Leu 




55 










60 










65 










aag 


gaa 


ccc 


aaa 


gtg 


get 


get 


tct 


gtt 


ttg 


aat 


ccc 


tat 


gtg 


aag 


cgt 


Lys 


Glu 


Pro 


Lys 


Val 


Ala 


Ala 


Ser 


Val 


Leu 


Asn 


Pro 


Tyr 


Val 


Lys 


Arg 


70 










75 










80 










85 


tec 


att 


aaa 


gtg 


aaa 


age 


eta 


aat 


gac 


ate 


aca 


gca 


aaa 


gag 


agg 


ttc 


Ser 


lie 


Lys 


Val 


Lys 
90 


Ser 


Leu 


Asn 


Asp 


He 
95 


Thr 


Ala 


Lys 


Glu 


Arg 
100 


Phe 


tct 


ccc 


etc 


act 


acc 


aay 


ctg 


ate 


aat 


ttg 


ctt 


get 


gaa 


aat 


ggt 


cga 


Ser 


Pro 


Leu 


Thr 


Thr 


Asn 


Leu 


He 


Asn 


Leu 


Leu 


Ala 


Glu 


Asn 


Gly Arg 








105 










110 










115 






tta 


age 


aat 


acc 


caa 


gga 


gtc 


gtt 


tct 


gee 


ttt 


tct 


acc 


atg 


atg 


agt 


Leu 


Ser 


Asn 


Thr 


Gin Gly 


Val 


Val 


Ser 


Ala 


Phe 


Ser 


Thr 


Met 


Met 


Ser 






120 










125 










130 








gtc 


cat 


cgc 


gga 


gag 


gta 


cct 


tg 


















Val 


His 


Arg Gly Glu Val 


Pro 






















135 










140 





















JfV <210> 1229 

f; <211> 355 

^ <212> DNA 

<213> Homo sapiens 

%s 

y3 <220> 

s <221> CDS 

f** <222> 128. .355 



248 



296 



344 



392 



440 



463 



<400> 1229 

gtgcgtgttt ccggctccgc tgeggaagge ggacgactag agtcgttggg cccggcgcga 60 
cccgcaggag egtagagage gegggactag agtgcagagc teegggaegt ggateggage 12 0 
eggegeg atg ggc gga gag cag gag gag gag egg ttc gac ggc atg ttg 169 

Met Gly Gly Glu Gin Glu Glu Glu Arg Phe Asp Gly Met Leu 

15 10 
ctg gee atg get cag cag cac gag ggc ggc gtg cag gag ctt gtg aac 217 
Leu Ala Met Ala Gin Gin His Glu Gly Gly Val Gin Glu Leu Val Asn 
15 20 25 30 

acc ttc ttc age ttc ctt cga cgc aaa aca gac ttt ttc att gga gga 265 
Thr Phe Phe Ser Phe Leu Arg Arg Lys Thr Asp Phe Phe He Gly Gly 

35 40 45 

gaa gaa ggg atg gca gag aag ctt ate aca cag act ttc age cac cac 313 
Glu Glu Gly Met Ala Glu Lys Leu He Thr Gin Thr Phe Ser His His 

50 55 60 

aat cag ctg gca cag aag acc egg egg gag aag aga gee egg 355 
Asn Gin Leu Ala Gin Lys Thr Arg Arg Glu Lys Arg Ala Arg 

65 70 75 



<210> 1230 

<211> 329 

<212> DNA 

<213> Homo sapiens 



834 



<220> 
<221> CDS 
<222> 128 . .328 



<400> 1230 

gtgcgtgttt ccggctccgc tgcggaaggc ggacgactag agtcgttggg cccggcgcga 60 
cccgcagayg cgtagagagc gcgggactag agtgcagagc tccgggacgt ggatcggagc 12 0 
cggcgcg atg ggc gga gag cag gag gag gag egg ttc gac ggc atg ttg 169 

Met Gly Gly Glu Gin Glu Glu Glu Arg Phe Asp Gly Met Leu 

15 10 
ctg gec atg get cag cag cac gag ggc ggc gtg cag gag ctt gtg aac 217 
Leu Ala Met Ala Gin Gin His Glu Gly Gly Val Gin Glu Leu Val Asn 
15 20 25 30 

acc ttc ttc age ttc ctt cga cgc aaa aca gac ttt ttc att gga gga 265 
Thr Phe Phe Ser Phe Leu Arg Arg Lys Thr Asp Phe Phe He Gly Gly 

_ 35 40 45 

M gaa gaa ggg atg gca gag aag att ggc agg aga gag aat gag tnc cag 313 

y3 Glu Glu Gly Met Ala Glu Lys He Gly Arg Arg Glu Asn Glu Xaa Gin 

HI 50 55 60 

la& cag aag aaa tgc cag a 329 

l s I Gin Lys Lys Cys Gin 
"5 65 

^ <210> 1231 

^ <211> 566 

B <212> DNA 

%J <213> Homo sapiens 

fU 

f|| <220> 

jg <221> CDS 

3 <222> 330. .566 



<400> 1231 

cccctccgct ccaggcttcc ttctgeaaca ggcgtgggtc acgctctcgc teggtcttte 60 
tgccgccatc ttggttccgc gttccctgca caaaatgccc ggegaacaca gaaaccgtcc 12 0 
ctgetacaga gcaggagttg ccgcagcccc aggctgagac agggtctgga acagaatctg 180 
acagtgatga atcagtacca gagcttgaag aacaggattc cacccaggca accacacaac 24 0 
aagcccagct ggeggcagea gctgaaatyg atgaagaacc agtcagtaaa gcaaaacaga 300 
gtcggagtga aaagaaggca eggaagget atg tec aaa ctg ggt ctt egg cag 353 

Met Ser Lys Leu Gly Leu Arg Gin 

1 5 

gtt aca gga gtt act aga gtc act ate egg aaa tct aag aat ate etc 401 
Val Thr Gly Val Thr Arg Val Thr He Arg Lys Ser Lys Asn He Leu 

10 15 20 

ttt gtc ate aca aaa cca gat gtc tac aag age cct get tea gat act 449 
Phe Val He Thr Lys Pro Asp Val Tyr Lys Ser Pro Ala Ser Asp Thr 
25 30 35 40 

tac awn gtt ttt ggg gaa gen aag ate gaa gat tta tec cag caa gca 497 
Tyr Xaa Val Phe Gly Glu Ala Lys He Glu Asp Leu Ser Gin Gin Ala 

45 50 55 

caa eta gca get get gag aaa ttc aaa gtt caa ggt gaa get gtc tea 545 



835 



Gin Leu Ala Ala Ala Glu Lys Phe Lys Val Gin Gly Glu Ala Val Ser 

60 65 70 

aac att caa gaa aac aca cag 566 
Asn lie Gin Glu Asn Thr Gin 
75 

<210> 1232 

<211> 309 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 91. .309 



m 



<400> 1232 

cgatctggag gaggagaagt aagcggtggg gggtgggagc catctggtac tttgacagca 60 
g ttcaaaacag catcggccat aacaacagaa atg gcc agt cag tec caa ggt ate 114 
S Met Ala Ser Gin Ser Gin Gly He 

15 

cag cag ctt ctg caa get gag aag egg gca get gag aag gtg gca gat 162 
Gin Gin Leu Leu Gin Ala Glu Lys Arg Ala Ala Glu Lys Val Ala Asp 

10 15 20 

gcc aga aag agg aag gcc egg cga ctg aag cag gca aag gag gag gca 210 
Ala Arg Lys Arg Lys Ala Arg Arg Leu Lys Gin Ala Lys Glu Glu Ala 
25 30 35 40 

cag atg gag gtg gag caa tac cgc aga gag cga gag cac gaa ttc cag 25 8 

Gin Met Glu Val Glu Gin Tyr Arg Arg Glu Arg Glu His Glu Phe Gin 

45 50 55 

age aag cag cag gcg gcc atg ggc tec cag ggg aac ctg tct get gag 3 06 

Ser Lys Gin Gin Ala Ala Met Gly Ser Gin Gly Asn Leu Ser Ala Glu 

60 65 70 

9tg 309 
Val 

<210> 1233 
<211> 630 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 233 . .628 



S3 : 



<400> 1233 

cttcgccgct cgggccgccc gggggaaaac atggcgtctg ccctggagca gttcgtgaac 60 
agtgtccgac agctctcagc tcaagggcaa atgacacagc tttgtgaact gatcaacaag 120 
agtggggaac tecttgegaa gaaactwatc ccatctggac actgtgctcg gggctctgga 180 
tgtacaagaa cactccttgg gcgtccttgc tgttttgttt gtgaagtttt ct atg ccc 238 

Met Pro 
1 

agt gtt cct gac ttc gaa acg eta ttc tea cag gtt cag etc ttc ate 286 



836 



Ser Val Pro Asp Phe Glu Thr Leu Phe Ser Gin Val Gin Leu Phe He 

5 10 15 

age act tgt aat ggg gag cac att cga tat gca aca gac act ttt get 334 
Ser Thr Cys Asn Gly Glu His He Arg Tyr Ala Thr Asp Thr Phe Ala 

20 25 30 

ggg ctt tgc cat cag eta aca aat gca ctt gtg gaa aga aaa cag ccc 382 
Gly Leu Cys His Gin Leu Thr Asn Ala Leu Val Glu Arg Lys Gin Pro 
35 40 45 50 

ctg cga gga att ggc ate ctt aag caa gec ata gac aag atg cag atg 430 
Leu Arg Gly He Gly He Leu Lys Gin Ala He Asp Lys Met Gin Met 

55 60 65 

aat aca aac cag ctg acc tea ata cat get gat etc tgc cag ctt tgt 478 
Asn Thr Asn Gin Leu Thr Ser He His Ala Asp Leu Cys Gin Leu Cys 

70 75 80 

ttg eta gca aaa tgc ttt aag cct gee ctt cca tat ctt gac gtg gat 526 
Leu Leu Ala Lys Cys Phe Lys Pro Ala Leu Pro Tyr Leu Asp Val Asp 

85 90 95 

atg atg gat ate tgt aaa gag aat gga gee tat gat gca aaa cac ttt 574 
Met Met Asp He Cys Lys Glu Asn Gly Ala Tyr Asp Ala Lys His Phe 
100 105 110 

rZ tta tgt tac tat tat tat ggn ngg atg ate tat act ggg ctg aag aac 622 
^ Leu Cys Tyr Tyr Tyr Tyr Gly Xaa Met He Tyr Thr Gly Leu Lys Asn 
115 120 125 130 

ttt gaa ag 
Phe Glu 



ill 



<210> 1234 
7" <211> 540 
^ <212> DNA 

<213> Homo sapiens 



<220> 
*|5 <221> CDS 
O <222> 281. .538 



630 



<400> 1234 

gacgacaacg gtgagggttc tegggegggg cctgggacag gcagctccgg ggtccgcggt 60 
ttcacategg aaacaaaaca gcggctggtc tggaaggaac ctgagctacg agccgcggcg 12 0 
geagegggge ggcggggaag cgtataccta atctgggagc ctgcaagtga caacagcctt 180 
tgeggtcett agacagcttg gcctggagga gaacacatga aagaaagaac ctcaagaggc 240 
tttgttttct gtgaaacagt atttctatac agttgctcca atg aca gag tta cct 295 

Met Thr Glu Leu Pro 
1 5 

gca ccg ttg tec tac ttc cag aat gca cag atg tct gag gac aac cac 343 
Ala Pro Leu Ser Tyr Phe Gin Asn Ala Gin Met Ser Glu Asp Asn His 

10 15 20 

ctg age aat act gta cgt age cag aat gac aat aga gaa egg cag gag 3 91 

Leu Ser Asn Thr Val Arg Ser Gin Asn Asp Asn Arg Glu Arg Gin Glu 

25 30 35 

cac aac gac aga egg age ctt ggc cac cct gag cca tta tct aat gga 439 
His Asn Asp Arg Arg Ser Leu Gly His Pro Glu Pro Leu Ser Asn Gly 

40 45 50 

cga ccc cag ggt aac tec egg cag gtg gtg gag caa gat gag gaa gaa 4 87 



837 



Arg Pro Gin Gly Asn Ser Arg Gin Val Val Glu Gin Asp Glu Glu Glu 

55 60 65 

gat gag gag ctg rca ttg aaa tat ggc gcc aag cat gtg ate atg etc 
Asp Glu Glu Leu Xaa Leu Lys Tyr Gly Ala Lys His Val lie Met Leu 
70 75 80 85 

ttt gt 
Phe 



535 



540 



<210> 1235 

<211> 380 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75. .380 



Ul 



<400> 1235 
attgtcgtsg 
ttttctaagc 



gaa att 
Glu He 

gat gag 
Asp Glu 
30 



cac 

His 

15 

atg 

Met 



tcgttgcccg accgctttcc gggagactgg 
cata atg gca ggt gaa gaa att aat 
Met Ala Gly Glu Glu He Asn 
1 5 
gag tat ttg tea gcg ttt gag aat 
Glu Tyr Leu Ser Ala Phe Glu Asn 
20 

ctg aag ace atg atg tct gtt tct 
Leu Lys Thr Met Met Ser Val Ser 
35 



cag 


aag 


ttg 


gat 


cca 


ctt 


gaa 


caa 


gca 


aaa 


Gin 


Lys 


Leu 


Asp 


Pro 


Leu 


Glu 


Gin 


Ala 


Lys 


45 










50 








tac 


aca 


tta 


aat 


tea 


atg 


ttt 


tgg 


gtt 


tat 


Tyr 


Thr 


Leu 


Asn 


Ser 


Met 


Phe 


Trp 


Val 


Tyr 










65 










70 


aat 


cct 


aag 


gaa 


cat 


cca 


gta 


aaa 


cag 


gaa 


Asn 


Pro 


Lys 


Glu 


His 


Pro 


Val 


Lys 


Gin 


Glu 








80 










85 




tat 


atg 


aac 


aga 


gtc 


aag 


gaa 


ata 


aca 


gac 


Tyr 


Met 


Asn 


Arg 


Val 


Lys 


Glu 


He 


Thr 


Asp 






95 










100 







55 
ttg 



agtcgaaggc 
gaa gac tat 
Glu Asp Tyr 
10 

tec att ggt 
Ser He Gly 
25 

aga aat gag 
Arg Asn Glu 
40 

gat ttg gtt 
Asp Leu Val 

gca acc caa 
Ala Thr Gin 

gaa aga ate 
Glu Arg lie 
90 



cgtgaggtat 
cca gta 
Pro Val 

get gtg 
Ala Val 

ttg ttg 
Leu Leu 

tct gca 
Ser Ala 

60 
gga gtt 
Gly Val 
75 

aga gta 
Arg Val 



60 
110 



158 



206 



254 



302 



350 



380 



<210> 1236 

<211> 349 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 117 . .347 



<400> 1236 

acaggtatnc cmggcccctc ccagtcagac cccacaggaa aacttggctc ccagtaagtt 



60 



838 



accgctctcc tggaagcaca gaacggactt ttcgtgtccc gctgtaagga aacaag atg 119 

Met 
1 

gtc ctt aaa acc gaa gag gag gac gtt ccc agt gac ckg aca gca gag 167 
Val Leu Lys Thr Glu Glu Glu Asp Val Pro Ser Asp Xaa Thr Ala Glu 

5 10 15 

gag cgt caa gaa ctg gag aac ate cga egg aga aaa cag gag ctg ctg 215 
Glu Arg Gin Glu Leu Glu Asn He Arg Arg Arg Lys Gin Glu Leu Leu 

20 25 30 

get gac att cag agg ctg aag gat gag ata gca gaa gta get aat gaa 2 63 

Ala Asp He Gin Arg Leu Lys Asp Glu He Ala Glu Val Ala Asn Glu 

35 40 45 

att gaa aac ctg gga tec aca gag gaa agg aaa aac atg cag agg aac 311 
He Glu Asn Leu Gly Ser Thr Glu Glu Arg Lys Asn Met Gin Arg Asn 
50 55 60 65 

aaa cag gta gee atg ggc agg aaa aaa ttt aat atg ga 349 
Lys Gin Val Ala Met Gly Arg Lys Lys Phe Asn Met 
70 75 

<210> 1237 

<211> 532 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 325 . . 531 



fy <400> 1237 

jj^j ttttattttt ggtctggctg ttgtggtgtg caaaactccg tacattgeta ttttgecaca 60 
£ ct 9caacacc ttacagatgt ggaagatgtg aaatttgtca tcaattatga ctaccctaac 12 0 
j: tcctcagagg attatattca tcgaattgga agaactgetc gcagtaccaa aacaggcaca 180 
M gcatacactt tctttacacc taataacata aagcaagtga gcgaccttat ctctgtgctt 240 
U cgtgaagcta atcaagcaat taatcccaag ttgcttcagt tggtcgaaga cagaggttca 3 00 
ggtcgttcca ggggtagakg aggc atg aag gat gac cgt egg grc asa tac 3 51 

Met Lys Asp Asp Arg Arg Xaa Xaa Tyr 
1 5 

tct gcg ggc aaa agg ggt gga ttt aat acc ttt aga gac rgg gaa aat 3 99 

Ser Ala Gly Lys Arg Gly Gly Phe Asn Thr Phe Arg Asp Xaa Glu Asn 

10 15 20 25 

tat grc rga ggt tac tct age ctg ctt aaa aga gat ttt ggg gca aaa 447 

Tyr Xaa Xaa Gly Tyr Ser Ser Leu Leu Lys Arg Asp Phe Gly Ala Lys 

30 35 40 

act cag aat ggt gtt tac agt get gca aat tas acc aaa tkg gaa gst 4 95 

Thr Gin Asn Gly Val Tyr Ser Ala Ala Asn Xaa Thr Lys Xaa Glu Xaa 

45 50 55 

ttk gga gta awt ttg tgw ctg ctg gta tac aga cca g 532 
Xaa Gly Val Xaa Leu Xaa Leu Leu Val Tyr Arg Pro 
60 65 



<210> 1238 
<211> 396 
<212> DNA 



839 





<213> Homo sapiens 

<220> 
<221> CDS 
<222> 165 . .395 



<400> 1238 

agtggtagcg cggggactgg ctgggaagcg gtcggtcgag tgtggcctgt gtggactcgc 60 
atcttgcccg aagcygggcg gaggagagct caagctaagg gtgatcagcc catgacctaa 12 0 
acctccagac aaaataaaac agggaaaatt tgctagaatc aaga atg atg gat cca 176 

Met Met Asp Pro 

1 

trt tea gtt gga gtc cag ctt cgt act aca aat gag tgc cat aaa acc 224 

Xaa Ser Val Gly Val Gin Leu Arg Thr Thr Asn Glu Cys His Lys Thr 

5 10 15 20 

tac tat act cgt cac aca ggt ttt aag act ttg caa gaa ttg tea tea 272 

Tyr Tyr Thr Arg His Thr Gly Phe Lys Thr Leu Gin Glu Leu Ser Ser 

£3 25 30 35 

3 aat gat atg ctt tta ctt caa ctt aga act 99 a at 9 asa ctt tct $99 320 
rz Asn Asp Met Leu Leu Leu Gin Leu Arg Thr Gly Met Xaa Leu Ser Gly 

T! 40 45 so 

aac aat aca att tgc ttt cat cat gta aaa att tac att grc aga ttt 368 

W Asn Asn Thr He Cys Phe His His Val Lys He Tyr He Xaa Arg Phe 

^3 55 60 65 

y3 9 a 9 gat tta cag aag tea tgt tgt gac c 3 96 

Glu Asp Leu Gin Lys Ser Cys Cys Asp 
3 70 75 

51 <210> 1239 



5 UF 



<211> 320 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 79. .318 



<400> 1239 

ggctggcccc gctcagtcac ccgcagcagg cgtgcagttt cccggctctc cgcgcggccg 60 
gggaaggtca gcgccgta atg gcg ttc ttg gcg teg gga ccc tac ctg acc 111 

Met Ala Phe Leu Ala Ser Gly Pro Tyr Leu Thr 
15 10 
cat cag caa aag gtg ttg egg ctt tat aag egg gcg eta cgc cac etc 159 
His Gin Gin Lys Val Leu Arg Leu Tyr Lys Arg Ala Leu Arg His Leu 

15 20 25 

gag teg tgg tgc gtc cag aga gac aaa tac cga tac ttt get tgt ttg 207 
Glu Ser Trp Cys Val Gin Arg Asp Lys Tyr Arg Tyr Phe Ala Cys Leu 

30 35 40 

atg aga ggc cca ate aag aac ctt aaa gag caa ctt tct atg aaa aga 255 
Met Arg Gly Pro He Lys Asn Leu Lys Glu Gin Leu Ser Met Lys Arg 

45 50 55 

tct cag tgg gaa atg gaa aaa cat aat ctg gaa age aca atg aaa aca 303 



840 



Ser Gin Trp Glu Met Glu Lys His Asn Leu Glu Ser Thr Met Lys Thr 
60 65 70 75 

tac gta age nrr ctg aa 320 
Tyr Val Ser Xaa Leu 
80 



<210> 1240 

<211> 583 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 260 . . 583 



<400> 1240 

agtggcaggg tgggggccag gcagcacaga tgaagcattt acctatctag gtaagtcagg 60 
aggagctcaa aaggagaaga aaacagtagg aggcagggga agcagcctct gtctccatct 120 
ctgccctttg aaacaaaagg gtatttcttt tctctcttca gcccccaacc cagtggaggc 180 
ccggcttsgg asnttgttca cttcccctcg cttcccctct agaagccccc tttgccatcc 240 
ctgcaccttg tttcgggtg atg ccc gag agg gag ctg tgg cca gcg ggg act 292 

Met Pro Glu Arg Glu Leu Trp Pro Ala Gly Thr 
15 10 
ggc tea gaa ccc gtg acc cgt gtc ggc age tgt gac age atg atg age 340 
Gly Ser Glu Pro Val Thr Arg Val Gly Ser Cys Asp Ser Met Met Ser 

15 20 25 

age acc tec acc cgc tct gga tct agt gat age age tac gac ttc ctg 388 
Ser Thr Ser Thr Arg Ser Gly Ser Ser Asp Ser Ser Tyr Asp Phe Leu 

30 35 40 

tec act gra gag aas gag tgt ctg etc ttc ctg gas gag acc att cgc 436 
Ser Thr Xaa Glu Xaa Glu Cys Leu Leu Phe Leu Xaa Glu Thr He Arg 

45 50 55 

tea ctg gac acg gag get gac age gga ctg tec act gac gag tct gag 4 84 

Ser Leu Asp Thr Glu Ala Asp Ser Gly Leu Ser Thr Asp Glu Ser Glu 
60 65 70 75 

cca gee aca act ccc aga ggt ttc cga gca ctg ccc atn acc caa sec 532 
Pro Ala Thr Thr Pro Arg Gly Phe Arg Ala Leu Pro Xaa Thr Gin Xaa 

80 85 90 

act ccc egg gga ggt cca gag gag acc ate act cag caa gga cga acg 580 
Thr Pro Arg Gly Gly Pro Glu Glu Thr He Thr Gin Gin Gly Arg Thr 

95 100 105 

cca 
Pro 



583 



<210> 1241 
<211> 477 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69. .476 



841 



<400> 1241 

aacgtccggt caaggcagcc atctcgccgt gagacagcaa gtgtcggatc cgcaggcgca 60 
gcgtngcg atg ttg tec tct aca gec atg tat teg get cct ggc aga gac 110 
Met Leu Ser Ser Thr Ala Met Tyr Ser Ala Pro Gly Arg Asp 
15 10 
fct 9 999 atg gaa ccg cac aga gec gcg ggc cct ttg cag ctg cga ttt 158 
Leu Gly Met Glu Pro His Arg Ala Ala Gly Pro Leu Gin Leu Arg Phe 
15 20 25 30 

teg ccc tac gtt ttc aac gga ggt act ata ctg gca att get gga gaa 206 
Ser Pro Tyr Val Phe Asn Gly Gly Thr lie Leu Ala lie Ala Gly Glu 

35 40 45 

gat ttt gca att gtt get tct gat act cga ttg agt gaa ggg ttt tea 254 
Asp Phe Ala He Val Ala Ser Asp Thr Arg Leu Ser Glu Gly Phe Ser 

50 55 60 

att cat acg egg gat age ccc aaa tgt tac aaa tta aca gac aaa aca 302 
He His Thr Arg Asp Ser Pro Lys Cys Tyr Lys Leu Thr Asp Lys Thr 

65 70 75 

gtc att gga tgc age ggt ttt cat gga gac tgt ctt acg ctg aca aag 350 
Val He Gly Cys Ser Gly Phe His Gly Asp Cys Leu Thr Leu Thr Lys 

80 85 90 

att att gaa gca aga eta aag atg tat aag cat tec aat aat aag gee 3 98 

He He Glu Ala Arg Leu Lys Met Tyr Lys His Ser Asn Asn Lys Ala 
95 100 105 110 

atg act acg ggg gca att get gca atg ctg tct aca ate ctg tat tea 446 
Met Thr Thr Gly Ala He Ala Ala Met Leu Ser Thr He Leu Tyr Ser 

115 120 125 

agg cgc ttc ttt cca tac tat gtt tac aac a 477 
Arg Arg Phe Phe Pro Tyr Tyr Val Tyr Asn 
130 135 

<210> 1242 
<211> 547 



O <212> DNA 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 279. .545 



<400> 1242 

knnnctcccg egggegtegg cagggtegge ggegteggea gcagtgtcga cggcarmggg 60 
tgggaaatgg eggastatet ggcctccatc tteggcaesa rsaaakacar agtcaactgt 12 0 
tcatytwatt tcaaaattgg agcatgtcgt catggagaca ggtgctctcg gttgcacaat 180 
aaaccgacgt ttagecagae cattgccctc ttgaacattt accgtaaccc tcaaaactct 240 
tcccagtctg ctgacggywg cgcggcgrcg rgtgggaa atg gcg gag tat ctg gee 2 96 

Met Ala Glu Tyr Leu Ala 
1 5 

tec ate ttc ggc acc gag aaa gac aaa gtc aac tgt tea ttt tat ttc 344 
Ser He Phe Gly Thr Glu Lys Asp Lys Val Asn Cys Ser Phe Tyr Phe 

10 15 20 

aaa att gga gca tgt cgt cat gga gac agg tgc tct egg ttg cac aat 3 92 

Lys He Gly Ala Cys Arg His Gly Asp Arg Cys Ser Arg Leu His Asn 



842 




25 30 35 





aaa 


CCQ 


acg 


ttt 


age 


cag 


acc 


aff tta 


att caa 


aac 


a t r> 
due 


tat cy t aac 


A A f\ 

44 U 




Lys 


Pro 


Thr 


Phe 


Ser 


Gin 


Thr 


lie Leu 


He Gin 


Asn 


He 


Tyr Arg Asn 








40 










45 






50 










ccc 


caa 


aac 


agt 


gca 


cag 


acg 


get gac 


ggc tea 


cac 


tgt 


gee gtg age 


488 




Pro 


Gin 


Asn 


Ser 


Ala 


Gin 


Thr 


Ala Asp 


Gly Ser His 


Cys 


Ala Val Ser 






55 










60 






65 






/ U 






gat 


gtg 


gag 


atg 


cag 


gaa 


cac 


tat gat 


gag ttt 


ttt 


gag 


gag gtt ttt 


536 




Asp 


Val 


Glu 


Met 


Gin 


Glu 


His 


Tyr Asp 


Glu Phe 


Phe 


Glu 


Glu Val Phe 














75 








80 






85 






aca 


gaa 


atg 


aa 


















547 




Thr 


Glu 


Met 
























<210> 1243 
























<211> 358 
























<212> DNA 
























<213> Homo sapiens 




















<220> 


























<221> CDS 
























<222> 170 . .358 




















F * 
£,S 


<400> 1243 






















^fa 


ataggcattc aggtgaagaa gaatggagaa aacaggtaaa 


aataaaaata agtactgtct 


60 




ttgtgatgtg gttattcatg atccttccat attgcttttg 


aatgacatat ttatctargc 


120 




aactgttgta agttaaagct aaaactgact gttctttgat 


caattttga atg ttt agg 


178 


•= 
























Met Phe Arg 
1 




sta : 

IU 


ata 


cag 


cag 


tta 


aaa 


cag 


tta 


ctg gag 


gat tct 


acc 


tea 


ggt gaa gat 


226 




lie 


Gin 


Gin 


Leu 


Lys 


Gin 


Leu 


Leu Glu 


Asp Ser 


Thr 


Ser 


Gly Glu Asp 




i y 




5 










10 






15 






JS3S. 


agg 


age 


age 


tec 


agt 


tec 


tct 


gaa ggt 


aaa gag 


aaa 


cac 


aag aaa aag 


274 


laJ 


Arg 


Ser 


Ser 


Ser 


Ser 


Ser 


Ser 


Glu Gly 


Lys Glu 


Lys 


His 


Lys Lys Lys 




u 


20 










25 






30 






35 






aag 


aag 


aaa 


gaa 


aag 


cat 


aag 


aaa agg 


aag aaa 


gaa 


aag 


aaa aag aag 


322 




Lys 


Lys 


Lys 


Glu 


Lys 


His 


Lys 


Lys Arg 


Lys Lys 


Glu 


Lys 


Lys Lys Lys 














40 








45 






50 






aaa 


aaa 


egg 


aag 


cac 


aaa 


tct 


tec aag 


tea aat 


gag 






358 




Lys 


Lys 


Arg 


Lys 


His 


Lys 


Ser 


Ser Lys 


Ser Asn 


Glu 









55 60 



<210> 1244 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .373 

<400> 1244 

gctttagctt ageaggegae gttgegggee ctgggcgcca ggagagcttc ceggagtega 60 

843 




U1 



ru 



ccttcctgct ggctgctctg tgaccgcttc ccggctctgc cctcttggcc gaagtgcccg 12 0 
ctgccgggcg cgggcctcag acaataca atg gtg ggt gaa gag aag atg tct 172 

Met Val Gly Glu Glu Lys Met Ser 

1 5 

eta aga aac egg ctg tea aag tec agg gaa aat cct gag gaa gat gaa 22 0 

Leu Arg Asn Arg Leu Ser Lys Ser Arg Glu Asn Pro Glu Glu Asp Glu 

10 15 20 

gac cag aga aac cct gca aag gag tec eta gag aca cct agt aat ggt 268 
Asp Gin Arg Asn Pro Ala Lys Glu Ser Leu Glu Thr Pro Ser Asn Gly 
25 30 35 40 

cga att gac ata aaa cag ttg ata gca aag aag ata aag ttg aca gca 316 
Arg lie Asp lie Lys Gin Leu lie Ala Lys Lys lie Lys Leu Thr Ala 

45 50 55 

gag gca gag gaa ttg aag cca ttt ttt atg aag gaa gtt gnc agt cac 364 
Glu Ala Glu Glu Leu Lys Pro Phe Phe Met Lys Glu Val Xaa Ser His 

60 65 70 

ttt gat gat tt 375 
Phe Asp Asp 
75 

<210> 1245 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .409 



<400> 1245 

aatcatgcag gaaactagat actgagaaaa cagttgtagc tcagcgtggc tacaagtaac 60 
tgtggtgtgg aagcagagta gagagaaaac ttgttcctca ttagagagag agccacactt 12 0 
ctcactgctc aca atg aga ggc caa aga tta ccc ttg gac ate cag att 169 

Met Arg Gly Gin Arg Leu Pro Leu Asp lie Gin lie 

15 10 
ttc tat tgt gee aga cct gac gaa gag cct ttt gtg aag ate ate act 217 
Phe Tyr Cys Ala Arg Pro Asp Glu Glu Pro Phe Val Lys He He Thr 

15 20 25 

gtt gaa gag gca aag cgc agg aag age aca tgc age tac tat gaa gac 2 65 

Val Glu Glu Ala Lys Arg Arg Lys Ser Thr Cys Ser Tyr Tyr Glu Asp 

30 35 40 

gag gac gaa gag gtg ctg cct gtc eta egg ccc cac age gcg etc ctg 313 
Glu Asp Glu Glu Val Leu Pro Val Leu Arg Pro His Ser Ala Leu Leu 
45 50 55 60 

gag aat atg cac ate gag cag ctg gee cga cgc ctt cct gca agg gtg 361 
Glu Asn Met His He Glu Gin Leu Ala Arg Arg Leu Pro Ala Arg Val 

65 70 75 

caa ggg tat cca tgg aga ctg gee tat age acg tta gag cac ggg aca 4 09 

Gin Gly Tyr Pro Trp Arg Leu Ala Tyr Ser Thr Leu Glu His Gly Thr 

80 85 90 

9° 411 

<210> 1246 



844 




<211> 445 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . .444 

<400> 1246 

ctcctccgcc gccggctccc gggtgtggtg gtcgctccag ctctctgctc tcccagcgca 60 
gsncgccgcc cggcccctcc agcttcccgg acc atg gcc aac ctg gag cgc acc 114 

Met Ala Asn Leu Glu Arg Thr 





ttc 


ate 


gcc 


ate 


aag 


ccg 


gac 


ggc 


gtg 


1 
cag 


cgc 


ggc 


ctg 


5 

gtg 


ggc gag 


162 




Phe 


He 


Ala 


He 


Lys 


Pro 


Asp 


Gly 


Val 


Gin 


Arg Gly 


Leu 


Val 


Gly Glu 










10 










15 










20 










ate 


ate 


aag 


cgc 


ttc 


gag 


cag 


aag 


gga 


ttc 


cgc 


etc 


gtg 


gcc 


atg aag 


210 


~ e 


He 


He 


Lys 


Arg 


Phe 


Glu 


Gin 


Lys 


Gly 


Phe 


Arg 


Leu 


Val 


Ala 


Met Lys 




. ?% 




25 










30 










35 












ttc 


etc 


egg 


gcc 


tct 


gaa 


gaa 


cac 


ctg 


aag 


cag 


cac 


tac 


att 


gac ctg 


258 




Phe 


Leu 


Arg Ala 


Ser 


Glu 


Glu 


His 


Leu 


Lys 


Gin 


His 


Tyr 


He 


Asp Leu 






40 










45 










50 








55 






aaa 


gac 


cga 


cca 


ttc 


ttc 


cct 


ggg 


ctg 


gtg 


aag 


tac 


atg 


aac 


tea ggg 


306 


Lys 


Asp 


Arg 


Pro 


Phe 


Phe 


Pro 


Gly 


Leu 


Val 


Lys 


Tyr 


Met 


Asn 


Ser Gly 














60 










65 










70 






ccg 


gtt 


gtg 


gcc 


atg gtk egg 


gag 


ggg 


ctg 


aac 


gtg 


gtg 


aag 


aca ggc 


354 




Pro 


Val 


Val 


Ala 


Met 


Val 


Arg 


Glu 


Gly 


Leu 


Asn 


Val 


Val 


Lys 


Thr Gly 




fy 








75 










80 










85 






cga 


gtg 


atg 


ctt 


ggg 


gag 


acc 


aat 


cca 


gca 


gat 


tea 


aag 


cca 


ggc acc 


402 




Arg 


Val 


Met 


Leu 


Gly Glu Thr 


Asn 


Pro 


Ala 


Asp 


Ser 


Lys 


Pro 


Gly Thr 










90 










95 










100 










att 


cgt 


ggg 


gac 


ttc 


tgc 


att 


cag 


gtt 


ggc 


agg 


aac 


ate 


att 


c 


445 


0 


He 


Arg 


Gly Asp 


Phe 


Cys 


He 


Gin 


Val 


Gly 


Arg Asn 


He 


He 










105 










110 










115 











<210> 1247 

<211> 348 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 98. .346 

<400> 1247 

gtcgaegget ggagagaagc egggagegag cccaggcggc agtcttgatt cccttttggc 60 
cagcagtttt taggtctgtc agtactgeae tgcaaga atg gca gat ttt ggg ate 115 

Met Ala Asp Phe Gly He 
1 5 

tct get ggc cag ttt gtg gca gtg gtc tgg gat aag tea tec cca gtg 163 
Ser Ala Gly Gin Phe Val Ala Val Val Trp Asp Lys Ser Ser Pro Val 
10 15 20 



845 





gag get ctg aaa ggt ctg gtg gat aag ctt caa gcg tta acc ggc aat 211 
Glu Ala Leu Lys Gly Leu Val Asp Lys Leu Gin Ala Leu Thr Gly Asn 

25 30 35 

gag ggc cgc gtg tct gtg gaa aac ate aag cag ctg ttg caa tgt tta 259 
Glu Gly Arg Val Ser Val Glu Asn lie Lys Gin Leu Leu Gin Cys Leu 

40 45 50 

gtc cca gga age acc act ctg cac agt get gag att ttg get gaa ate 307 
Val Pro Gly Ser Thr Thr Leu His Ser Ala Glu He Leu Ala Glu He 
55 60 65 70 

gec egg ate ctt egg cct ggt gga tgt ctt ttt ctg aag ga 348 
Ala Arg He Leu Arg Pro Gly Gly Cys Leu Phe Leu Lys 
75 80 

<210> 1248 
<211> 338 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 184. .336 



<400> 1248 

agagcgtgcg ttcggtggcc cataggggaa gatggegget gctcctttgg aggageggga 60 
ttgagaggat cggggtgggg agaccaaaca agagagacat ttctggctct gaaggegaac 12 0 
gettegctgg ccatttagga gctctgctca aagccagacg tatcctagaa ggaaaacatc 180 
acc atg get aca gaa att ggt tct cct cct cgt ttt ttc cat atg cca 228 
Met Ala Thr Glu He Gly Ser Pro Pro Arg Phe Phe His Met Pro 
15 10 15 

agg ttc cag cac cag gca cct cga cag ctg ttt tat aag cga cct gat 276 
Arg Phe Gin His Gin Ala Pro Arg Gin Leu Phe Tyr Lys Arg Pro Asp 

20 25 30 

ttt gca caa cag caa gca atg caa cag ctt act ttt gat gga aaa cga 324 
Phe Ala Gin Gin Gin Ala Met Gin Gin Leu Thr Phe Asp Gly Lys Arg 

35 40 45 

atg aga aaa get gt 



Met Arg Lys Ala 
50 

<210> 1249 
<211> 484 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 176. .484 



338 



<400> 1249 

gccgccgccc gcyctcgctc tctcgcgcta ccctcccgcc gcccgcggtc ctccgtcggt 60 

tetctegtta gtccacggtc tggtcttcag ctacccgcct tcgtctccga gtttgegact 120 

cgcggaccgg cgtccccggc gegaagagge tggactcgga ttcgttgcct gagca atg 178 



846 





Met 

1 

get gec ate egg aag aaa ctg gtg att gtt ggt gat gga gee tgt gga 226 
Ala Ala He Arg Lys Lys Leu Val He Val Gly Asp Gly Ala Cys Gly 

5 10 15 

aag aca tgc ttg etc ata gtc ttc age aag gac cag ttc cca gag gtg 274 
Lys Thr Cys Leu Leu He Val Phe Ser Lys Asp Gin Phe Pro Glu Val 

20 25 30 

tat gtg ccc aca gtg ttt gag aac tat gtg gca gat ate gag gtg gat 322 
Tyr Val Pro Thr Val Phe Glu Asn Tyr Val Ala Asp He Glu Val Asp 

35 40 45 

gga aag cag gta gag ttg get ttg tgg gac aca get ggg cag gaa gat 370 
Gly Lys Gin Val Glu Leu Ala Leu Trp Asp Thr Ala Gly Gin Glu Asp 
50 55 60 65 

tat gat cgc ctg agg ccc etc tec tac cca gat ace gat gtt ata ctg 418 
Tyr Asp Arg Leu Arg Pro Leu Ser Tyr Pro Asp Thr Asp Val He Leu 

70 75 80 

atg tgt ttt tec ate gac age cct gat ant tta gaa aac ate cca gaa 466 
Met Cys Phe Ser He Asp Ser Pro Asp Xaa Leu Glu Asn He Pro Glu 

85 90 95 

aa 9 tgg ace cag aag tea 4 84 

Lys Trp Thr Gin Lys Ser 
100 



§4i 






.ft 






"rags 


<210> 


1250 


?% 


<211> 


468 




<212> 


DNA 




<213> 


Homo 



<220> 
<221> CDS 
<222> 159. .467 



<400> 1250 

aggaagegga asactaatga ccgaagcttc aagactttga catgtgtgaa aacatgaaat 60 
gacccttggc tcttattgtt cttgctggtg tggtatgttc aeggctgaaa agatggtcag 12 0 
aaggggaaag gaggaagtga gaagaaagaa acagggaa atg aca gag tgt tgc tea 176 

Met Thr Glu Cys Cys Ser 
1 5 

gtt ace cag get gga gtg caa tgg cat gat ctt ggc tea ctg cag cct 224 
Val Thr Gin Ala Gly Val Gin Trp His Asp Leu Gly Ser Leu Gin Pro 

10 15 20 

cca cct cct ggg ttc aag egg ttc teg tgc etc agt etc cca agt age 272 
Pro Pro Pro Gly Phe Lys Arg Phe Ser Cys Leu Ser Leu Pro Ser Ser 

25 30 35 

tgg gat tac agg ctg gag tgc gat ggc atg ate ttg get cac ggc aaa 320 
Trp Asp Tyr Arg Leu Glu Cys Asp Gly Met He Leu Ala His Gly Lys 

40 45 50 

etc cgc etc cct ggt tea agt gat tct cct gee tea gee tec cga gta 368 
Leu Arg Leu Pro Gly Ser Ser Asp Ser Pro Ala Ser Ala Ser Arg Val 
55 60 65 70 

gee ggg att aca ggc atg tgc cas cat gee ccg ttg gee agg ctg gtc 416 
Ala Gly He Thr Gly Met Cys Xaa His Ala Pro Leu Ala Arg Leu Val 



847 





75 80 85 

teg ars acc tta cct cag gtg ate tec cac ctt tgg gat tac aga cct 464 
Ser Xaa Thr Leu Pro Gin Val lie Ser His Leu Trp Asp Tyr Arg Pro 

90 95 100 

gca t 468 
Ala 

<210> 1251 

<211> 494 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100. .492 



<400> 1251 

O aaaagtgtta gcggggaacg ctgggaaact cccggcctcc gccaccatct tgetttcett 60 
,fj taatceggea gtgaccgtgt gtcagaacaa tcttgaatc atg aag eta eta acc 114 

Met Lys Leu Leu Thr 

u 1 5 

f*^ aga gee ggc tct ttc teg aga ttt tat tec etc aaa gtt gee ccc aaa 162 

Arg Ala Gly Ser Phe Ser Arg Phe Tyr Ser Leu Lys Val Ala Pro Lys 

^ 10 15 20 

«j gtt aaa gee aca get gcg cct gca gga gca ccg cca caa cct cag gac 210 

%0 Val Lys Ala Thr Ala Ala Pro Ala Gly Ala Pro Pro Gin Pro Gin Asp 

s 25 30 35 

f=i ctt gag ttt acc aag tta cca aat ggc ttg gtg att get tct ttg gaa 258 

j?J Leu Glu Phe Thr Lys Leu Pro Asn Gly Leu Val He Ala Ser Leu Glu 

^ 40 45 50 

aac tat tct cct gta tea aga att ggt ttg ttc att aaa gca ggc agt 306 

% Asn Tyr Ser Pro Val Ser Arg He Gly Leu Phe He Lys Ala Gly Ser 

O aga tat gag gac ttc age aat tta gga acc acc cat ttg ctg cgt ctt 354 
Arg Tyr Glu Asp Phe Ser Asn Leu Gly Thr Thr His Leu Leu Arg Leu 
70 75 80 85 

aca tec agt ctg acg aca aaa gga get tea tct ttc aag ata acc cgt 402 
Thr Ser Ser Leu Thr Thr Lys Gly Ala Ser Ser Phe Lys He Thr Arg 

90 95 100 

gga att gaa gca gtt ggt ggc aaa tta agt gtg acc gca aca agg gaa 450 
Gly He Glu Ala Val Gly Gly Lys Leu Ser Val Thr Ala Thr Arg Glu 

105 110 115 

aac atg get tat act gtg gaa tgc ctg egg ggt gat gtt gat at 4 94 

Asn Met Ala Tyr Thr Val Glu Cys Leu Arg Gly Asp Val Asp 
120 125 130 

<210> 1252 
<211> 308 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



848 





<222> 141. .308 



<400> 1252 
ctcagcggta 
gcggagggtc 
atactggaga 



ggggccgggg aagtgtctgt agcgtccctc cctctcaacc acaataacag 
ggcgtaggta ctttgaactc aagtaaacaa aagggaagat tttctcgttg 
ctgcacaaca atg ggg cca cga aag aaa agt gtg aaa aca tgt 
Met Gly Pro Arg Lys Lys Ser Val Lys Thr Cys 



ate atg aat 
lie Met Asn 

gac tat atg 
Asp Tyr Met 
30 

tac etc cct 
Tyr Leu Pro 
45 



1 

aat gaa att cca gaa 
Asn Glu lie Pro Glu 
15 

aat caa ctt tea cat 
Asn Gin Leu Ser His 
35 

ctg cag gat ate atg tgt atg ttc ttt 
Leu Gin Asp lie Met Cys Met Phe Phe 
50 55 



gaa atg aca gca 
Glu Met Thr Ala 
20 

gaa gta ctt tgc 
Glu Val Leu Cys 



gat 
Asp 

cat 

His 

40 

ccc 

Pro 



10 

gaa aca aag 
Glu Thr Lys 
25 

att ttt aga 
lie Phe Arg 



60 
120 
173 



221 



269 



308 



<210> 1253 
<211> 338 
<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 183 . .338 



<400> 1253 

gacagacacc atattgeegg ccaagcttaa aacatgtatg aatgtgacct ctggtctaga 
aaactgacct cataccagtt cagtttttta gcagataatc ctttgtagat gatgatgggt 
tcaacacaat agtaaaggtt tagectttaa aagactccca ggtatgtatt acaggttgat 
ct atg aca gaa gta atg aaa gtt aga aaa aga tgg ctg gga ata gtg 
Met Thr Glu Val Met Lys Val Arg Lys Arg Trp Leu Gly He Val 
1 5 10 15 

get cat gee tat aat ttc age act ttg gga ggn egg kkc agg agg ate 
Ala His Ala Tyr Asn Phe Ser Thr Leu Gly Gly Arg Xaa Arg Arg He 

20 25 30 

tct tgg ggc cag gag ttt gag ace age ctg ggc aac aca gac act ttc 
Ser Trp Gly Gin Glu Phe Glu Thr Ser Leu Gly Asn Thr Asp Thr Phe 

35 40 45 

tct aca aaa aaa aaa 
Ser Thr Lys Lys Lys 
50 



60 
120 
180 
227 



275 



323 



338 



<210> 1254 

<211> 748 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 138. .746 



849 





<400> 1254 

gagttcggca tgcaagagcg gaagaaaagc ggctggtacc ccggaagcag tcgctgcaac 60 
ttccgggagg tgcttgtgtg cctggtgcgg gagctacggg gcccagggat tgtgtttaaa 12 0 
gtagtgcttc taccaac atg tec cgt ggt tec age gec ggt ttt gac cgc 170 

Met Ser Arg Gly Ser Ser Ala Gly Phe Asp Arg 
15 10 
cac att acc att ttt tea ccc gag ggt egg etc tac caa gta gaa tat 218 
His lie Thr He Phe Ser Pro Glu Gly Arg Leu Tyr Gin Val Glu Tyr 

15 20 25 

get ttt aag get att aac cag ggt ggc ctt aca tea gta get gtc aga 266 
Ala Phe Lys Ala He Asn Gin Gly Gly Leu Thr Ser Val Ala Val Arg 

30 35 40 

ggg aaa gac tgt gca gta att gtc aca cag aag aaa gta cct gac aaa 314 
Gly Lys Asp Cys Ala Val He Val Thr Gin Lys Lys Val Pro Asp Lys 

45 50 55 

tta ttg gat tec age aca gtg act cac tta ttc aag ata act gaa aac 362 
g Leu Leu Asp Ser Ser Thr Val Thr His Leu Phe Lys He Thr Glu Asn 
% 60 65 70 75 

'{% att ggt tgt gtg atg acc gga atg aca get gac age aga tec cag gta 410 
f- He Gly Cys Val Met Thr Gly Met Thr Ala Asp Ser Arg Ser Gin Val 

80 85 90 

US cag agg gca cgc tat gag gca get aac tgg aaa tac aag tat ggc tat 458 
=£J Gin Arg Ala Arg Tyr Glu Ala Ala Asn Trp Lys Tyr Lys Tyr Gly Tyr 
%S 95 100 105 

%B gag att cct gtg gac atg ctg tgk raa aga att gee gat att tct cag 506 
J" Glu He Pro Val Asp Met Leu Xaa Xaa Arg He Ala Asp He Ser Gin 
jf*| HO 115 120 

^ gtc tac aca cag aat get gaa atg agg cct ctt ggt tgt tgt atg att 554 
t!\ Val Tyr Thr Gin Asn Ala Glu Met Arg Pro Leu Gly Cys Cys Met He 
s j£ 125 130 135 

j; tta att ggt ata gat gaa gag caa ggc cct cag gta tat aag tgt gat 602 
U Leu He Gly He Asp Glu Glu Gin Gly Pro Gin Val Tyr Lys Cys Asp 
O 140 145 150 155 

cct gca ggt tac tac tgt ggg ttt aaa gee act gca gcg gga gtt aaa 650 
Pro Ala Gly Tyr Tyr Cys Gly Phe Lys Ala Thr Ala Ala Gly Val Lys 

160 165 170 

caa act gag tea acc age ttc ctt gaa aaa naa gtg aag aag aaa ttt 698 
Gin Thr Glu Ser Thr Ser Phe Leu Glu Lys Xaa Val Lys Lys Lys Phe 

175 180 185 

gat tgg aca ttt gag cag aca gtg gaa act gca att aca tgc ctg tct 746 
Asp Trp Thr Phe Glu Gin Thr Val Glu Thr Ala He Thr Cys Leu Ser 
190 195 200 

ac 



<210> 1255 
<211> 626 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 73 . .624 



748 



850 




<400> 1255 

agggtagtgt cctargctgg gagaatggga tggagcctcc acctcatgaa gtagcttcct 60 
ttggaggtgg ct atg gca ggt ctt egg aga gaa tat get ttt aag get att 111 
Met Ala Gly Leu Arg Arg Glu Tyr Ala Phe Lys Ala lie 











1 








5 










10 










aac 


cag 


ggt 


ggc 


ctt 


aca 


tea 


gta 


get 


gtc 


aga 


ggg 


aaa 


gac 


tgt 


gca 


159 




Asn 


Gin 


Gly Gly Leu 


Thr 


Ser 


Val 


Ala 


Val 


Arg Gly 


Lys 


Asp 


Cys 


Ala 








15 










20 










25 














gta 


att 


gtc 


aca 


cag 


aag 


aaa 


gta 


cct 


gac 


aaa 


tta 


ttg 


gat 


tec 


age 


207 




Val 


He 


Val 


Thr 


Gin 


Lys 


Lys 


Val 


Pro 


Asp 


Lys 


Leu 


Leu 


Asp 


Ser 


Ser 






30 










35 










40 










45 






aca 


gtg 


act 


cac 


tta 


ttc 


aag 


ata 


act 


gaa 


aac 


att 


ggt 


tgt 


gtg 


atg 


255 




Thr 


Val 


Thr 


His 


Leu 
50 


Phe 


Lys 


He 


Thr 


Glu 
55 


Asn 


He 


Gly 


Cys 


Val 
60 


Met 






acc 


gga 


atg 


aca 


get 


gac 


age 


aga 


tec 


cag 


gta 


cag 


agg 


gca 


cgc 


tat 


303 




Thr 


Gly Met 


Thr 


Ala 


Asp 


Ser 


Arg 


Ser 


Gin 


Val 


Gin 


Arg 


Ala 


Arg 


Tyr 












65 










70 










75 








m 


gag 


gca 


get 


aac 


tgg 


aaa 


tac 


aag 


tat 


ggc 


tat 


gag 


att 


cct 


gtg 


gac 


351 


Glu 


Ala 


Ala 


Asn 


Trp 


Lys 


Tyr 


Lys 


Tyr 


Gly 


Tyr Glu 


He 


Pro 


Val 


Asp 




hi 






80 










85 










90 










atg 


ctg 


tgt 


aaa 


aga 


att 


gec 


gat 


att 


tct 


cag 


gtc 


tac 


aca 


cag 


aat 


399 


■- F= 


Met 


Leu 


Cys 


Lys 


Arg 


He 


Ala 


Asp 


He 


Ser 


Gin 


Val 


Tyr 


Thr 


Gin 


Asn 






95 










100 










105 












tar 


get 


gaa 


atg 


agg 


cct 


ctt 


ggt 


tgt 


tgt 


atg 


att 


ttn 


att 


ggt 


ata 


gat 


447 




Ala 
110 


Glu 


Met 


Arg 


Pro 


Leu 
115 


Gly 


Cys 


Cys 


Met 


He 
120 


Xaa 


He 


Gly 


He 


Asp 
125 




§_ a 


gaa 


gag 


caa 


ggc 


cct 


cag 


gta 


tat 


aag 


tgt 


gat 


cct 


gca 


ggt 


tac 


tac 


495 


sra ; 

= x~ 


Glu 


Glu 


Gin Gly Pro 


Gin 


Val 


Tyr 


Lys 


Cys 


Asp 


Pro 


Ala 


Gly 


Tyr 


Tyr 












130 










135 










140 






iy 


tgt 


ggg 


ttt 


aaa 


gee 


act 


gca 


gcg 


gga 


gtt 


aaa 


caa 


act 


gag 


tea 


acc 


543 




Cys 


Gly 


Phe 


Lys 


Ala 


Thr 


Ala 


Ala 


Gly 


Val 


Lys 


Gin 


Thr 


Glu 


Ser 


Thr 












145 










150 










155 










age 


ttc 


ctt 


gaa 


aaa 


naa 


gtg 


aag 


aag 


aaa 


ttt 


gat 


tgg 


aca 


ttt 


gag 


591 




Ser 


Phe 


Leu 
160 


Glu 


Lys 


Xaa 


Val 


Lys 
165 


Lys 


Lys 


Phe 


Asp 


Trp 
170 


Thr 


Phe 


Glu 






cag 


aca 


gtg 


gaa 


act 


gca 


att 


aca 


tgc 


ctg 


tct 


ac 










626 




Gin 


Thr 


Val 


Glu 


Thr 


Ala 


He 


Thr 


Cys 


Leu 


Ser 















175 180 



<210> 1256 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 155. .391 

<400> 1256 

ctctctggga tgtgtagctt tggaaatctg tctttgttgc tctgggagag gggactcctg 60 
gaatgtgtct gtgaataaag actagecgaa ggtgcgaagt gaetagaegg gagcaaagga 120 

851 




y 
ru 
ru 



ngraaamcta gggaatggga gatactgtgg cctc atg aat agg aat gtc tgc cca 175 

Met Asn Arg Asn Val Cys Pro 
1 5 

tat gtc agg att gga aat aat ggt gaa gat caa tta ate aaa gac gtc 223 
Tyr Val Arg He Gly Asn Asn Gly Glu Asp Gin Leu He Lys Asp Val 

10 15 20 

ttg gat aaa ttc ctt aat tgt cat gag caa aca tat gat gaa gaa ttt 271 
Leu Asp Lys Phe Leu Asn Cys His Glu Gin Thr Tyr Asp Glu Glu Phe 

25 30 35 

ctg aac act ttt act cat ctt tea caa gag gat cat gtg tec aaa ngg 319 
Leu Asn Thr Phe Thr His Leu Ser Gin Glu Asp His Val Ser Lys Xaa 
40 45 50 55 

gga gtg ttt gga act gat tct tea gaa aac att ttt acc tea gca aaa 367 
Gly Val Phe Gly Thr Asp Ser Ser Glu Asn He Phe Thr Ser Ala Lys 

60 65 70 

gtt act cat aaa aat gaa gca gat 3 91 

Val Thr His Lys Asn Glu Ala Asp 
75 





<210> 
<211> 


1257 
343 




y I 
N= 

zj 1 


<212> 
<213> 


DNA 
Homo 


sapiens 


uF% 


<220> 






•-Ft 


<221> 


CDS 






<222> 


101. . 


343 



<400> 1257 

aatcttatat cacgtgacag gggcggcgcg geceggggtg tcagtgtgga ggagactgag 60 
tattctacct tgtaaatact gttatttgta tatactgtaa atg atg aca teg gtg 115 

Met Met Thr Ser Val 
1 5 

ggc act aac cga gec egg gga aac tgg gaa caa cct caa aac caa aac 163 
Gly Thr Asn Arg Ala Arg Gly Asn Trp Glu Gin Pro Gin Asn Gin Asn 

10 15 20 

cag aca cag cac aag cag egg cca cag gee act gca gaa caa att aga 211 
Gin Thr Gin His Lys Gin Arg Pro Gin Ala Thr Ala Glu Gin He Arg 

25 30 35 

ctt gca cag atg att teg gac cat aat gat get gac ttt gag gag aag 259 
Leu Ala Gin Met He Ser Asp His Asn Asp Ala Asp Phe Glu Glu Lys 

40 45 50 

gtg aaa caa ttg att gat att aca ggc aag aac cag gat gaa tgt gtg 307 
Val Lys Gin Leu He Asp He Thr Gly Lys Asn Gin Asp Glu Cys Val 

55 60 65 

att get ttg cat gac tgc aat gga gat gtc aac aga 343 
He Ala Leu His Asp Cys Asn Gly Asp Val Asn Arg 
70 75 80 

<210> 1258 

<211> 454 

<212> DNA 

<213> Homo sapiens 



852 




<220> 
<221> CDS 
<222> 83 . .454 



<400> 1258 

agcggcagma gcggcgccgc ctcccagagt tcagacccag gaagcggccg ggagggcagg 60 
agcgaatcgg gccgccgccg cc atg gag ctg aga gtc ggg aac agg tac egg 112 

Met Glu Leu Arg Val Gly Asn Arg Tyr Arg 
1 5 10 

ctg ggc egg aag ate ggc age ggc tec ttc gga gae ate tat etc ggt 160 
Leu Gly Arg Lys lie Gly Ser Gly Ser Phe Gly Asp lie Tyr Leu Gly 

15 20 25 

acg gae att get gca gga gaa gag gtt gee ate aag ctt gaa tgt gtc 208 
Thr Asp He Ala Ala Gly Glu Glu Val Ala He Lys Leu Glu Cys Val 

30 35 40 

aaa ace aaa cac cct cag etc cac att gag age aaa ate tac aag atg 256 
p Lys Thr Lys His Pro Gin Leu His He Glu Ser Lys He Tyr Lys Met 

ifS atg cag gga gga gtg ggc ate ccc ace ate aga tgg tgc ggg gca gag 304 

Met Gin Gly Gly Val Gly He Pro Thr He Arg Trp Cys Gly Ala Glu 
ft 60 65 70 

yj ggg gae tac aac gtc atg gtg atg gag ctg ctg ggg cca age ctg gag 352 

'4a Gly Asp Tyr Asn Val Met Val Met Glu Leu Leu Gly Pro Ser Leu Glu 

L J3 75 80 85 90 

*3 gae etc ttc aac ttc tgc tec agg aaa ttc age etc aaa ace gtc ctg 

g Asp Leu Phe Asn Phe Cys Ser Arg Lys Phe Ser Leu Lys Thr Val Leu 

Q 95 100 105 

if y ntg ctt get gae caa atg ate agt cgc ate gaa tac att cat tea aag 

L,~ Xaa Leu Ala Asp Gin Met He Ser Arg He Glu Tyr He His Ser Lys 

H S HO 115 120 

: ]r aac ttc 

Asn Phe 



400 



448 



454 



<210> 1259 
<211> 260 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 34 . .258 



<400> 1259 

acccccggcc ccgaagctcc gccacccgcc gee atg agt age ttt gga get ggc 54 

Met Ser Ser Phe Gly Ala Gly 
1 5 

aaa ace aaa gaa gtt ate ttc agt gtg gag gat ggc tec gtg aaa atg 102 
Lys Thr Lys Glu Val lie Phe Ser Val Glu Asp Gly Ser Val Lys Met 

10 15 20 

ttc ctg agg ggc cgc cct gtg ccc atg atg ate cca gae gag ctg gca 150 
Phe Leu Arg Gly Arg Pro Val Pro Met Met He Pro Asp Glu Leu Ala 



853 





25 30 35 

ccc acc tac age ctg gac aca cgc teg gag ctg cct tct tgc egg etc 198 
Pro Thr Tyr Ser Leu Asp Thr Arg Ser Glu Leu Pro Ser Cys Arg Leu 
40 45 50 55 

aag ctg gag tgg gtc tat ggc tac cgt ggc cga gac tgc egg gee aac 246 
Lys Leu Glu Trp Val Tyr Gly Tyr Arg Gly Arg Asp Cys Arg Ala Asn 

60 65 70 

ctt tat ttg ctg cc 260 
Leu Tyr Leu Leu 
75 

<210> 1260 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116. .334 



<400> 1260 

actcgttccc taacattaaa gagaaaatgc tgctatccgt gacttccagg cccgggattt 60 
cgacttttgg ctacaataga aacaacaaga agecatatgt gcactggctc agcag atg 118 

Met 
1 

gca cca cct age cca age aac agt aca cct aac age agt agt gga age 166 
Ala Pro Pro Ser Pro Ser Asn Ser Thr Pro Asn Ser Ser Ser Gly Ser 

5 10 15 

aat gga aat gac cag ctg age aaa acc aac eta tac ate cga gga ttg 214 
Asn Gly Asn Asp Gin Leu Ser Lys Thr Asn Leu Tyr He Arg Gly Leu 

20 25 30 

caa cca ggc act act gac car gat ctt gtc aag ctg tgt cag cca tat 262 
Gin Pro Gly Thr Thr Asp Gin Asp Leu Val Lys Leu Cys Gin Pro Tyr 

35 40 45 

ggc aag att gtt tern act aag gee rta ctg gmc aag acc aca rac ara 310 
Gly Lys He Val Ser Thr Lys Ala Xaa Leu Xaa Lys Thr Thr Xaa Xaa 
50 55 60 65 

tgt raa ggc tat ggc ttt gta gat tt 336 
Cys Xaa Gly Tyr Gly Phe Val Asp 
70 

<210> 1261 

<211> 435 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .433 



<400> 1261 

gcgcaggcgc ggacggcgtt ggtttgaaga ccttcagcgt tgccctggcg gasagagaca 60 



854 





ggccctcggg gtggaggtct ttggtttcat aagagcctga gagagatttt tctaagat 118 

atg tgt aac aca cca acg tac tgt gac eta gga aag get gyt aag gat 166 

Met Cys Asn Thr Pro Thr Tyr Cys Asp Leu Gly Lys Ala Xaa Lys Asp 

1 5 10 15 

gtc ttc aac aaa gga tat ggc ttt ggc atg gtc aag ata gac ctg aaa 214 

Val Phe Asn Lys Gly Tyr Gly Phe Gly Met Val Lys He Asp Leu Lys 

20 25 30 

acc aag tct tgt agt gga gtg atg gaa ttt tct act tct ggt cat get 262 
Thr Lys Ser Cys Ser Gly Val Met Glu Phe Ser Thr Ser Gly His Ala 

35 40 45 

tac act gat aca ggg aaa gca tea ggc aac eta gaa acc aaa tat aag 310 
Tyr Thr Asp Thr Gly Lys Ala Ser Gly Asn Leu Glu Thr Lys Tyr Lys 

50 55 60 

gtc tgt aac tat gga ctt acc ttc acc cag aaa tgg aac aca gay aat 358 
Val Cys Asn Tyr Gly Leu Thr Phe Thr Gin Lys Trp Asn Thr Asp Asn 
65 70 75 80 

act eta ggg aca gaa ate tct tgg gag aat aag ttg get gaa ggg ttg 406 
Thr Leu Gly Thr Glu He Ser Trp Glu Asn Lys Leu Ala Glu Gly Leu 

O 85 90 95 

%p aaa ctg act ctt gat acc ata ttt gta cc 435 

jfj Lys Leu Thr Leu Asp Thr He Phe Val 

tl 100 105 



sfer 

iu 

=3» 



<210> 1262 

<211> 424 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 170. .424 



<400> 1262 

acaggtggtt gcagaagttt cgtggtgtcg ggcgcgcgtc tgcactgcag aegcagaggg 60 
tttgggagcg agcagtttcc tgcccaggga tgggggtcct ggctgeaett caegggggeg 12 0 
gccctttcgt ttcgctctgc gtgacaggtc tegcttgatt gggtttctc atg ggt ntc 178 

Met Gly Xaa 
1 

tgg cgt ttc tac ggc gcg get etc acg gac tea ggc cag gee act cgc 226 
Trp Arg Phe Tyr Gly Ala Ala Leu Thr Asp Ser Gly Gin Ala Thr Arg 
5 10 15 



agg 


att 


aat 


tgg 


aat 


tct 


tea 


aaa 


tgt 


cag 


Arg 


He 


Asn 


Trp 


Asn 


Ser 


Ser 


Lys 


Cys 


Gin 


20 










25 










ctg 


aac 


age 


ctg 


cag 


gtg 


aaa 


tgg 


aaa 


ate 


Leu 


Asn 


Ser 


Leu 


Gin 


Val 


Lys 


Trp 


Lys 


He 










40 










45 


caa 


ggc 


ctg 


atg 


etc 


etc 


ctg 


aat 


aca 


gtt 


Gin 


Gly 


Leu 


Met 


Leu 


Leu 


Leu 


Asn 


Thr 


Val 








55 










60 




ccc 


cct 


gga 


aac 


age 


tgt 


ccc 


tec 


acc 


tac 


Pro 


Pro 


Gly Asn 


Ser 


Cys 


Pro 


Ser 


Thr 


Tyr 



30 



70 75 



tac 


cca 


cag 


ccc 


Tyr 


Pro 


Gin 


Pro 








35 


aac 


cac 


cag 


ate 


Asn 


His 


Gin 


He 






50 




nkt 


tta 


cca 


gga 


Xaa 


Leu 


Pro 


Gly 




65 






cca 


gag 


ctt 


get 


Pro 


Glu 


Leu 


Ala 


80 









274 



322 



370 



418 



855 



atg gga 424 
Met Gly 
85 

<210> 1263 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 228. .455 



y \ 



<400> 1263 

aaaagtagag gnaaaaccac cgaattgagc tctgtcagag gcgctttcgg cttccaaggg 60 

ggaagtgctg ggctataatt aatgttttta ttaaatttgg agggaagttt ttgcagcctt 12 0 

tcgcctagcg tggccttcag gttgatagaa gtccagatcc tgaggaaatc tccagctaaa 180 

q tgctcaaaat ataaaatact gagctgagat ttgcgaagag cagcagc atg gat gga 236 
%g Met Asp Gly 

ttt tat gac cag caa gtg cct tac atg gtc acc aat agt cag cgt ggg 2 84 

Phe Tyr Asp Gin Gin Val Pro Tyr Met Val Thr Asn Ser Gin Arg Gly 

5 10 15 

aga aat tgt aac gag aaa cca aca aat gtc agg aaa aga aaa ttc att 332 
Arg Asn Cys Asn Glu Lys Pro Thr Asn Val Arg Lys Arg Lys Phe lie 
20 25 30 35 

aac aga gat ctg get cat gat tea gaa gaa etc ttt caa gat eta agt 380 
Asn Arg Asp Leu Ala His Asp Ser Glu Glu Leu Phe Gin Asp Leu Ser 
f(l 40 45 50 

nj caa tta ca 9 9 aa aca tgg ctt gca gaa gst mag gya cct gac aat gat 428 
Gin Leu Gin Glu Thr Trp Leu Ala Glu Xaa Xaa Xaa Pro Asp Asn Asp 

55 60 65 

gag cag ttt gta cca gac tat cag get g 456 
Glu Gin Phe Val Pro Asp Tyr Gin Ala 
70 75 



<210> 1264 

<211> 349 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 129. .347 



<400> 1264 

agaacacagt ggaagcatcc tccaagccag ccaacaaatt teegttttet actgcccttt 60 

egggecaggg gttattttat gagcatctcc gatgttgcac acgtggcgtg tgaaccgaga 12 0 

gaaagaag atg gag aga tea ccc tec aga cgt cgt cgc ctg gaa gag gee 170 

Met Glu Arg Ser Pro Ser Arg Arg Arg Arg Leu Glu Glu Ala 

15 10 

cca ata cca aag gat gac ctg gac ttc cgc tta gca gee ttg tac aac 218 



856 



Pro lie Pro Lys Asp Asp 
15 20 
cac cac act ggg aca ttc 
His His Thr Gly Thr Phe 
35 

aaa acc acg cag gat acc 
Lys Thr Thr Gin Asp Thr 
50 

ttt tta acc cct ccc act 
Phe Leu Thr Pro Pro Thr 
65 

<210> 1265 

<211> 322 

<212> DNA 

<213> Homo sapiens 



Leu Asp Phe Arg Leu Ala 
25 

aag aac aaa agt gag ata 
Lys Asn Lys Ser Glu lie 
40 

tat aga acc aag ate caa 
Tyr Arg Thr Lys lie Gin 
55 

cca ccc ate act ttc ct 
Pro Pro lie Thr Phe 
70 



Ala Leu Tyr Asn 
30 

ctg tta aac cag 266 
Leu Leu Asn Gin 
45 

ttc cct gga gaa 314 
Phe Pro Gly Glu 
60 

349 



<220> 
^ <221> CDS 

<222> 141. .320 



<400> 1265 

W agctagaagg atgccatgaa ggaaatgact gctttgtaaa gcgagggtaa acttctgaaa 60 
tgctttgatt aaaataagct atattaaaga ccccaaaacc acttccctcg cagctttcct 120 
%p ctgaatgtct ttcacatgaa atg ggc ctg agt cac tct aag act cac ctt agg 173 
%0 Met G1 Y Leu Ser His Ser L YS Thr His Leu Arg 

3 1 5 10 

iH gtg ate aaa gta gca cct ttg caa anc aaa gag gta gag act ccc teg 221 
j^j Val He Lys Val Ala Pro Leu Gin Xaa Lys Glu Val Glu Thr Pro Ser 
15 20 25 

get ggc cgt gtg gac ttt gca ttc aat cag aat ttg gaa gaa aag act 269 
Ala Gly Arg Val Asp Phe Ala Phe Asn Gin Asn Leu Glu Glu Lys Thr 

30 35 40 

tea tat tea ctg gca aga ctg cag gac cag aat aaa gee ttg gaa ggg 317 
Ser Tyr Ser Leu Ala Arg Leu Gin Asp Gin Asn Lys Ala Leu Glu Gly 

45 50 55 

cag ct 322 
Gin 
60 



3 W 



<210> 1266 

<211> 238 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 10. .237 



<400> 1266 

attgtcact atg tec tgc ctg acc aaa gag gac acg ggc tgg tac tgg tgt 51 
Met Ser Cys Leu Thr Lys Glu Asp Thr Gly Trp Tyr Trp Cys 



857 





■if* 



H=3 



15 10 
ggc ate cag egg gac ttt gee agg gat gac atg gat ttt aca gag ctg 99 
Gly lie Gin Arg Asp Phe Ala Arg Asp Asp Met Asp Phe Thr Glu Leu 
15 20 25 30 

att gta act gac gac aaa gga ace ctg gec aat gac ttt tgg tct ggg 147 
lie Val Thr Asp Asp Lys Gly Thr Leu Ala Asn Asp Phe Trp Ser Gly 

35 40 45 

aaa gac eta tea ggc aac aaa acc aga age tgc aag get ccc aaa gtt 195 
Lys Asp Leu Ser Gly Asn Lys Thr Arg Ser Cys Lys Ala Pro Lys Val 

50 55 60 

gtc cgc aar get gam cgc tec agg acg tec att etc ate att t 238 
Val Arg Lys Ala Xaa Arg Ser Arg Thr Ser lie Leu lie lie 
65 70 75 

<210> 1267 
<211> 458 
<212> DNA 

<213> Homo sapiens 



<220> 
^ <221> CDS 

<222> 187. .456 



<400> 1267 

gaggtgtatt agattgetgt gtgttgagca caaggggaag aatgaacaca gctttttatt 60 
gaagttaaag gttactttgg agtttgtttg gaaatgtgta aggtcaaata ctatagtttt 120 
cagcatatgt agtacttcag aggaagaatt aaggggcatg ttggtgcatt taactacaaa 180 
accaga atg att gaa gat agt ggg aaa aga gga aat acc atg gca gaa 22 8 

Met lie Glu Asp Ser Gly Lys Arg Gly Asn Thr Met Ala Glu 
15 10 
^ aga aga cag ctg ttt gca gag atg agg get caa gat ctg gat cgc ate 276 

Arg Arg Gin Leu Phe Ala Glu Met Arg Ala Gin Asp Leu Asp Arg lie 
O 15 20 25 30 

Q cga etc tec acc tac aga aca gca tgc aag ctt agg ttt gtt cag aag 324 
Arg Leu Ser Thr Tyr Arg Thr Ala Cys Lys Leu Arg Phe Val Gin Lys 

35 40 45 

aaa tgc aat ttg cac ctg gtg gac ata tgg aat gtc ata gaa gca ttg 372 
Lys Cys Asn Leu His Leu Val Asp He Trp Asn Val He Glu Ala Leu 

50 55 60 

egg gaa aat get ctg aac aac ctg gac cca aac act gaa etc aac gtg 420 
Arg Glu Asn Ala Leu Asn Asn Leu Asp Pro Asn Thr Glu Leu Asn Val 

65 70 75 

tec cgc tta gar get gtg etc tec act att ttt tac ca 458 
Ser Arg Leu Glu Ala Val Leu Ser Thr He Phe Tyr 
80 85 90 

<210> 1268 

<211> 252 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



858 




<222> 48 . .251 



<400> 1268 

agtctgggtt gggcagaagg cagaaaacca gcagagtcac agaggag atg gcc aac 56 

Met Ala Asn 
1 

tgc caa ata gcc ate ttg tac cag aga ttc cag aga gtg gtc ttt gga 104 
Cys Gin He Ala He Leu Tyr Gin Arg Phe Gin Arg Val Val Phe Gly 

5 10 15 

att tec caa etc ctt tgc ttc agt gcc ctg ate tct gaa eta aca aac 152 
He Ser Gin Leu Leu Cys Phe Ser Ala Leu He Ser Glu Leu Thr Asn 
20 25 30 35 

cag aaa gaa gtg gca gca tgg act tat cat tac age aca aaa gca tac 200 
Gin Lys Glu Val Ala Ala Trp Thr Tyr His Tyr Ser Thr Lys Ala Tyr 

40 45 50 

tea tgg aat att tec cgt aaa tac tgc cag aat cgc tac aca gac tta 248 
Ser Trp Asn He Ser Arg Lys Tyr Cys Gin Asn Arg Tyr Thr Asp Leu 
55 60 65 

252 



~*~ 

,Fs 


gtg g 




m 


Val 










Est.™ 


<210> 


1269 




<211> 


540 




<212> 


DNA 


ui 


<213> 


Homo 









<220> 
<221> CDS 
<222> 367. .540 



<400> 1269 

cttttctttc gegtctgegg tgctcggagt gtggtacttc tcctagttgc agtcaggctt 60 
cataegctrt tgtcctgccc gtaagttccc gttttgtgtg tggttagagc agecageggg 12 0 
taacagaawk grwtttngga agagggagtc accactggac ctccaaggaa gccacgtgca 180 
gacatctaca accttcgatc tcctgacgag tttattgttg gccaaaacca ggctttgatt 240 
gaaccaggat gaatgcgggt gttggaagta gaatatatat atacatataa aattggttgg 300 
gagecaegtg taccagtgtg tgttgatctt ggcttgattc agtctgeett gtaacagaaa 360 
ctggcg atg gaa tat gag agg age cct ctg gaa aga aaa gga cag acc 4 08 

Met Glu Tyr Glu Arg Ser Pro Leu Glu Arg Lys Gly Gin Thr 

15 10 
ctg tgc ttt cat gaa agt gaa gat ctg get gaa cca gtt cca caa ggt 456 
Leu Cys Phe His Glu Ser Glu Asp Leu Ala Glu Pro Val Pro Gin Gly 
15 20 25 30 

tac tgt ata cat age ctg agt tta aaa ggc tgt gcc act tea aga atg 504 
Tyr Cys He His Ser Leu Ser Leu Lys Gly Cys Ala Thr Ser Arg Met 

35 40 45 

tea ttg tta gac ttt gaa att tct aac tgc eta cct 540 
Ser Leu Leu Asp Phe Glu He Ser Asn Cys Leu Pro 
50 55 

<210> 1270 
<211> 516 



859 




<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 343 . .516 



<400> 1270 

cttttttttc gcgtctgcgg tgctcggagt gtggtacttc tcctagttgc agtcaggctt 60 
catacgctat tgtcctgccc gttagagcag ccagcgggta cagaatggat tttggaagag 12 0 
ggagtcacca ctggacctcc aaggaagcca cgtgcagaca tctacaacct tcgatctcct 180 
gacgagttta ttgttggcca aaaccaggct ttgattgaac caggatgaat gcgggtgttg 240 
gaagtagaat atatatatac atataaaatt ggttgggagc cacgtgtacc agtgtgtgtt 300 
gatcttggct tgattcagtc tgccttgtaa cagaaactgg eg atg gaa tat gag 3 54 

Met Glu Tyr Glu 

1 

agg age cct ctg gaa aga aaa gga cag ace ctg tgc ttt cat gaa agt 402 
O Arg Ser Pro Leu Glu Ar 9 L y s G1 y Gln Thr Leu Cys Phe His Glu Ser 
2 5 10 15 20 

^ gaa gat ctg get gaa cca gtt cca caa ggt tac tgt ata cat age ctg 450 
r; Glu Asp Leu Ala Glu Pro Val Pro Gin Gly Tyr Cys lie His Ser Leu 
f] 25 30 35 

agt tta aaa ggc tgt gee act tea aga atg tea ttg tta gac ttt gaa 498 
Ser Leu Lys Gly Cys Ala Thr Ser Arg Met Ser Leu Leu Asp Phe Glu 

40 45 50 

att tct aac tgc eta cct 516 
lie Ser Asn Cys Leu Pro 



■*3 = 



55 

<210> 1271 
<211> 440 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 25. .438 



<400> 1271 

atcactcgcg gcattggagt caag atg gag gag tac gcg cga gag cct tgc 51 

Met Glu Glu Tyr Ala Arg Glu Pro Cys 
1 5 

cca tgg cga att gtg gat gac tgt ggt ggg gec ttt acg atg ggt ace 99 

Pro Trp Arg He Val Asp Asp Cys Gly Gly Ala Phe Thr Met Gly Thr 

10 15 20 25 

att ggt ggt ggt ate ttt caa gca ate aaa ggt ttt cgc aat tct cca 147 

He Gly Gly Gly He Phe Gin Ala He Lys Gly Phe Arg Asn Ser Pro 

30 35 40 

gtg gga gta aac cac aga eta cga ggg agt ttg aca get att aaa acc 195 
Val Gly Val Asn His Arg Leu Arg Gly Ser Leu Thr Ala He Lys Thr 

45 50 55 

agg get cca cag tta gga ggt age ttt gca gtt tgg gga ggg ctg ttt 243 



860 




Arg Ala Pro Gin Leu Gly Gly Ser Phe Ala Val Trp Gly Gly Leu Phe 

60 65 70 

tec atg att gac tgt agt atg gtt caa gtc aga gga aag gaa gat ccc 291 
Ser Met He Asp Cys Ser Met Val Gin Val Arg Gly Lys Glu Asp Pro 

75 80 85 

tgg aac tec ate aca agt ggt gee tta acg gga gee ata ctg gca gca 339 
Trp Asn Ser He Thr Ser Gly Ala Leu Thr Gly Ala He Leu Ala Ala 
90 95 100 105 

aga aat gga cca gtg gee atg gtt ggg tea gec gca atg ggt ggc att 3 87 

Arg Asn Gly Pro Val Ala Met Val Gly Ser Ala Ala Met Gly Gly He 

HO 115 120 

etc eta get tta att gaa gga get ggt ate ttg ttg aca aga ttt gee 435 
Leu Leu Ala Leu He Glu Gly Ala Gly He Leu Leu Thr Arg Phe Ala 

125 130 135 

tct gc 440 
Ser 





<210> 


1272 




<211> 


290 




<212> 


DNA 


m 


<213> 


Homo 


f=5=3 


<220> 




yj ■ 

"^5Sf 


<221> 


CDS 


<222> 


30. . 



<400> 1272 

gcgtgcgccg gtgggggact ctggggaaa atg get gcg tct teg agt ggt gag 53 

Met Ala Ala Ser Ser Ser Gly Glu 
1 5 

aag gag aag gag egg ctg gga ggc ggt ttg gga gtg gcg ggt ggt aac 101 
Lys Glu Lys Glu Arg Leu Gly Gly Gly Leu Gly Val Ala Gly Gly Asn 

10 15 20 

age aca cga gag egg ctg ctg tct gcg ctt gag gac ttg gag gtc ctg 14 9 

Ser Thr Arg Glu Arg Leu Leu Ser Ala Leu Glu Asp Leu Glu Val Leu 
25 30 35 40 

tct agg gaa ctt ata gaa atg ctg gca att tea aga aac caa aag ttg 197 
Ser Arg Glu Leu He Glu Met Leu Ala He Ser Arg Asn Gin Lys Leu 

45 50 55 

tta cag get gga gag gaa aac cag gtc ctg gag ttg tta att cac cga 245 
Leu Gin Ala Gly Glu Glu Asn Gin Val Leu Glu Leu Leu He His Arg 

60 65 70 

gat ggg gaa ttt caa gaa eta atg aaa ttg gca ctt aat cag gga 2 90 

Asp Gly Glu Phe Gin Glu Leu Met Lys Leu Ala Leu Asn Gin Gly 
75 80 85 

<210> 1273 

<211> 374 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



861 





fU 
fU 



<222> 58. .372 
<400> 1273 

gaaamaccac gcaggggaag agaaagcagg agccgtccag cacggaggaa ggcgacc 57 

105 



153 



atg 


gcc 


aag 


gag 


tgg 


ggc 


tac 


gcc 


agt 


cac 


aac 


ggt 


cct 


gac 


cac 


tgg 


Met 


Ala 


Lys 


Glu 


Trp Gly 


Tyr 


Ala 


Ser 


His 


Asn 


Gly Pro Asp His 


Trp 


1 








5 










10 










15 




cat 


gaa 


ctt 


ttc 


cca 


aat 


gcc 


aag 


ggg 


gaa 


aac 


cag 


teg 


ccc 


gtt 


gag 


His 


Glu 


Leu 


Phe 


Pro 


Asn 


Ala 


Lys 


Gly 


Glu 


Asn 


Gin 


Ser 


Pro 


Val 


Glu 








20 










25 










30 






ctg 


cat 


act 


aaa 


gac 


ate 


agg 


cat 


gac 


cct 


tct 


ctg 


cag 


cca 


tgg 


tct 


Leu 


His 


Thr 


Lys 


Asp 


He 


Arg 


His 


Asp 


Pro 


Ser 


Leu 


Gin 


Pro 


Trp 


Ser 






35 










40 










45 






gtg 


tct 


tat 


gat 


ggt 


ggc 


tct 


gcc 


aag 


acc 


ate 


ctg 


aat 


aat 


ggg 


aag 


Val 


Ser 


Tyr 


Asp 


Gly Gly 


Ser 


Ala 


Lys 


Thr 


He 


Leu 


Asn 


Asn 


Gly Lys 




50 










55 










60 










acc 


tgc 


cga 


gtt 


gta 


ttt 


gat 


gat 


act 


tat 


gat 


agg 


tea 


atg 


ctg 


aga 


Thr 


Cys 


Arg 


Val 


Val 


Phe 


Asp 


Asp 


Thr 


Tyr 


Asp 


Arg 


Ser 


Met 


Leu 


Arg 


65 










70 










75 










80 


ggg 


ggt 


cct 


etc 


cct 


gga 


ccc 


tac 


cga 


ctt 


cgc 


cag 


ttt 


cat 


ctt 


cac 


Gly 


Gly 


Pro 


Leu 


Pro Gly 


Pro 


Tyr Arg 


Leu 


Arg 


Gin 


Phe 


His 


Leu 


His 










85 










90 










95 




tgg 


ggc 


tct 


teg 


gat 


gat 


cat 


ggc 


tct 


ga 














Trp 


Gly 


Ser 


Ser 


Asp 


Asp 


His 


Gly Ser 






















100 










105 

















201 



249 



297 

Thr Cys Arg Val Val Phe Asp Asp Thr Tyr Asp Arg Ser Met Leu Arg 

,?% 

m yyy yg 1 - ccc ccc ecu gga ccc tac cga ctt cgc cag ttt cat ctt cac 345 



<210> 1274 

<211> 436 

<212> DNA 

<213> Homo sapiens 



374 



X <220> 

y <221> CDS 

O <222> 137. .436 



<400> 1274 

atttceggtt ccggcggggg gcttttctct ctctctttca ctgcaaggcg geggcaggag 60 
aggttgtggt gctagtttct ctaagccatc cagtgccatc ctcgtcgctg cagcgacaca 120 
cgctctcgcc gccgcc atg act gag cag atg acc ctt cgt ggc acc etc aag 172 
Met Thr Glu Gin Met Thr Leu Arg Gly Thr Leu Lys 
15 10 
ggc cac aac ggc tgg gta acc cag ate get act acc ccg cag ttc ccg 220 
Gly His Asn Gly Trp Val Thr Gin He Ala Thr Thr Pro Gin Phe Pro 

15 20 25 

gac atg ate etc tec gcc tct cga gat aag acc ate ate atg tgg aaa 268 
Asp Met He Leu Ser Ala Ser Arg Asp Lys Thr He He Met Trp Lys 

30 35 40 

ctg acc agg gat gag acc aac tat gga att cca cag cgt get ctg egg 316 
Leu Thr Arg Asp Glu Thr Asn Tyr Gly He Pro Gin Arg Ala Leu Arg 
45 50 55 60 

ggt cac tec cac ttt gtt agt gat gtg gtt ate tec tea gat ggc cag 364 
Gly His Ser His Phe Val Ser Asp Val Val He Ser Ser Asp Gly Gin 



862 




65 70 75 

ttt gcc etc tea ggc tec tgg gat gga ace ctg cgc etc tgg gat etc 412 
Phe Ala Leu Ser Gly Ser Trp Asp Gly Thr Leu Arg Leu Trp Asp Leu 

80 85 90 

aca acg caa gta ret get cac tta 436 
Thr Thr Gin Val Xaa Ala His Leu 
95 100 





<210> 1275 






















<211> 416 






















<212> DNA 






















<213> Homo 


sapiens 




















<220> 






















<221> CDS 






















<222> 12 . .416 


















S3 


<400> 1275 






















aaatagtggt 


g atg tea tgc agg caa gat ggc gga agg gga gga cgt ggg 


ill 




Met Ser Cys Arg Gin Asp Gly Gly Arg Gly Gly Arg Gly 






1 






5 






10 






5 3 S 


atg gtg gcg 


gac tgg 


ctg 


cag 


cag 


age tac caa 


gca 


gtc 


aaa 


gag aag 




Met Val Ala 


Asp Trp 


Leu 


Gin 


Gin 


Ser Tyr Gin 


Ala 


Val 


Lys 


Glu Lys 




15 






20 






25 










tec tct gaa 


gcc ttg 


gag 


ttt 


atg 


aag egg gac 


ctg 


acg 


gag 


ttt ace 


vS 


Ser Ser Glu 


Ala Leu 


Glu 


Phe 


Met 


Lys Arg Asp 


Leu 


Thr 


Glu 


Phe Thr 




30 




35 






40 








45 


sacr 


cag gtg gtg 


cag cat 


gac 


acg 


gcc 


tgt ace ate 


gca 


gcc 


acg 


gcc age 


m 

r. r? 


Gin Val Val 


Gin His 


Asp 


Thr 


Ala 


Cys Thr lie 


Ala 


Ala 


Thr 


Ala Ser 


s 

H 3 e 




50 








55 








60 



50 



98 



146 



194 



gtg gtc aag gag aag ctg get acg gaa ggc tec tea gga gca aca gag 242 
Val Val Lys Glu Lys Leu Ala Thr Glu Gly Ser Ser Gly Ala Thr Glu 
y 65 70 75 

M aag atg aag aaa ggg tta tct gac ttc eta ggg gtg ate tea gac ace 2 90 

Lys Met Lys Lys Gly Leu Ser Asp Phe Leu Gly Val He Ser Asp Thr 

80 85 90 

ttt gcc cct teg cca gac aaa ace ate gac tgc gat gtc ate acc ctg 338 
Phe Ala Pro Ser Pro Asp Lys Thr He Asp Cys Asp Val He Thr Leu 

95 100 105 

at 9 99 c aca ccg tct ggc aca get gag cct atg atg gca cca agg etc 386 
Met Gly Thr Pro Ser Gly Thr Ala Glu Pro Met Met Ala Pro Arg Leu 
110 115 120 125 

gcc tct ata gcc tgc agt egg acc cag caa 416 
Ala Ser He Ala Cys Ser Arg Thr Gin Gin 
130 135 

<210> 1276 

<211> 249 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



863 




■hi 



<222> 85 . .249 



<400> 1276 

ctgaccacaa atgagccacc tgggggcttg ttgaaagcac ggaatcctgg cccacccact 60 
gccttgccgc tgcccagcaa aacc atg tgg gcc cag cct etc ctg tgg gca 111 

Met Trp Ala Gin Pro Leu Leu Trp Ala 

1 5 

cac cca cac act gtc cct etc tct ccc ctt tct ttc ccc caa agg gcc 159 

His Pro His Thr Val Pro Leu Ser Pro Leu Ser Phe Pro Gin Arg Ala 

10 15 20 25 

atg ace gtt ttc cat gca gcc ctg ccc ggc cct gcc ate ctg etc cca 207 

Met Thr Val Phe His Ala Ala Leu Pro Gly Pro Ala lie Leu Leu Pro 

30 35 40 

gcc cca cgc cga gag gac acc tgt ctg cct ccc tec tgc cga 249 
Ala Pro Arg Arg Glu Asp Thr Cys Leu Pro Pro Ser Cys Arg 
45 50 55 

<210> 1277 

<211> 372 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
*S <222> 55. .372 



Q <400> 1277 

aagaggacag acgcctcgaa gaatcegcta teggctgtet gcacaaccgg aatc atg 57 
as Met 

F 1 

J; teg agt ttg gcg gtg aga gac ccg gca atg gat cga tea ctg cgt tec 105 
y Ser Ser Leu Ala Val Arg Asp Pro Ala Met Asp Arg Ser Leu Arg Ser 
O 5 10 15 

gtg ttc gtg ggg aac att cca tat gag gca act gag gag cag tta aag 153 
Val Phe Val Gly Asn lie Pro Tyr Glu Ala Thr Glu Glu Gin Leu Lys 

20 25 30 

gac att ttc teg gag gtt ggt tct gtt gtc agt ttc egg ctg gta tac 201 
Asp He Phe Ser Glu Val Gly Ser Val Val Ser Phe Arg Leu Val Tyr 

35 40 45 

gat aga gag acg gga aaa ccc aag ggc tat ggc ttc tgc gaa tac caa 24 9 

Asp Arg Glu Thr Gly Lys Pro Lys Gly Tyr Gly Phe Cys Glu Tyr Gin 
50 55 60 65 

gac cag gag acc gcg ctt agt gcc atg egg aac etc aat ggg egg gag 297 
Asp Gin Glu Thr Ala Leu Ser Ala Met Arg Asn Leu Asn Gly Arg Glu 

70 75 80 

ttc agt ggg aga gcg ctt egg gtg gac aat get gcc agt gaa aag aat 345 
Phe Ser Gly Arg Ala Leu Arg Val Asp Asn Ala Ala Ser Glu Lys Asn 

85 90 95 

aag gag gag tta aag age ctt ggg cct 372 
Lys Glu Glu Leu Lys Ser Leu Gly Pro 
100 105 



864 




<210> 1278 
<211> 592 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 259 . . 591 



<400> 1278 

aaaaagaagg tggtgattgg ctggattctt gctcatggct cctggcagat ctgacaaatc 60 

ctcttgcttt tgctctaatc tctgtctgga tacttttagg aaaagaacct tgttattatg 120 

tactaaagtg aataatttgt gctcttagag taggagttgg aactatagga cttgaaggca 180 

agagcaggta tcttatcaag gatctactca ctcagtttcc ctaaagctct ctctccagat 240 





cggattcaac 


cgcacatc 


atg 


aca 


gat 


gtt 


ccg 


get 


aca 


ttt 


acc 


cag 


get 


291 














Met 
1 


Thr 


Asp 


Val 


Pro 
5 


Ala 


Thr 


Phe 


Thr 


Gin 


Ala 






gag 


tgt 


aat 


ggg 


gat 


aaa 


cca 


cct 


gaa 


aac 


ggt 


caa 


caa 


aca 


10 
ate 


act 


339 


■•wtsr 


Glu 


Cys 


Asn 


Gly 


Asp 


Lys 


Pro 


Pro 


Glu 


Asn 


Gly 


Gin 


Gin 


Thr 


He 


Thr 




'Mfcr 
- ?= 








15 










20 










25 








y : 


aaa 


ate 


agt 


gag 


gaa 


ttg 


act 


gat 


gtg 


gac 


age 


ccc 


ctg 


cca 


cac 


tac 


387 




Lys 


He 


Ser 


Glu 


Glu 


Leu 


Thr 


Asp 


Val 


Asp 


Ser 


Pro 


Leu 


Pro 


His 


Tyr 










30 










35 










40 










agg 


gta 


gaa 


ccc 


agt 


ctg 


gaa 


ggt 


gca 


etc 


acc 


aaa 


gga 


agt 


cag 


gag 


435 




Arg 


Val 


Glu 


Pro 


Ser 


Leu 


Glu 


Gly Ala 


Leu 


Thr 


Lys 


Gly 


Ser 


Gin 


Glu 








45 










50 










55 














gaa 


aga 


aga 


aaa 


tta 


caa 


ggg 


aac 


atg 


ctg 


etc 


aac 


tea 


tec 


atg 


gag 


483 




Glu 


Arg 


Arg 


Lys 


Leu 


Gin 


Gly Asn Met 


Leu 


Leu 


Asn 


Ser 


Ser 


Met 


Glu 




nt 


60 










65 










70 










75 




ii« 
'~9 : 


gac 


aaa 


atg 


eta 


aaa 


gaa 


aac 


cca 


gaa 


gag 


aaa 


etc 


ttt 


att 


gtt 


cat 


531 


£ tr 


Asp 


Lys 


Met 


Leu 


Lys 


Glu 


Asn 


Pro 


Glu 


Glu 


Lys 


Leu 


Phe 


He 


Val 


His 














80 










85 










90 








aag 


get 


ate 


aca 


gat 


ctt 


tct 


etc 


caa 


gaa 


act 


agt 


get 


gat 


gaa 


atg 


579 


rasr 


Lys 


Ala 


He 


Thr 


Asp 


Leu 


Ser 


Leu 


Gin 


Glu 


Thr 


Ser 


Ala 


Asp 


Glu 


Met 












95 










100 










105 










aca 


ttc 


aga 


gaa 


9 
























592 




Thr 


Phe 


Arg 


Glu 


































110 































<210> 1279 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56. .409 



<400> 1279 

gtggcggtcc tctctcccaa tteggaaget acagctacct ccggacgctc tcaag atg 58 

Met 
1 



865 





fee* 

S3 3 

iu 
fU 



gcg 


acc 


tct 


ctg 


ggt 


tec 


aac 


acc 


tac 


aac 


agg 


cag 


aac 


tgg 


gag 


gat 


Ala 


Thr 


Ser 


Leu 


Gly 


Ser 


Asn 


Thr 


Tyr Asn 


Arg 


Gin 


Asn 


Trp 


Glu 


Asp 








5 










10 










15 






gcg 


gac 


ttc 


ccc 


att 


ctg 


tgc 


cag 


aca 


tgt 


ctt 


gga 


gaa 


aac 


cca 


tat 


Ala 


Asp 


Phe 


Pro 


He 


Leu 


Cys 


Gin 


Thr 


Cys 


Leu 


Gly Glu Asn 


Pro 


Tyr 






20 










25 










30 








ate 


cga 


atg 


acc 


aaa 


gaa 


aag 


tat 


ggg 


aag 


gaa 


tgc 


aaa 


ate 


tgt 


gee 


lie 


Arg 


Met 


Thr 


Lys 


Glu 


Lys 


Tyr 


Gly Lys 


Glu 


Cys 


Lys 


He 


Cys 


Ala 




35 










40 










45 










agg 


cca 


ttc 


aca 


gtg 


ttt 


cgc 


tgg 


tgc 


cct 


gga 


gtc 


cgc 


atg 


cgt 


ttc 


Arg 


Pro 


Phe 


Thr 


Val 


Phe 


Arg 


Trp 


Cys 


Pro 


Gly Val 


Arg 


Met 


Arg 


Phe 


50 










55 










60 










65 


aag 


aag 


act 


gaa 


gtg 


tgc 


caa 


acc 


tgc 


agt 


aaa 


ttg 


aag 


aat 


gtc 


tgt 


Lys 


Lys 


Thr 


Glu 


Val 

70 


Cys 


Gin 


Thr 


Cys 


Ser 
75 


Lys 


Leu 


Lys 


Asn 


Val 
80 


Cys 


cag 


acc 


tgc 


etc 


tta 


gac 


eta 


gag 


tat 


ggc 


ctg 


ccc 


ate 


cag 


gtt 


cgt 


Gin 


Thr 


Cys 


Leu 


Leu 


Asp 


Leu 


Glu 


Tyr Gly Leu 


Pro 


He 


Gin 


Val 


Arg 








85 










90 










95 






gac 


gca 


gat 


tgt 


ctt 


tta 


aag 


atg 


aca 


tgc 


caa 


agt 


cag 


atg 


tea 


nca 


Asp 


Ala 


Asp 
100 


Cys 


Leu 


Leu 


Lys 


Met 
105 


Thr 


Cys 


Gin 


Ser 


Gin 
110 


Met 


Ser 


Xaa 


aag 


agt 


act 


ata 


cac 


ag 






















Lys 


Ser 
115 


Thr 


He 


His 

























%Q <210> 1280 

%fj <211> 364 

; , <212> DNA 

<213> Homo sapiens 



106 



154 



202 



250 



298 



346 



394 



411 



<220> 
<221> CDS 
<222> 119. .364 



<400> 1280 

ggacgegagg ggeggggega gegegggaca aagggaagcg aaneggaget gegggegett 60 
tttctgcccg cggtgtctca gattcattct taaggaactg agaacttaat cttccaaa 118 
atg tea aaa aga cca tct tat gec cca cct ccc acc cca get cct gca 166 
Met Ser Lys Arg Pro Ser Tyr Ala Pro Pro Pro Thr Pro Ala Pro Ala 
15 10 15 

aca caa atg ccc age aca cca ggg ttt gtg gga tac aat nca tac agt 214 
Thr Gin Met Pro Ser Thr Pro Gly Phe Val Gly Tyr Asn Xaa Tyr Ser 

20 25 30 

cat etc gec tac aac aac tac agg ctg gga ggg aac ccg ggc acc aam 262 
His Leu Ala Tyr Asn Asn Tyr Arg Leu Gly Gly Asn Pro Gly Thr Xaa 

35 40 45 

age egg gtc acg gta gga gaa tea act att aca gca tec ggc aaa caa 310 
Ser Arg Val Thr Val Gly Glu Ser Thr He Thr Ala Ser Gly Lys Gin 

50 55 60 

ctg gaa ttg acc aga aat gee ttc aga att agg tct ttt tgr ate ata 358 
Leu Glu Leu Thr Arg Asn Ala Phe Arg He Arg Ser Phe Xaa He He 
65 70 75 80 

age aca 364 



866 



Ser Thr 

<210> 1281 

<211> 370 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .370 



<400> 1281 

ggacgcgagg ggcggggcga gcgcgggaca aagggaagcg aaccggagct gcgggcgctt 60 
tttctgcccg cggtgtctca gattcattct taaggaactg agaacttaat cttccaaa 118 

166 



214 



atg 


tea 


aaa 


aga 


cca 


tct 


tat 


gee 


cca 


cct 


ccc 


acc 


cca 


get 


cct 


gca 


Met 


Ser 


Lys 


Arg 


Pro 


Ser 


Tyr 


Ala 


Pro 


Pro 


Pro 


Thr 


Pro 


Ala 


Pro 


Ala 


1 








5 










10 










15 




aca 


gca 


tern 


wet 


ggt 


ate 


asg 


att 


cca 


aaa 


ccc 


cca 


aag 


cca 


cca 


gat 


Thr 


Ala 


Ser 


Xaa 


Gly 


He 


Xaa 


He 


Pro 


Lys 


Pro 


Pro 


Lys 


Pro 


Pro 


Asp 








20 










25 










30 






aag 


ccg 


ctg 


atg 


ccc 


tac 


atg 


agg 


tac 


age 


aga 


aag 


gtc 


tgg 


gac 


caa 


Lys 


Pro 


Leu 


Met 


Pro 


Tyr 


Met 


Arg 


Tyr 


Ser 


Arg 


Lys 


Val 


Trp 


Asp 


Gin 






35 










40 










45 








gta 


aag 


get 


tec 


aac 


cct 


gac 


eta 


aag 


ttg 


tgg 


gag 


att 


ggc 


aag 


att 


Val 


Lys 


Ala 


Ser 


Asn 


Pro 


Asp 


Leu 


Lys 


Leu 


Trp 


Glu 


He 


Gly Lys 


lie 




50 










55 










60 










att 


ggt 


ggc 


atg 


tgg 


cga 


gat 


etc 


act 


gat 


gaa 


gaa 


aaa 


caa 


gaa 


tat 


He 


Gly 


Gly 


Met 


Trp 


Arg 


Asp 


Leu 


Thr 


Asp 


Glu 


Glu 


Lys 


Gin 


Glu 


Tyr 



262 



310 



358 

65 70 75 80 

tta aac gaa tac 370 
Leu Asn Glu Tyr 

<210> 1282 

<211> 475 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 119. .475 



<400> 1282 

ggacgcgagg ggcggggcga gcgcgggaca aagggaagcg aaccggagct gcgggcgctt 60 
tttctgcccg cggtgtctca gattcattct taaggaactg agaacttaat cttccaaa 118 
atg tea aaa aga cca tct tat gec cca cct ccc acc cca get cct gca 166 
Met Ser Lys Arg Pro Ser Tyr Ala Pro Pro Pro Thr Pro Ala Pro Ala 
15 10 15 

aca caa atg ccc age aca cca ggg ttt gtg gga tac aat cca tac agt 214 
Thr Gin Met Pro Ser Thr Pro Gly Phe Val Gly Tyr Asn Pro Tyr Ser 

20 25 30 

cat etc gec tac aac aac tac agg ctg gga ggg aac ccg ggc acc aac 262 
His Leu Ala Tyr Asn Asn Tyr Arg Leu Gly Gly Asn Pro Gly Thr Asn 



867 




35 40 45 

age egg gtc acg gca tec tct ggt ate acg att cca aaa ccc cca aag 310 
Ser Arg Val Thr Ala Ser Ser Gly He Thr He Pro Lys Pro Pro Lys 

50 55 60 

cca cca gat aag ccg ctg atg ccc tac atg agg tac age aga aag gtc 358 
Pro Pro Asp Lys Pro Leu Met Pro Tyr Met Arg Tyr Ser Arg Lys Val 
65 70 75 80 

tgg gac caa gta aan get tec aac cct gac eta aag ttg tgg gag att 406 
Trp Asp Gin Val Xaa Ala Ser Asn Pro Asp Leu Lys Leu Trp Glu He 

85 90 95 

ggc aag att att ggt ggc atg tgg cga gat etc act gat gaa gaa aaa 454 
Gly Lys He He Gly Gly Met Trp Arg Asp Leu Thr Asp Glu Glu Lys 

100 105 110 

caa gaa tat tta aac gaa tac 475 
Gin Glu Tyr Leu Asn Glu Tyr 
115 

<210> 1283 
g <211> 557 

<212> DNA 
J% <213> Homo sapiens 

<220> 
Ul <221> CDS 
; i0 <222> 228 . .557 

* <400> 1283 

O attttccaga tgatgaatct cgtcacgttg atcttggagg tggattgaaa cctcctggat 60 

fU attatgtgca gaggtcatgt ggactgttca cagcaccatt tccacaggat agtgatgagc 12 0 

^ ttgaaaggat cacgaaactg tttcatttcc ttggaatttt cttggccaaa tgcattcaag 180 

acaatagact tgtggactta cctatttcta aacctttttt taaactt atg tgt atg 236 
% Met Cys Met 

O ggt gac att aaa age aat atg rgt aam ctg att tat gag tea cga ggt 2 84 
Gly Asp He Lys Ser Asn Met Xaa Xaa Leu He Tyr Glu Ser Arg Gly 

5 10 15 

gat aga gac tta cac tgt act gaa agt cag tct gaa get tct aca gaa 332 
Asp Arg Asp Leu His Cys Thr Glu Ser Gin Ser Glu Ala Ser Thr Glu 

20 25 30 35 

gaa ggt cat gat tea etc teg gta gga age ttt gaa gag gat tea aaa 380 

Glu Gly His Asp Ser Leu Ser Val Gly Ser Phe Glu Glu Asp Ser Lys 

40 45 50 

tea gaa ttt att ctt gat ccc cct aaa cca aaa ccc cca get tgg ttt 428 

Ser Glu Phe He Leu Asp Pro Pro Lys Pro Lys Pro Pro Ala Trp Phe 

55 60 65 

aat gga att ttg act tgg gaa gac ttt gaa tta gta aac cca cac aga 476 

Asn Gly He Leu Thr Trp Glu Asp Phe Glu Leu Val Asn Pro His Arg 

70 75 80 

gec aga ttt tta aaa gaa att aaa gac ctt get ate aag agg cgc caa 524 

Ala Arg Phe Leu Lys Glu lie Lys Asp Leu Ala He Lys Arg Arg Gin 

85 90 95 

att tta age aac aaa ggt ctt tct gaa gat gag 557 

He Leu Ser Asn Lys Gly Leu Ser Glu Asp Glu 



868 




■ H 



100 105 110 

<210> 1284 

<211> 398 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 58 . .396 



<400> 1284 

cccattcttt ttctttattc agtggattgt tagttcttct gctgttagga agccact 57 

atg tct gga cgt gga aag caa ggc ggc aaa get egg gca aaa get aaa 105 

Met Ser Gly Arg Gly Lys Gin Gly Gly Lys Ala Arg Ala Lys Ala Lys 
15 10 15 

acg cgt tct tec agg gee ggt ctt cag ttt cca gtt ggc cgt gtg cac 153 

Q Thr Arg Ser Ser Arg Ala Gly Leu Gin Phe Pro Val Gly Arg Val His 
20 25 30 

J cgc etc etc cgc aaa ggc aac tac tec gaa cga gtc ggg gee ggc get 201 

Arg Leu Leu Arg Lys Gly Asn Tyr Ser Glu Arg Val Gly Ala Gly Ala 

cca gtg tac ctg gca gcg gtg ctg gaa tat ctg acg gee gag ate tta 249 
*y Pro Val Tyr Leu Ala Ala Val Leu Glu Tyr Leu Thr Ala Glu He Leu 
=4J 50 55 60 

*0 gag eta get ggc aac gcg get cgc gac aat aag aag acc cgc ate ate 2 97 

3 Glu Leu Ala Gly Asn Ala Ala Arg Asp Asn Lys Lys Thr Arg He He 

65 70 75 80 

ccg cgc cac ctg cag eta gee ate cgc aac gac gag gag eta aat aag 345 
Pro Arg His Leu Gin Leu Ala He Arg Asn Asp Glu Glu Leu Asn Lys 

85 90 95 

ctt eta ggt cgc gtg acc ate gcg cag ggc ggt gtc ctg cca aca tec 393 
Leu Leu Gly Arg Val Thr He Ala Gin Gly Gly Val Leu Pro Thr Ser 

100 105 110 

agg cc 398 
Arg 

<210> 1285 
<211> 436 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 69. .434 



<400> 1285 

gtttttgtka cacgaggtck gagagacaga ggcagcgtgt ttgagctget ggtgcggtgg 60 
teagegeg atg ccc aag gee aag ggc aaa acc egg agg cag aag ttt ggt 110 

Met Pro Lys Ala Lys Gly Lys Thr Arg Arg Gin Lys Phe Gly 

15 10 
tac agt gtc aac cga aag cgt ctg aac egg aat get cga egg aag gca 158 



■53ST 



869 



Tyr 


Ser 


Val 


Asn 


Arg 


Lys 


Arg 


Leu 


Asn 


Arg 


Asn 


Ala 


Arg 


Arg 


Lys 


Ala 


15 










20 










25 








30 


gcg 


ccg 


egg 


ate 


gaa 


tgc 


tec 


cac 


ate 


cga 


cat 


gee 


tgg 


gac 


cac 


get 


Ala 


Pro 


Arg 


He 


Glu 
35 


Cys 


Ser 


His 


He 


Arg 
40 


His 


Ala 


Trp 


Asp 


His 
45 


Ala 


aaa 


teg 


gta 


egg 


cag 


aac 


ctg 


gee 


gag 


atg 


ggg 


ttg 


get 


gtg 


gac 


ccc 


Lys 


Ser 


Val 


Arg 


Gin 


Asn 


Leu 


Ala 


Glu 


Met 


Gly Leu Ala Val 


Asp 


Pro 








50 










55 










60 




aac 


agg 


gcg 


gtg 


ccc 


etc 


cgt 


aag 


aga 


aag 


gtg 


aag 


gec 


atg 


gag 


gtg 


Asn 


Arg 


Ala 
65 


Val 


Pro 


Leu 


Arg 


Lys 
70 


Arg 


Lys 


Val 


Lys 


Ala 
75 


Met 


Glu 


Val 


gac 


ata 


gag 


gag 


agg 


cct 


aaa 


gag 


ctt 


gta 


egg 


aag 


ccc 


tat 


gtg 


ctg 


Asp 


He 


Glu 


Glu 


Arg 


Pro 


Lys 


Glu 


Leu 


Val 


Arg 


Lys 


Pro 


Tyr 


Val 


Leu 




80 










85 










90 








aat 


gac 


ctg 


gag 


gca 


gaa 


gec 


age 


ctt 


cca 


gaa 


aag 


aaa 


gga 


aat 


act 


Asn 


Asp 


Leu 


Glu 


Ala 


Glu 


Ala 


Ser 


Leu 


Pro 


Glu 


Lys 


Lys 


Gly Asn 


Thr 


95 










100 










105 










110 


ctg 


tct 


egg 


gac 


etc 


att 


gac 


tat 


gta 


cgc 


tac 


atg 


gt 








Leu 


Ser 


Arg 


Asp 


Leu 
115 


He 


Asp 


Tyr 


Val 


Arg 
120 


Tyr 


Met 













<210> 


1286 




<211> 


422 


■5 S 1 


<212> 


DNA 




<213> 


Homo 










<220> 






<221> 


CDS 




<222> 


190. 



206 



254 



302 



350 



398 



436 



<400> 1286 

gtcttctccc ggaaatggtc taagccccag ctcctggcgg asgagctagc ctgcgaattt 60 
cagcatgagt gtactgctga ggtcaggttt ggggccgttg tgtgccgtgg cgcgcgcasc 12 0 
attcctttta tttggagagg gaaatacttc agetceggga atgagcctgc agaaaacccg 180 
gtgacgccg atg ctg egg cat ctt atg tac aaa ata aag tct act ggt ccc 231 

Met Leu Arg His Leu Met Tyr Lys He Lys Ser Thr Gly Pro 

15 10 
ate act gtg gee gag tac atg aag gag gtg ttg act aat cca gec aag 279 
He Thr Val Ala Glu Tyr Met Lys Glu Val Leu Thr Asn Pro Ala Lys 
15 20 25 30 

ggt tat tat gtg tac cgt gac atg eta ggc gaa aaa gga gat ttc att 327 
Gly Tyr Tyr Val Tyr Arg Asp Met Leu Gly Glu Lys Gly Asp Phe He 

35 40 45 

act tea cct gaa ata agt caa ate ttt ggg gag eta cag gta tat ggk 375 
Thr Ser Pro Glu He Ser Gin He Phe Gly Glu Leu Gin Val Tyr Gly 

50 55 60 

tea tta gtg aat gga tgg cca ctg gaa aaa gca cag ctt tec age tg 422 
Ser Leu Val Asn Gly Trp Pro Leu Glu Lys Ala Gin Leu Ser Ser 
65 70 75 

<210> 1287 
<211> 361 
<212> DNA 



870 



<213> Homo sapiens 

<220> 
<221> CDS 
<222> 165 . .359 



<400> 1287 

attaaaaagc ccaacytttc ctccatgtta ratgtgactt ggaaaatgag aaagatttag 60 
caaaattcca ccgtatcttt tgccaggcta gagacaggga gagcagagta aaaccctcag 12 0 
gctgctgaaa tttctaggct gttaggaagc ccctcgaatt cage atg atg ttt aaa 176 

Met Met Phe Lys 

1 

cac ttt gac aag gac aag tct ggc agg ctg aac cat cag gag ttc aaa 224 

His Phe Asp Lys Asp Lys Ser Gly Arg Leu Asn His Gin Glu Phe Lys 

5 10 15 20 

tct tgc ctg cgc tec ctg ggc tat gac ctg ccc atg gtg gag gaa ggg 272 

Ser Cys Leu Arg Ser Leu Gly Tyr Asp Leu Pro Met Val Glu Glu Gly 

25 30 35 

gaa cct gac cct gag ttc gag gca ate ctg gac acg gtg gat ccg aac 320 
Glu Pro Asp Pro Glu Phe Glu Ala He Leu Asp Thr Val Asp Pro Asn 

40 45 50 

aga gat ggc cat gtc tec ttg caa gaa tac atg get ttc at 361 
Arg Asp Gly His Val Ser Leu Gin Glu Tyr Met Ala Phe 
55 60 65 





<210> 


1288 






<211> 


299 




fU 


<212> 
<213> 


DNA 
Homo 


sapiens 


m 


<220> 








<221> 


CDS 




o 


<222> 


107 . 


298 



<400> 1288 

gagttttcca gcggaagtgg ctcctgtaag gcagcaaggt agcgtggccg gcgcccgagc 60 
tggggttgtg tccctgctgg gctgccgttc cagctggact gccgcc atg gaa etc 115 

Met Glu Leu 

1 



age 


gee 


gaa 


tac 


etc 


cgc 


gag 


aag 


ctg 


cag 


egg 


gac 


ctg 


gag 


gcg 


gas 


163 


Ser 


Ala 
5 


Glu 


Tyr 


Leu 


Arg 


Glu 
10 


Lys 


Leu 


Gin 


Arg 


Asp 
15 


Leu 


Glu 


Ala 


Xaa 




atg 


tgg 


agg 


tgg 


agg 


aca 


cga 


ccc 


tea 


ace 


gtt 


get 


cct 


gta 


get 


tec 


211 


Met 


Trp 


Arg 


Trp 


Arg 


Thr 


Arg 


Pro 


Ser 


Thr 


Val 


Ala 


Pro 


Val 


Ala 


Ser 




20 










25 










30 










35 




gag 


tec 


tgg 


tgg 


tgt 


egg 


cca 


agt 


teg 


agg 


gga 


aac 


cgc 


tgc 


ttc 


aga 


259 


Glu 


Ser 


Trp 


Trp 


Cys 


Arg 


Pro 


Ser 


Ser 


Arg 


Gly Asn 


Arg 


Cys 


Phe Arg 












40 










45 










50 






gac 


aca 


ggt 


tct 


gta 


cag 


agt 


aat 


gag 


atg 


tgt 


gac 


ggc 


t 






299 


Asp 


Thr 


Gly 


Ser 


Val 


Gin 


Ser 


Asn 


Glu 


Met 


Cys 


Asp 


Gly 
















55 










60 













871 



<210> 1289 

<211> 606 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100 . .606 



<400> 1289 

acgtcatttc ctgccgcctg tcttttccgt gctacctgca gaggggtcca tacggcgttg 60 
ttctggattc ccgtcgtaac ttaaagggaa aytttcaca atg tec gga gec ctt 114 

Met Ser Gly Ala Leu 
1 5 

gat gtc ctg caa atg aag gag gag gat gtc ctt aag ttc ctt gca gca 162 
Asp Val Leu Gin Met Lys Glu Glu Asp Val Leu Lys Phe Leu Ala Ala 
10 15 20 

^ gga acc cac tta ggt ggc acc aat ctt gac ttc cag atg gaa cag tac 210 
^ Gly Thr His Leu Gly Gly Thr Asn Leu Asp Phe Gin Met Glu Gin Tyr 
^ 25 30 35 

ate tat aaa agg aaa agt gat ggc ate tat ate ata aat etc aag agg 258 
He Tyr Lys Arg Lys Ser Asp Gly He Tyr He He Asn Leu Lys Arg 
W 40 45 50 

acc tgg gag aag ctt ctg ctg gca get cgt gca att gtt gee att gaa 306 
*g Thr Trp Glu Lys Leu Leu Leu Ala Ala Arg Ala He Val Ala He Glu 

55 60 65 

g aac cct get gat gtc agt gtt ata tec tec agg aat act ggc cag agg 354 
^ Asn Pro Ala Asp Val Ser Val He Ser Ser Arg Asn Thr Gly Gin Arg 
P 70 75 80 85 

get gtg ctg aag ttt get get gee act gga gee act cca att get ggc 402 
Ala Val Leu Lys Phe Ala Ala Ala Thr Gly Ala Thr Pro He Ala Gly 
HF 90 95 100 

U cgc ttc act cct gga acc ttc act aac cag ate cag gca gee ttc egg 450 
O Arg Phe Thr Pro Gly Thr Phe Thr Asn Gin He Gin Ala Ala Phe Arg 
105 110 115 

gag cca egg ctt ctt gtg gtt act gac ccc agg get gac cac cag cct 498 
Glu Pro Arg Leu Leu Val Val Thr Asp Pro Arg Ala Asp His Gin Pro 

120 125 130 

etc acg gag gca tct tat gtt aac eta cct acc att gcg ctg tgt aac 546 
Leu Thr Glu Ala Ser Tyr Val Asn Leu Pro Thr He Ala Leu Cys Asn 

135 140 145 

aca gat tct cct ctg cgc tat gtg gac att gee ate cca tgc aac aac 594 
Thr Asp Ser Pro Leu Arg Tyr Val Asp He Ala He Pro Cys Asn Asn 
150 155 160 165 

aag gga get cac 606 
Lys Gly Ala His 

<210> 1290 

<211> 470 

<212> DNA 

<213> Homo sapiens 

<220> 



872 



<221> CDS 
<222> 213 . .470 



<400> 1290 

tttttttttc cgtgctacct gcagaggggt ccatacggcg ttgttctgga ttcccgtcgt 60 
aacttaaagg gaaattttca caatgtccgg agcccttgat gtcctgcaaa tgaaggagga 12 0 
ggatgtcctt aagttccttg cagcaggaac ccacttaggt ggcaccaatc ttgacttcca 180 
gatggaacag tacatctata aaaggaaaag tg atg agg get gtg ctg nmg ttt 233 

Met Arg Ala Val Leu Xaa Phe 
1 5 

get get gee act gga gec act cca att get ggc cgc ttc act cct gga 281 
Ala Ala Ala Thr Gly Ala Thr Pro He Ala Gly Arg Phe Thr Pro Gly 

10 15 20 

acc ttc act aac cag ate cag gca gec ttc egg gag cca egg ctt cnt 32 9 

Thr Phe Thr Asn Gin He Gin Ala Ala Phe Arg Glu Pro Arg Leu Xaa 

25 30 35 

gtg gtt act gac ccc agg get gac cac cag cct etc acg gag gca tct 377 
Val Val Thr Asp Pro Arg Ala Asp His Gin Pro Leu Thr Glu Ala Ser 
40 45 50 55 

tat gtt aac eta cct acc att gcg ctg tgt aac aca gat tct cct ctg 425 
j*> Tyr Val Asn Leu Pro Thr He Ala Leu Cys Asn Thr Asp Ser Pro Leu 
H 60 65 70 

%M cgc tat gtg gac att gec ate cca tgc aac aac aag gga get cac 470 
y3 Arg Tyr Val Asp He Ala He Pro Cys Asn Asn Lys Gly Ala His 
^0 75 80 85 

7° <210> 1291 

g*3 <211> 487 

Jy <212> DNA 

jL-i <213> Homo sapiens 

£ <220> 

O <221> CDS 

O <222> 230. .487 



<400> 1291 

aegtcattte ctgccgcctg tettttcegt gctacctgca gaggggtcca tacggcgttg 60 

ttctggattc ccgtcgtaac ttaaagggaa attttcacaa tgtceggage ccttgatgtc 120 

ctgcaaatga aggaggagga tgtccttaag ttccttgcag caggaaccca cttaggtggc 180 

accaatcttg acttccagat ggaacagtac atctataaaa ggaaaagtg atg agg get 238 

Met Arg Ala 



gtg 


ctg 


nmg 


ttt 


get 


get 


gee 


act 


gga 


gec 


act 


cca 


att 


1 

get 


ggc 


cgc 


Val 


Leu 


Xaa 


Phe 


Ala 


Ala 


Ala 


Thr Gly 


Ala 


Thr 


Pro 


He 


Ala 


Gly 


Arg 




5 










10 










15 








ttc 


act 


cct 


gga 


acc 


ttc 


act 


aac 


cag 


ate 


cag 


gca 


gee 


ttc 


egg 


gag 


Phe 


Thr 


Pro Gly Thr 


Phe 


Thr 


Asn 


Gin 


He 


Gin 


Ala 


Ala 


Phe 


Arg 


Glu 


20 










25 










30 








35 


cca 


egg 


ctt 


cnt 


gtg 


gtt 


act 


gac 


ccc 


agg 


get 


gac 


cac 


cag 


cct 


etc 


Pro Arg 


Leu 


Xaa 


Val 


Val 


Thr 


Asp 


Pro 


Arg 


Ala 


Asp 


His 


Gin 


Pro 


Leu 










40 










45 










50 




acg 


gag 


gca 


tct 


tat 


gtt 


aac 


eta 


cct 


acc 


att 


gcg 


ctg 


tgt 


aac 


aca 



873 



Thr Glu Ala Ser Tyr Val Asn Leu Pro Thr He Ala Leu Cys Asn Thr 

55 60 65 

gat tct cct ctg cgc tat gtg gac att gcc ate cca tgc aac aac aag 478 
Asp Ser Pro Leu Arg Tyr Val Asp He Ala He Pro Cys Asn Asn Lys 

70 75 80 

gga get cac 487 
Gly Ala His 
85 



<210> 1292 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 149. .391 



bf% <400> 1292 



f ~ acacaaaatg gtagccgccg tgggggatgt ccagtttttt ttcctcttcc caagtacaga 60 
^ cgcagagcag acttgtcttt ccgcttaacc tcaacctcgt gtgatctgee agtttcgctc 120 
ccgacgccaa attccagega aacagctg atg cca gcc age ttg aag acc cct 172 
?a *J Met Pro Ala Ser Leu Lys Thr Pro 

^9 15 

■Ji gcc aca gaa gaa ggg aat cag cat gag aat aca get tct tea tct cgc 22 0 

Ala Thr Glu Glu Gly Asn Gin His Glu Asn Thr Ala Ser Ser Ser Arg 

{=■' 10 15 20 

Q fc 9t ccc atg act teg ccc tgt act ctt cag cca att aat gat etc cac 268 

^ Cys Pro Met Thr Ser Pro Cys Thr Leu Gin Pro He Asn Asp Leu His 

^ 25 30 35 40 

'\2 act fc 99 gac cac tct aaa acc ctt aag aac ctg aga etc aaa gtc etc 316 

4j Thr Trp Asp His Ser Lys Thr Leu Lys Asn Leu Arg Leu Lys Val Leu 

U 45 50 55 

U ctg gag acg aat ttg agg ttt cct cct ate tgt gtt tgg tgn cct atg 364 

Leu Glu Thr Asn Leu Arg Phe Pro Pro He Cys Val Trp Xaa Pro Met 
60 65 70 

att aaa cct ctt tct ctt ctg caa cct 391 

He Lys Pro Leu Ser Leu Leu Gin Pro 
75 80 



<210> 1293 
<211> 459 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 134 . .457 



<400> 1293 

gagegcagag cggtttggtc gttcgttggg cggtgctggt ttttegcteg tegactgegg 60 
ctcttcctcg ggcagcggaa gcggcgcggc ggtcggagaa gtggcctaaa actteggegt 12 0 



874 




tgggtgaaag aaa atg gcc cga acc aag cag act get cgt aag tec acc 169 
Met Ala Arg Thr Lys Gin Thr Ala Arg Lys Ser Thr 
15 10 
ggt ggg aaa gcc ccc cgc aaa cag ctg gcc acg aaa gcc gcc agg aaa 217 
Gly Gly Lys Ala Pro Arg Lys Gin Leu Ala Thr Lys Ala Ala Arg Lys 

15 20 25 

age get ccc tct acc ggc ggg gtg aag aag cct cat cgc tac agg ccc 265 
Ser Ala Pro Ser Thr Gly Gly Val Lys Lys Pro His Arg Tyr Arg Pro 

30 35 40 

ggg acc gtg gcg ctt cga gag att cgt cgt tat cag aag teg acc gag 313 
Gly Thr Val Ala Leu Arg Glu lie Arg Arg Tyr Gin Lys Ser Thr Glu 
45 50 55 60 

ctg etc ate egg aag ctg ccc ttc cag agg ttg gtg agg gag ate gcg 361 
Leu Leu lie Arg Lys Leu Pro Phe Gin Arg Leu Val Arg Glu lie Ala 

65 70 75 

cag gat ttc aaa acc gac ctg agg ttt cag age gca sea teg gtg cgc 409 
Gin Asp Phe Lys Thr Asp Leu Arg Phe Gin Ser Ala Xaa Ser Val Arg 
80 85 90 

Q tgc agg agg eta gcg aag kya cct ggt ggg tct gtt cga aga tac caa 457 
Cys Arg Arg Leu Ala Lys Xaa Pro Gly Gly Ser Val Arg Arg Tyr Gin 

95 100 105 

cc 459 



■i rz 



^ <210> 1294 

<211> 285 

J5 <212> DNA 

*0 <213> Homo sapiens 

(*% <220> 

f|j <221> CDS 

^ <222> 115. .285 



<400> 1294 

tttccgccgc tggtggccac cegcaggtag tgatgtcgag cgtcgagctc ccaaaaccga 60 
gctggtgagg ggctgcaggt ggcggcgcag teteggtagg eggtacttet tcag atg 117 

Met 
1 

tat aag gaa gag ctg gta cca ttc aga ctg aaa eta ttc caa aaa att 165 
Tyr Lys Glu Glu Leu Val Pro Phe Arg Leu Lys Leu Phe Gin Lys lie 

5 10 15 

gag gag gag gaa etc etc cct aac tta ttc tat gaa gcc age att acc 213 
Glu Glu Glu Glu Leu Leu Pro Asn Leu Phe Tyr Glu Ala Ser lie Thr 

20 25 30 

ctt gac att aaa ate caa caa aga tac acc aaa aaa aca aaa aaa gaa 261 
Leu Asp lie Lys lie Gin Gin Arg Tyr Thr Lys Lys Thr Lys Lys Glu 

35 40 45 

aaa gaa aac ttc aag cca ata tec 285 
Lys Glu Asn Phe Lys Pro lie Ser 
50 55 

<210> 1295 
<211> 334 
<212> DNA 



875 





<213> Homo sapiens 

<220> 
<221> CDS 
<222> 107. .334 



<400> 1295 

ttttcacttt tgttttcctg ctcccagcag ggttaggctt gctgaggggc aggcacagga 60 
gtcctggctg agctcatggc ctgaggctgc ctagcggcca cgggga atg gtt gca 115 

Met Val Ala 

1 

atg gcg gag gca gag gca ggg gtg gca gtg gag gtc cgt gga ctg ccc 163 
Met Ala Glu Ala Glu Ala Gly Val Ala Val Glu Val Arg Gly Leu Pro 

5 10 15 

cct gcc gtg ccc gac gag ctg etc act etc tac ttt gaa aac cgc cga 211 
Pro Ala Val Pro Asp Glu Leu Leu Thr Leu Tyr Phe Glu Asn Arg Arg 
20 25 30 35 

g cgc tct gga ggg gga cct gtg ttg age tgg cag aga ctg ggc tgt ggg 259 
Arg Ser Gly Gly Gly Pro Val Leu Ser Trp Gin Arg Leu Gly Cys Gly 

40 45 50 

ggc gtc etc ace ttc aga gag cct gca gac gcc gag agg gtc ttg gcc 307 
Gly Val Leu Thr Phe Arg Glu Pro Ala Asp Ala Glu Arg Val Leu Ala 
^ 55 60 65 

sJ cag gca gat cat gaa sta cat ggt gcc 334 
D Gin Ala Asp His Glu Xaa His Gly Ala 
.0 70 75 



■«3 



ru 



<210> 1296 

<211> 457 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 265. .456 



<400> 1296 

cagaaacaga gecagcagat tgcacaggat gagctgeggg tgcggcggta ccgagaggag 60 
accacccgta tccgccagga gatccaagag ctcaaggcca gtcctaagat tttccaaaag 120 
accaagtgea gcatctgtaa cagtgccttg gagttgeect cagtccactt cctgtgtggc 180 
cactccttcc accaacactg ctttgagagt tacteggaaa gtgatgctga ctgccccacc 240 
tgcctccctg aaaaccggaa ggtc atg gat atg ate egg gcc cag gaa cag 291 

Met Asp Met He Arg Ala Gin Glu Gin 

1 5 

aaa cga gat etc cat gat caa ttc cag cat cag etc aag tgc tec aat 33 9 

Lys Arg Asp Leu His Asp Gin Phe Gin His Gin Leu Lys Cys Ser Asn 

10 15 20 25 

gac age ttt tct gtg att get gac tac ttt ggc aga ggt gtt ttc aac 387 

Asp Ser Phe Ser Val He Ala Asp Tyr Phe Gly Arg Gly Val Phe Asn 

30 35 40 

aaa ttg act ctg ckg acm gac cct ccc asa gcc aga ntg ace tec age 435 
Lys Leu Thr Leu Xaa Thr Asp Pro Pro Xaa Ala Arg Xaa Thr Ser Ser 



876 





45 

ctg gaa get ggg ctg caa cgc g 
Leu Glu Ala Gly Leu Gin Arg 
60 



50 



55 



457 



<210> 1297 
<211> 396 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100. .396 



■S53 S 

iy 



<400> 1297 

agacgcgccg cggtccccgc ctgccgctgc tccgccgcag tcgccgctcc agtctatccg 
gcactaggaa cagccccggg eggegagacg gtccccgcc atg tct gcg gec atg 

Met Ser Ala Ala Met 
1 5 
agg gag agg ttc gac egg ttc ctg cac gag aag aac tgc atg act gac 
Arg Glu Arg Phe Asp Arg Phe Leu His Glu Lys Asn Cys Met Thr Asp 

10 15 20 

ctt ctg gec aag etc gag gee aaa ace ggc gtg aac agg age ttc ate 
Leu Leu Ala Lys Leu Glu Ala Lys Thr Gly Val Asn Arg Ser Phe He 

25 30 35 

get ctt ggt gtc ate gga ctg gtg gec ttg tac ctg gtg ttc ggt tat 
Ala Leu Gly Val He Gly Leu Val Ala Leu Tyr Leu Val Phe Gly Tyr 

40 45 50 

gga gec tct etc etc tgc aac ctg ata gga ttt ggc tac cca gee tac 
Gly Ala Ser Leu Leu Cys Asn Leu He Gly Phe Gly Tyr Pro Ala Tyr 

55 60 65 

ate tea att aaa get ata gag agt ccc aac aaa gaa gat gat acc cag 
He Ser He Lys Ala He Glu Ser Pro Asn Lys Glu Asp Asp Thr Gin 
70 75 80 85 

tgg ctg acc tac tgg gta gtg tat ggt gtg ttc age att get 
Trp Leu Thr Tyr Trp Val Val Tyr Gly Val Phe Ser He Ala 
90 95 



60 
114 



162 



210 



258 



306 



354 



396 



<210> 1298 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 110. .454 



<400> 1298 

aatttcttgc ttggagctca gacaacaaag gcatagagag attggttttc tttctctcag 
catctccacc caaccagcag aaaaccggtc tctgaggttc caccaaaat atg gaa ctt 

Met Glu Leu 
1 



60 
118 
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gat 


4-4-4- 


gga 


cac 


ttt 


gac 


gaa 


aga 


gat 


aag 


aca 


tec 


agg 


aac 


atg 


cga 


Asp 


Pile 


Gly 


His 


Phe 


Asp 


Glu 


Arg 


Asp 


Lys 


Thr 


Ser 


Arg 


Asn 


Met 


Arg 




5 










10 










15 










ggc 


tec 


egg 


atg 


aat 


ggg 


ttg 


cct 


age 


ccc 


act 


cac 


age 


gee 


cac 


tgt 


Gly 


Ser 


Arg 


Met 


Asn 


Gly 


Leu 


Pro 


Ser 


Pro 


Thr 


His 


Ser 


Ala 


His 


Cys 


20 










25 










30 










35 


age 


ttc 


tac 


cga 


acc 


aga 


acc 


ttg 


cag 


gca 


ctg 


agt 


aat 


gag 


aag 


aaa 


Ser 


Phe 


Tyr 


Arg 


Thr 


Arg 


Thr 


Leu 


Gin 


Ala 


Leu 


Ser 


Asn 


Glu 


Lys 


Lys 










40 










45 










50 




gec 


aag 


aag 


gta 


mgt 


ttc 


tac 


cgc 


aat 


ggg 


gac 


cgc 


tac 


ttc 


aag 


ggg 


Ala 


Lys 


Lys 


Val 


Xaa 


Phe 


Tyr 


Arg 


Asn 


Gly Asp Arg 


Tyr 


Phe 


Lys 


Gly 








55 










60 










65 






att 


gtg 


tac 


get 


gtg 


tec 


tct 


gac 


cgt 


ttt 


cgc 


age 


ttt 


gac 


gee 


ttg 


He 


Val 


Tyr 


Ala 


Val 


Ser 


Ser 


Asp 


Arg 


Phe 


Arg 


Ser 


Phe 


Asp Ala 


Leu 






70 










75 










80 








ctg 


get 


gac 


ctg 


acg 


cga 


tct 


eta 


nnt 


gac 


aac 


ate 


nac 


ctg 


cct 


cag 


Leu 


Ala 


Asp 


Leu 


Thr 


Arg 


Ser 


Leu 


Xaa 


Asp 


Asn 


He 


Xaa 


Leu 


Pro 


Gin 




85 










90 










95 










gga 


gtg 


cgt 


tac 


att 


tac 


acc 


att 


gat 


gga 


tec 


aag 


gaa 


gat 


egg 


aag 


Gly 


Val 


Arg 


Tyr 


He 


Tyr 


Thr 


He 


Asp Gly Ser Lys 


Glu 


Asp 


Arg 


Lys 


100 










105 










110 










115 



ca 



166 



214 



262 



310 



358 



406 



454 



456 



-=y <210> 1299 
*P <211> 381 
*p <212> DNA 

<213> Homo sapiens 

3 

pi <220> 

<221> CDS 
LJi <222> 163. .381 



<400> 1299 

acagtgccct gskcagaagc cccgggctcg tcagtcaaac cggttctctg tttgeacteg 60 
geagcaeggg caggcaagtg gtccctaggt tegggagcag ageagcageg cctcagtcct 120 
ggtcccccag tcccaagcct cacctgcctg cccagcgcca gg atg gee acc ate 174 

Met Ala Thr He 

1 

acc tgc acc cgc ttc acg gaa gag tac cag etc ttc gag gaa ttg ggc 222 

Thr Cys Thr Arg Phe Thr Glu Glu Tyr Gin Leu Phe Glu Glu Leu Gly 

5 10 15 20 

aag gga gee ttc teg gtg gtg cga agg tgt gtg aag gtg ctg get ggc 2 70 

Lys Gly Ala Phe Ser Val Val Arg Arg Cys Val Lys Val Leu Ala Gly 

25 30 35 

cag gag tat get gee aag ate ate aac aca aag aag ctg tea gee aga 318 
Gin Glu Tyr Ala Ala Lys He He Asn Thr Lys Lys Leu Ser Ala Arg 

40 45 50 

gac cat cag aag ctg gag cgt gaa gee cgc ate tgc cgc ctg ctg aag 3 66 

Asp His Gin Lys Leu Glu Arg Glu Ala Arg He Cys Arg Leu Leu Lys 

55 60 65 

cac ccc aac ate gtc 331 
His Pro Asn He Val 
70 



878 



<210> 1300 

<211> 385 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 146. .385 



<400> 1300 

attgcttctg ggtttggggt gtgagaggat gcagagtggg agaccttaaa accgtctgat 60 
ctggctgcta aagcgagtgt ctgacgacca cccattaaca ccagcgagta gcgtttgctc 12 0 
acggctttag gataagaagc ctgga atg gtc ccc cct ccg ccg gga gaa gaa 172 

Met Val Pro Pro Pro Pro Gly Glu Glu 

1 5 

age cag acg gtc ate ctt cca cct ggc tgg cag age tac ctg teg cct 220 
g Ser Gin Thr Val He Leu Pro Pro Gly Trp Gin Ser Tyr Leu Ser Pro 

10 15 20 25 

~ cag ggc egg egg tac tat gtc aac acg acc acc aat gag ace acc tgg 268 
r; Gin Gly Arg Arg Tyr Tyr Val Asn Thr Thr Thr Asn Glu Thr Thr Trp 
fT 30 35 40 

yj gaa cgt ccc age agt tct cct ggg att cca gec age cct ggc tct cac 316 
*D Glu Arg Pro Ser Ser Ser Pro Gly He Pro Ala Ser Pro Gly Ser His 
C E 45 50 55 

a 99 age tct ctg cct cca aca gtg aat gga tac cac gca tea ggg acc 364 
g Arg Ser Ser Leu Pro Pro Thr Val Asn Gly Tyr His Ala Ser Gly Thr 
fj 60 65 70 

jjjj cca gcg cac cct cca gag act 385 
L~ Pro Ala His Pro Pro Glu Thr 
S £ 75 80 

O <210> 1301 
O <211> 535 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 325 . . 534 



<400> 1301 

attageggeg cagacgtttg ggcctaagcg ctgggcgagg cgaggccctg cccctccccg 60 

ccaacggcca ttctctggac ccgtctttct tycegggagg eggtgacage tgctgagacg 120 

tgttgcagcc agagtctctc cgctttaatg cgctcccatt agtgccgtcc cccactggaa 180 

aaccgtggct tctgtattat ttgecatett tgttgtgtag gagcagggag ggcttcctcc 240 

eggggtccta ggcggcggtg cagtccgtcg tagaagaatt agagtagaag ttgtcggggt 3 00 

ccgctcttag gacgcagccg cctc atg ggg gtc cag ggg etc tgg aag ctg 3 51 

Met Gly Val Gin Gly Leu Trp Lys Leu 

1 5 

ctg gag tgc tec ggg egg cag gtc age ccc gaa gcg ctg gaa ggg aag 3 99 
Leu Glu Cys Ser Gly Arg Gin Val Ser Pro Glu Ala Leu Glu Gly Lys 



879 



10 15 20 25 

ate ctg get gtt gat att age att tgg tta aac caa gca ctt aaa gga 447 

He Leu Ala Val Asp He Ser He Trp Leu Asn Gin Ala Leu Lys Gly 

30 35 40 

gtc egg gat cgc cac ggg aac tea ata gaa aat cct cat ctt etc act 495 

Val Arg Asp Arg His Gly Asn Ser He Glu Asn Pro His Leu Leu Thr 

45 50 55 

ttg ttt cat egg etc tgc aaa etc tta ttt ttt cga ate c 535 

Leu Phe His Arg Leu Cys Lys Leu Leu Phe Phe Arg He 

60 65 70 

<210> 1302 

<211> 383 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
m <222> 74 . .382 

. F~ 

s f} <400> 1302 

:'~ agegtgateg gtttccggtc agtggtgtgg tacegggtae ccggagacgt gtatcggacg 60 
gtgggccgca gec atg gec gag aga aaa cct aac ggt ggc age ggc ggc 109 
^ Met Ala Glu Arg Lys Pro Asn Gly Gly Ser Gly Gly 

15 10 
%0 9 CC tcc act tec tea teg ggc act aac tta ctt ttc tec tec teg gec 157 
s Ala Ser Thr Ser Ser Ser Gly Thr Asn Leu Leu Phe Ser Ser Ser Ala 
Q 15 20 25 

fy acg gag ttc age ttc aat gtg ccc ttc ate cca gtc ace cag gee tcc 205 
Thr Glu Phe Ser Phe Asn Val Pro Phe He Pro Val Thr Gin Ala Ser 
30 35 40 

^ get tct ccg gee tcc ctg etc tta ccg gga gag gat tcc aca gat gtt 253 
W Ala Ser Pro Ala Ser Leu Leu Leu Pro Gly Glu Asp Ser Thr Asp Val 
y 45 50 55 60 

ggt gag gag gac age ttc ctt ggt cag act tct att cac aca tct gee 3 01 

Gly Glu Glu Asp Ser Phe Leu Gly Gin Thr Ser He His Thr Ser Ala 

65 70 75 

cca cag aca ttt agt tac ttc tct cag gta tea age age agt grt cct 34 9 

Pro Gin Thr Phe Ser Tyr Phe Ser Gin Val Ser Ser Ser Ser Xaa Pro 

80 85 90 

ttt ggg aat att gga cag tea cca tta aca act g 383 
Phe Gly Asn He Gly Gin Ser Pro Leu Thr Thr 
95 100 

<210> 1303 

<211> 425 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 162 . .425 



880 



<400> 1303 

ctacgttcca attggggccg taccatggcg gagaagactc aaaagagtgt gaagattgct 60 
cctggagcag ttgtatgtgt agaaagtgaa atcagaggag atgtaactat cgttacccag 120 
ataatatcac tcctgacact gragatccag arccaaaacc t atg ate att ggc acc 176 

Met He He Gly Thr 
1 5 

aat aat gtg ttt gaa gtt ggc tgt tat tec caa gec atg aag atg gga 224 
Asn Asn Val Phe Glu Val Gly Cys Tyr Ser Gin Ala Met Lys Met Gly 

10 15 20 

gat aat aat gtc att gaa tea aaa gca tat gta ggc aga aat gta ata 2 72 

Asp Asn Asn Val He Glu Ser Lys Ala Tyr Val Gly Arg Asn Val He 

25 30 35 

ttg aca agt ggc tgc ate att ggg get tgt tgc aac eta aat aca ttt 320 
Leu Thr Ser Gly Cys He He Gly Ala Cys Cys Asn Leu Asn Thr Phe 

40 45 50 

gaa gtc ate cct gag aat acg gtg ate tat ggt gca gac tgc ctt cgt 368 
Glu Val He Pro Glu Asn Thr Val He Tyr Gly Ala Asp Cys Leu Arg 
O 55 60 65 

egg gtg cag act gag cga ccg cag ccc cag aca eta cag ctg gat ttc 416 
|p A ^g Val Gin Thr Glu Arg Pro Gin Pro Gin Thr Leu Gin Leu Asp Phe 

U 70 75 80 85 

! . ttg atg aaa 42 5 

^ Leu Met Lys 

*0 <210> 1304 

yg <2ii> 458 

s <212> DNA 

pi <213> Homo sapiens 



fU 

5= 



<220> 
<221> CDS 
<222> 199. .456 



<400> 1304 

attaaagcag ctccagccct gcgcactccc tgctggggtg agcagcactg taaagatgaa 60 
gctggctaac tggtactggc tgagctcagc tgttcttgcc acttaeggtt ttttggttgt 120 
ggcaaacaat gaaacagagg aaattaaaga tgaaagagca aaggatgtct geccagtgag 180 
actagaaagc agagggaa atg cga aga ggc agg gga gtg ccc eta cca ggt 231 

Met Arg Arg Gly Arg Gly Val Pro Leu Pro Gly 
15 10 
aag cct gee ccc ttg act att cag etc ccg aag caa ttc age agg ate 279 
Lys Pro Ala Pro Leu Thr He Gin Leu Pro Lys Gin Phe Ser Arg He 

15 20 25 

gag gag gtg ttc aaa gaa gwm caa aac etc aag gaa ate gta aat agt 327 
Glu Glu Val Phe Lys Glu Xaa Gin Asn Leu Lys Glu He Val Asn Ser 

30 35 40 

eta aag aaa tct tgc caa gac tgc aag ctg cag get gat gac aac gga 375 
Leu Lys Lys Ser Cys Gin Asp Cys Lys Leu Gin Ala Asp Asp Asn Gly 

45 50 55 

gac cca ggc aga aac gga ctg ttg tta ccc agt aca gga gec ccg gga 423 
Asp Pro Gly Arg Asn Gly Leu Leu Leu Pro Ser Thr Gly Ala Pro Gly 
60 65 70 75 



881 



gag gtt ggt gat aac aga gtt aga gaa tta gag ag 458 
Glu Val Gly Asp Asn Arg Val Arg Glu Leu Glu 
80 85 

<210> 1305 

<211> 445 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 13 . .444 



<400> 1305 

gacggaagga gc atg gcg tgg aga cac ctg caa aag egg gec cag gat get 51 
Met Ala Trp Arg His Leu Gin Lys Arg Ala Gin Asp Ala 
15 10 
gtg ate ate ctg ggg gga gga gga ctt etc ttc gee tec tac ctg atg 99 
Val He He Leu Gly Gly Gly Gly Leu Leu Phe Ala Ser Tyr Leu Met 

15 20 25 

gee acg gga gat gag cgt ttc tat get gaa cac ctg atg ccg act ctg 14 7 

Ala Thr Gly Asp Glu Arg Phe Tyr Ala Glu His Leu Met Pro Thr Leu 
30 35 40 45 

cag ggg ctg ctg gac ccg gag tea gee cac aga ctg get gtt cgc ttc 195 
Gin Gly Leu Leu Asp Pro Glu Ser Ala His Arg Leu Ala Val Arg Phe 

50 55 60 

ace tec ctg ggg etc ctt cca egg gee aga ttt caa gac tct gac atg 243 
Thr Ser Leu Gly Leu Leu Pro Arg Ala Arg Phe Gin Asp Ser Asp Met 
jfy 65 70 75 

fj ct 9 gaa gtg aga gtt ctg ggc cat aaa ttc cga aat cca gta gga att 291 
2 Leu Glu Val Arg Val Leu Gly His Lys Phe Arg Asn Pro Val Gly He 
t 80 85 90 

J get gca gga ttt gac aag cat ggg gaa gec gtg gac gga ctt tat aag 339 
j Ala Ala Gly Phe Asp Lys His Gly Glu Ala Val Asp Gly Leu Tyr Lys 
95 100 105 

atg ggc ttt ggt ttt gtt gag ata gga agt gtg act cca aaa cct cag 387 
Met Gly Phe Gly Phe Val Glu He Gly Ser Val Thr Pro Lys Pro Gin 
HO 115 120 125 

gaa gga aac cct aga ccc aga gtc ttc cgc etc cct gag gac caa get 435 
Glu Gly Asn Pro Arg Pro Arg Val Phe Arg Leu Pro Glu Asp Gin Ala 

130 135 140 

gtc att aac a 445 
Val He Asn 

<210> 1306 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .393 



882 




ru 



264 



<400> 1306 

aacttttggg tcgggccctc cgggaagatg gcggccgtgc aggcggccga ggtgaaagtg 60 
gatggcagcg agccgaaact gagcaagaag tggtggtaat cattagttcc agggtgctct 12 0 
gcc atg ttg acg caa get get gta agg ctt gtt agg ggg tec ctg cgc 168 
Met Leu Thr Gin Ala Ala Val Arg Leu Val Arg Gly Ser Leu Arg 
1 5 10 15 

aaa ace tec tgg gca gag tgg ggt cac agg gaa ctg cga ctg ggt caa 216 
Lys Thr Ser Trp Ala Glu Trp Gly His Arg Glu Leu Arg Leu Gly Gin 

20 25 30 

ctt get cct ttc aca gcg cct cac aag gac aag tea ttt tct gat caa 
Leu Ala Pro Phe Thr Ala Pro His Lys Asp Lys Ser Phe Ser Asp Gin 

35 40 45 

aga agt gag ctg aag aga cgc ctg aaa get gag aag aaa gta gca gag 312 
Arg Ser Glu Leu Lys Arg Arg Leu Lys Ala Glu Lys Lys Val Ala Glu 

50 55 60 

aag gag gcc aaa cag aaa gag etc agt gag aaa cag eta age caa gcc 
Lys Glu Ala Lys Gin Lys Glu Leu Ser Glu Lys Gin Leu Ser Gin Ala 
H 65 70 75 

tag? -* 

*B aCt gCt gct gcc acc aac cac acc act 9 at aat 
^ Thr Ala Ala Ala Thr Asn His Thr Thr Asp Asn 

Tl 80 85 90 



360 



393 



<210> 1307 

<211> 245 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 3. .245 



<400> 1307 

aa atg etc tgg ggc gtg ccg cmg ccg teg ctg cca cct ccc eta ccg 47 
Met Leu Trp Gly Val Pro Xaa Pro Ser Leu Pro Pro Pro Leu Pro 
15 10 15 

yta gtg gaa gaa gat ggc gga agg egg asg gcg gat ctg gac acc cag 95 
Leu Val Glu Glu Asp Gly Gly Arg Arg Xaa Ala Asp Leu Asp Thr Gin 

20 25 30 

egg tct gac ate gcg acg ctg etc aaa acc teg etc egg aaa ggg gac 143 
Arg Ser Asp He Ala Thr Leu Leu Lys Thr Ser Leu Arg Lys Gly Asp 

35 40 45 

acc tgg tac eta gtc ata gtc get ggk tea aac agt gga aaa aat atg 191 
Thr Trp Tyr Leu Val He Val Ala Gly Ser Asn Ser Gly Lys Asn Met 

50 55 60 

ttg get ttg aca gtt ggg aca aat acc aga tgg gag ate aaa atg tgt 239 
Leu Ala Leu Thr Val Gly Thr Asn Thr Arg Trp Glu He Lys Met Cys 

65 70 75 

ate ccg 245 
He Pro 
80 

<210> 1308 



883 



<211> 491 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 231. .491 



<400> 1308 

ctttcccatc tggcgggcgg ctcctgtcca gaccctgacc ctccctccca aggctcaacc 60 
gtcccccaac aaccgccagc cttgtactga tgtcggctgc gagagcctgt gcttaagtaa 120 
gaatcaggcc ttattggaga cattcaagca aaggttggac aactactttt ccagaacaga 180 
aaggaaactc atgcatcaga aaaggtgact aataaaggta ccagaagaat atg get 236 

Met Ala 
1 

gca caa ata cca gaa tct gat cag ata aaa cag ttt aag gaa ttt ctg 284 
Ala Gin He Pro Glu Ser Asp Gin He Lys Gin Phe Lys Glu Phe Leu 
5 10 15 

^ ggg acc tac aat aaa ctt aca gag acc tgc ttt ttg gac tgt gtt aaa 332 
Gly Thr Tyr Asn Lys Leu Thr Glu Thr Cys Phe Leu Asp Cys Val Lys 

20 25 30 

gac ttc aca aca aga gaa gta aaa cct gaa gag acc acc tgt tea gaa 380 
Asp Phe Thr Thr Arg Glu Val Lys Pro Glu Glu Thr Thr Cys Ser Glu 
35 40 45 50 

cat tgc tta cag aaa tat tta aaa atg aca caa aga ata tec atg aga 428 
His Cys Leu Gin Lys Tyr Leu Lys Met Thr Gin Arg He Ser Met Arg 

55 60 65 

ttt cag gaa tat cat att cag cag aat gaa gec ctg gca gee aaa gca 476 
Phe Gin Glu Tyr His He Gin Gin Asn Glu Ala Leu Ala Ala Lys Ala 

70 75 80 

gga etc ctt ggc caa 491 
Gly Leu Leu Gly Gin 
85 

<210> 1309 
<211> 376 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 165 . . 374 



<400> 1309 

gaaggaagag gaaattccag tagecgatea ggagtctgea aactceggtg gtaggggagc 60 
gcgctgctgt ttagagecac gagttacegg agegectgat tcctgcgccg aagtcagtgg 120 
tggccgaaag teeggagteg ctgtaaaacc tgagattgtg agee atg gtg ggg aga 176 

Met Val Gly Arg 

1 

tec egg egg cgc gga gca get aag tgg gca get gtg cga gee aag gca 224 
Ser Arg Arg Arg Gly Ala Ala Lys Trp Ala Ala Val Arg Ala Lys Ala 
5 10 15 20 



884 




ggt ccc acg etc acc gac gaa aat gga gat gat tta gga ttg cca ccc 272 
Gly Pro Thr Leu Thr Asp Glu Asn Gly Asp Asp Leu Gly Leu Pro Pro 

25 30 35 

tea cca ggg gac acc age tac tac caa gat cag gta gat gac ttt cat 320 
Ser Pro Gly Asp Thr Ser Tyr Tyr Gin Asp Gin Val Asp Asp Phe His 

40 45 50 

gag gca cga tec egg gec gec tta get aag ggc tgg aat gaa gta cag 368 
Glu Ala Arg Ser Arg Ala Ala Leu Ala Lys Gly Trp Asn Glu Val Gin 

55 60 65 

agt gga ga 376 
Ser Gly 
70 

<210> 1310 
<211> 433 
<212> DNA 

<213> Homo sapiens 

<220> 
J <221> CDS 
?S <222> 151. .432 



^ <400> 1310 

*y ttctegcatt tgtcagctct tgccaaaacg gtgacgcagt ggtgtgttac ctgccgacag 60 
uS cataaagega ggcaaggtcc agctattcca cccggcatac aagcttatgg agcagccccc 120 
tfj tttgaagatc tccaggtgga cttcacagag atg tea aag tgt aga gat gat cga 174 
s Met Ser Lys Cys Arg Asp Asp Arg 

Q 1 5 

fU 9tg tgg ate aag gac tgg aaa gtt gec tgt ttg tgt cca egg tgg aaa 222 

Val Trp He Lys Asp Trp Lys Val Ala Cys Leu Cys Pro Arg Trp Lys 
*P 10 15 20 

JJT 99* ccc ca 9 ayt gtc gtc ctg age act ccc acc get gtg aag gtg gaa 270 
U Gly Pro Gin Xaa Val Val Leu Ser Thr Pro Thr Ala Val Lys Val Glu 
P 25 30 35 40 

gga ate cca gee tgg ate caa cac age cat ata aaa cct gca gcg cct 318 
Gly He Pro Ala Trp He Gin His Ser His He Lys Pro Ala Ala Pro 

45 50 55 

gaa acc tgg gag gca aga cca age cca grt aac cct tgc aga gtg acc 3 66 

Glu Thr Trp Glu Ala Arg Pro Ser Pro Xaa Asn Pro Cys Arg Val Thr 

60 65 70 

ctg aag aag ang aca age cct get cca gtc anc egg aag ctg act agt 414 
Leu Lys Lys Xaa Thr Ser Pro Ala Pro Val Xaa Arg Lys Leu Thr Ser 

75 80 85 

caa gca egg ccg aag cct g 433 
Gin Ala Arg Pro Lys Pro 
90 

<210> 1311 
<211> 424 
<212> DNA 

<213> Homo sapiens 
<220> 



885 



<221> CDS 
<222> 93 . .422 



<400> 1311 

tattccggaa ggtgctgcac agctgtggcg gcgggtactg cgttagtgat tagagtttct 60 
tccctgccgg aggtgggata cacggtagca tc atg gtc gag gag gta cag aaa 113 

Met Val Glu Glu Val Gin Lys 
1 5 

cat tct gta cac acc ctt gtg ttc agg teg ttg aag agg acc cat gac 161 
His Ser Val His Thr Leu Val Phe Arg Ser Leu Lys Arg Thr His Asp 

10 15 20 

atg ttt gta get gat aat gga aaa cct gtg cct tta gat gaa gag agt 209 
Met Phe Val Ala Asp Asn Gly Lys Pro Val Pro Leu Asp Glu Glu Ser 

25 30 35 

sac aaa cga aaa atg gca ate aag ctt cgt aat gag tat ggt cct gtg 257 
Xaa Lys Arg Lys Met Ala lie Lys Leu Arg Asn Glu Tyr Gly Pro Val 
40 45 50 55 

ttg cat atg cct act tea aaa gaa aat ctt aaa gag aag ggt cct cag 3 05 

^ Leu His Met Pro Thr Ser Lys Glu Asn Leu Lys Glu Lys Gly Pro Gin 
X 60 65 70 

aat gca acg gat tea tat gtt cat aaa cag tac cct gee aat caa gga 353 
Asn Ala Thr Asp Ser Tyr Val His Lys Gin Tyr Pro Ala Asn Gin Gly 
W 75 80 85 

'0 caa gaa gtt gaa tac ttt gtg gca ggt aca cat cca tac cca cca gga 401 
*p Gin Glu Val Glu Tyr Phe Val Ala Gly Thr His Pro Tyr Pro Pro Gly 
^ 9 ° 95 100 

cct ggg gtt get ttg aca gca ga 424 
^ Pro Gly Val Ala Leu Thr Ala 
51 105 110 

iy 

rtJ <210> 1312 

=P <211> 444 

O <212> DNA 

p <213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . .442 



<400> 1312 

gaggacgtgt tccgaggaag ccagacccgg agccgtggcc tgccgggccg gegae atg 58 

Met 
1 

gat ccc ctg ttc cag caa acg cac aag cag gtc cac gag ate cag tct 106 
Asp Pro Leu Phe Gin Gin Thr His Lys Gin Val His Glu He Gin Ser 

5 10 15 

tgc atg gga cgc ctg gag acg gsa gam aag sag yet gtg cac aka gta 154 
Cys Met Gly Arg Leu Glu Thr Xaa Xaa Lys Xaa Xaa Val His Xaa Val 

20 25 30 

gaa aac gaa ate caa gca age ata gac cag ata ttc age cgt eta gaa 202 
Glu Asn Glu He Gin Ala Ser He Asp Gin He Phe Ser Arg Leu Glu 
35 40 45 



886 



cgt ctg gag att ttg tec 
Arg Leu Glu lie Leu Ser 
50 55 
gec aaa ctt egg gtt gac 
Ala Lys Leu Arg Val Asp 
70 

act gcg etc aga aac ttc 
Thr Ala Leu Arg Asn Phe 
85 

gag aga cag cga gaa gag 
Glu Arg Gin Arg Glu Glu 
100 

tct ggm anc acc ata cca 
Ser Gly Xaa Thr He Pro 
115 

tc 



age aag gag ccc cct aac 
Ser Lys Glu Pro Pro Asn 
60 

cag tta aag tat gat gtc 
Gin Leu Lys Tyr Asp Val 
75 

cag cat egg cgc cat gca 
Gin His Arg Arg His Ala 
90 

ctt ctg tct cga acc ttc 
Leu Leu Ser Arg Thr Phe 
105 

at 9 grc gat cac tgc agt 
Met Xaa Asp His Cys Ser 
120 125 



aaa agg caa aat 2 50 

Lys Arg Gin Asn 
65 

cag cac ctg cag 298 
Gin His Leu Gin 
80 

a 99 9^g cag cag 346 
Arg Glu Gin Gin 
95 

asc act aac grc 394 

Xaa Thr Asn Xaa 

110 

tta act cct ccc 442 
Leu Thr Pro Pro 

444 



<210> 1313 

m <211> 347 

% <212> DNA 

rfj <213> Homo sapiens 

<220> 

W <221> CDS 

*8 <222> 103 . .345 



s <400> 1313 

fg ggggaagctg tcatggctgc tcctgtacgt agtcacggtc ttgtgctcta aggaaaacga 60 
cagcacgtgt tctttttcac tagtagaagt gacgttggtt tc atg ttg aca act 114 

Met Leu Thr Thr 
1 

ttg aag cca ttt gga agt gtt tea gtg gag age aaa atg aat aac aaa 162 
M Leu Lys Pro Phe Gly Ser Val Ser Val Glu Ser Lys Met Asn Asn Lys 
O 5 10 15 20 

gcg ggc tec ttt ttc tgg aac ctt aga caa ttc agt aca tta gtt tea 210 
Ala Gly Ser Phe Phe Trp Asn Leu Arg Gin Phe Ser Thr Leu Val Ser 

25 30 35 

aca age aga act atg agg eta tgt tgt ttg gga ctt tgc aaa cca aaa 258 
Thr Ser Arg Thr Met Arg Leu Cys Cys Leu Gly Leu Cys Lys Pro Lys 

40 45 50 

ata gtt cat tea aac tgg aac att tta aat aac ttt cat aac aga atg 306 
He Val His Ser Asn Trp Asn He Leu Asn Asn Phe His Asn Arg Met 

55 60 65 

caa tea act gat ate att aga tat etc ttt cag gat gca tt 347 
Gin Ser Thr Asp He He Arg Tyr Leu Phe Gin Asp Ala 
70 75 80 



IU 



<210> 1314 

<211> 469 

<212> DNA 

<213> Homo sapiens 



<220> 



887 




<221> CDS 
<222> 160 . .468 

<400> 1314 

agatcttact agtatttact accaagctct actccagatt aaccatccca gtccttctgt 60 
cagtctccga tgccatcatg cagcctggtt aggagcaaag gaaaggggaa aaagaaaaac 12 0 
gactaattca tcttttcctg atcgtcagga ccctaaaga atg gcc gag cct tgg 174 

Met Ala Glu Pro Trp 
1 5 

ggg aac gag ttg gcg tec gca get gcc agg ggg gac eta gag caa ctt 222 
Gly Asn Glu Leu Ala Ser Ala Ala Ala Arg Gly Asp Leu Glu Gin Leu 

10 15 20 

act agt ttg ttg caa aat aat gta aac gtc aat gca caa aat gga ttt 270 
Thr Ser Leu Leu Gin Asn Asn Val Asn Val Asn Ala Gin Asn Gly Phe 

25 30 35 

gga agg act gcg ctg cag gtt atg aaa ctt gga aat ccc gag att gcc 318 
Gly Arg Thr Ala Leu Gin Val Met Lys Leu Gly Asn Pro Glu He Ala 
f% 40 45 50 

^ agg aga ctg eta ctt aga ggt get aat ccc gat ttg aaa gac cga act 366 
Ilf Arg Ar 9 Leu Leu Leu Ar 9 Gly Ala Asn Pro Asp Leu Lys Asp Arg Thr 
f] 55 60 65 

r»* ggt ttc get gtc att cat gat gcg gcc aga gca ggt ttc ctg gac act 414 

m Gly Phe Ala Val He His Asp Ala Ala Arg Ala Gly Phe Leu Asp Thr 

m 70 75 80 85 

■J* tta cag act ttg ctg gag ttt caa get gat gtt aac ate gag gat aat 462 

,n Leu Gin Thr Leu Leu Glu Phe Gin Ala Asp Val Asn He Glu Asp Asn 

7 90 95 100 

gaa ggg a 469 
^! Glu Gly 

fU <210> 1315 

*P <211> 233 

p <212> DNA 

p <213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .233 

<400> 1315 

agecgacgag gcaacaatta ggctttgggg ataaaacgag gtgeggagag cgggctgggg 60 
catttctccc cgag atg gcg ggt ctg acg gcg gcg gcc ccg egg gcc egg HO 
Met Ala Gly Leu Thr Ala Ala Ala Pro Arg Ala Arg 
15 10 
agt cct cct get cct get gtc cat cct cca ccc etc teg gcc tgg agg 158 
Ser Pro Pro Ala Pro Ala Val His Pro Pro Pro Leu Ser Ala Trp Arg 

15 20 25 

ggt ccc tgg ggc cat tec tgg tgg agt tec tgg agg agt ctt tta tec 206 
Gly Pro Trp Gly His Ser Trp Trp Ser Ser Trp Arg Ser Leu Leu Ser 

30 35 40 

agg ggc tgg tct egg age cct tgg agg 233 
Arg Gly Trp Ser Arg Ser Pro Trp Arg 



888 



<210> 1316 

<211> 492 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 217. .492 



282 



330 



<400> 1316 

ataaaggagc gggcggcgcg acaggggcgg ctctttcctg ggtggggttt gtgaagtcgt 60 
ggcccgttag caggaagcct aacagtcgcc ccgacgctag tgagggaccc aatctgagtc 120 
cccggccagc cgaatccaag ccgtgtgtac tgcgtgctca gcactgcccg acagtcctag 180 
ctaaacttcg ccaactccgc tgcctttgcc gccacc atg ccc aaa acg ate agt 234 

Met Pro Lys Thr He Ser 
1 5 
gtg cgt gtg acc acc atg gat gca gag ctg gag ttt gec ate cag ccc 
Val Arg Val Thr Thr Met Asp Ala Glu Leu Glu Phe Ala He Gin Pro 

10 15 20 

aac acc acc ggg aag cag eta ttt gac cag gtg gtg aaa act att ggc 
Asn Thr Thr Gly Lys Gin Leu Phe Asp Gin Val Val Lys Thr He Gly 
0 25 30 35 

?j ttg agg gaa gtt tgg ttc ttt ggt ctg cag tac cag gac act aaa ggt 378 
g Leu Arg Glu Val Trp Phe Phe Gly Leu Gin Tyr Gin Asp Thr Lys Gly 
40 45 50 

ttc tec acc tgg ctg aaa etc aat aag aag gtg act gec cag gat gtg 426 
Phe Ser Thr Trp Leu Lys Leu Asn Lys Lys Val Thr Ala Gin Asp Val 
Jj! 55 60 65 70 

IU egg aag gaa age ccc ctg etc ttt aag ttc cgt gee aag ttc tac cct 474 
4= Arg Lys Glu Ser Pro Leu Leu Phe Lys Phe Arg Ala Lys Phe Tyr Pro 
O 75 80 85 

p gag gat gtg tec gag gaa 
Glu Asp Val Ser Glu Glu 
90 



492 



<210> 1317 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144. .335 



<400> 1317 

gagtgtcggg cgcggcagga ggacgaggca gggegggegg gcgctctaag ggttctgctc 60 
tgactccagg ttgggacagc gtcttcgctg ctgctggata gtcgtgtttt eggggatega 12 0 
ggatactcac cmagaaaccg aaa atg ccg aaa cca ate aat gtc cga gtt acc 173 

Met Pro Lys Pro He Asn Val Arg Val Thr 
1 5 10 



889 



acc atg gat gca gag ctg 
Thr Met Asp Ala Glu Leu 
15 

aaa cag ctt ttt gat cag 
Lys Gin Leu Phe Asp Gin 
30 

tgg tac ttt ggc etc cac 
Trp Tyr Phe Gly Leu His 
45 

ctg aag ctg gat aag aag 
Leu Lys Leu Asp Lys Lys 
60 



gag ttt gca ate cag cca 
Glu Phe Ala He Gin Pro 
20 

gtg gta aag act ate ggc 
Val Val Lys Thr He Gly 
35 

tat gtg gat aat aaa gga 
Tyr Val Asp Asn Lys Gly 
50 

9 



aat aca act gga 221 
Asn Thr Thr Gly 
25 

etc egg gaa gtg 269 
Leu Arg Glu Val 
40 

ttt cct acc tgg 317 

Phe Pro Thr Trp 

55 

336 



<210> 1318 

<211> 456 

<212> DNA 

<213> Homo sapiens 



in 



<220> 
<221> CDS 
<222> 161. 



.454 



<400> 1318 

ctgttttcgt tggccgcgct gggatggccg ccacagctgt 
gctggtcttt geegggegtt gagggcagct cagcctcctt 
cgtggtactc aagggcacca gtattcccgc ggteggcage 



cgc cac 
Arg His 

tct aga 
Ser Arg 

aga egg 
Arg Arg 

age agg 
Ser Arg 

55 
cgt tec 
Arg Ser 
70 

cga agt 
Arg Ser 



tat cga 
Tyr Arg 

agt cgc 
Ser Arg 

25 
tct aga 
Ser Arg 
40 

gat aaa 
Asp Lys 

aga agt 
Arg Ser 

aga gac 
Arg Asp 



aaa cga teg 
Lys Arg Ser 
10 

tea ccc tea 
Ser Pro Ser 

agt aga gat 
Ser Arg Asp 

aga aga tct 
Arg Arg Ser 
60 

aga gag aga 
Arg Glu Arg 
75 

a 99 aga cgc 
Arg Arg Arg 
90 



gca tec 
Ala Ser 

gac aaa 
Asp Lys 

30 
aga gat 
Arg Asp 
45 

egg tea 
Arg Ser 



egg ggt 
Arg Gly 
15 

aga agt 
Arg Ser 

agg agg 
Arg Arg 

agg gac 
Arg Asp 



gac aga age cga 
Asp Arg Ser Arg 
80 

tea agg agt aga 
Ser Arg Ser Arg 
95 



aggtgetget agtgtttagc 60 
gtttgtccgg ttcgcctgtg 120 
atg ggt egg gag tea 175 
Met Gly Arg Glu Ser 
1 5 
cgc tct gga agt egg 223 
Arg Ser Gly Ser Arg 
20 

aaa cgt gga gat gac 2 71 

Lys Arg Gly Asp Asp 
35 

aga gag agg tct cgt 319 
Arg Glu Arg Ser Arg 
50 

agg aag cgt ctg aga 367 

Arg Lys Arg Leu Arg 

65 

gag cga aga aga tct 415 
Glu Arg Arg Arg Ser 
85 

age egg gg 456 
Ser Arg 



<210> 1319 

<211> 508 

<212> DNA 

<213> Homo sapiens 



<220> 



890 



<221> CDS 
<222> 108 . . 506 



<400> 1319 

aagaaggcgg gaggctggag tagasggaag cctgcaaccg gaagtgaagg cagatttccc 60 
tccttcgtcg ctgttgctgc cgccatacgc gctctccctg tttagtt atg gca gag 116 

Met Ala Glu 
1 

aac gat gtg gac aat gag etc ttg gac tat gaa gat gat gag gtg gag 164 
Asn Asp Val Asp Asn Glu Leu Leu Asp Tyr Glu Asp Asp Glu Val Glu 

5 10 15 

aca gca get ggg gga gat ggg get gag gec cct gec aag aag gat gtc 212 
Thr Ala Ala Gly Gly Asp Gly Ala Glu Ala Pro Ala Lys Lys Asp Val 
20 25 30 35 

aag ggc tec tat gtc tec ate cac age tct ggc ttt cgt gac ttc ctg 260 
Lys Gly Ser Tyr Val Ser He His Ser Ser Gly Phe Arg Asp Phe Leu 
40 45 50 

n ctc a *g cca gag ttg etc egg gec att gtc gac tgt ggc ttt gag cat 308 
« Leu Lys Pro Glu Leu Leu Arg Ala He Val Asp Cys Gly Phe Glu His 
X 55 60 65 

%Jl ccg tea gaa gtc cag cat gag tgc ate cct cag gec att ctg gga atg 356 
U Pro Ser Glu Val Gin His Glu Cys He Pro Gin Ala He Leu Gly Met 
70 75 80 

gat gtc ctg tgc cag gec aag teg ggc atg gga aag aca gca gtg ttt 404 
Asp Val Leu Cys Gin Ala Lys Ser Gly Met Gly Lys Thr Ala Val Phe 

85 90 95 

gtc ttg gec aca ctg caa cag ctg gag cca gtt act ggg cag gtg tct 452 
Val Leu Ala Thr Leu Gin Gin Leu Glu Pro Val Thr Gly Gin Val Ser 
100 105 110 115 

gtr ctg gtg atg tgt cac act egg gag ttg get ttt cag ate age aag 500 
Val Leu Val Met Cys His Thr Arg Glu Leu Ala Phe Gin He Ser Lys 
120 125 130 



gaa tat ga 
Glu Tyr 

<210> 1320 

<211> 638 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 238 . . 636 



508 



<400> 1320 

aagaaggcgg gaggctggag tagagggaag cctgcaaccg gaagtgaagg cagatttccc 60 
tccttcgtcg ctgttgctgc cgccatacgc gctctccctg tttagctctt ctgttagaaa 120 
tagtatcttt gttttccttt gctgttcctc aatcccctac tcttcacccc ttgttttcac 180 
etattttgeg agaacccatc cagatccccc ttcccttctt cccctgccgg cccagtt 237 
atg gca gag aac gat gtg gac aat gag ctc ttg gac tat gaa gat gat 285 
Met Ala Glu Asn Asp Val Asp Asn Glu Leu Leu Asp Tyr Glu Asp Asp 
1 5 10 15 



891 




gag gtg gag aca gca get ggg gga gat ggg get gag gec cct gec aag 333 
Glu Val Glu Thr Ala Ala Gly Gly Asp Gly Ala Glu Ala Pro Ala Lys 

20 25 30 

aag gat gtc aag ggc tec tat gtc tec ate cac age tct ggc ttt cgt 381 
Lys Asp Val Lys Gly Ser Tyr Val Ser He His Ser Ser Gly Phe Arg 

35 40 45 

gac ttc ctg etc aag csa gag ttg etc egg gee att gtc gac tgt ggc 429 
Asp Phe Leu Leu Lys Xaa Glu Leu Leu Arg Ala He Val Asp Cys Gly 

50 55 60 

ttt gag cat ccg tea gaa gtc cag cat gag tgc ate cct cag gee att 477 
Phe Glu His Pro Ser Glu Val Gin His Glu Cys He Pro Gin Ala He 
65 70 75 80 

ctg gga atg gat gtc ctg tgc cag gec aag teg ggc atg gga aag aca 52 5 

Leu Gly Met Asp Val Leu Cys Gin Ala Lys Ser Gly Met Gly Lys Thr 

85 90 95 

gca gtg ttt gtc ttg gec aca ctg caa cag ctg gag cca gtt act ggg 573 
Ala Val Phe Val Leu Ala Thr Leu Gin Gin Leu Glu Pro Val Thr Gly 
100 . . 105 110 

^ cag gtg tct gtr ctg gtg atg tgt cac act egg gag ttg get ttt cag 621 
g Gin Val Ser Val Leu Val Met Cys His Thr Arg Glu Leu Ala Phe Gin 
115 120 125 

ate age aag gaa tat ga 638 
He Ser Lys Glu Tyr 
W 130 
- f% 

;|) <210> 1321 

,n <211> 408 

'T <212> DNA 

f*% <213> Homo sapiens 

ni 

S J[ <220> 

<221> CDS 
4= <222> 107 . .406 



m 



a 



<400> 1321 

agaggtgcag taccagaggt ggcgtgctgc cgacttcgcg tttgccttgc tggatgattc 60 
cgcttgtttg ccggctgcgt gagtgettag agettttegg tggaag atg ccg gac 115 

Met Pro Asp 

1 

agt aac ttc gca gag cgc agn ngn gag cag gtg tct ggt get aaa gtc 163 
Ser Asn Phe Ala Glu Arg Xaa Xaa Glu Gin Val Ser Gly Ala Lys Val 

5 10 15 

ate get cag gee ctg aaa acg caa gat gtg gag tac ata ttt ggc ate 211 
He Ala Gin Ala Leu Lys Thr Gin Asp Val Glu Tyr He Phe Gly He 
20 25 30 35 

gta ggc ate cca gtg acc gaa ate gey att get gee cag cag eta ggc 259 
Val Gly He Pro Val Thr Glu He Ala He Ala Ala Gin Gin Leu Gly 

40 45 50 

ate aag tac ate ggg atg agg aat gag caa gcg get tgt tat get gee 3 07 

He Lys Tyr He Gly Met Arg Asn Glu Gin Ala Ala Cys Tyr Ala Ala 

55 60 65 

tec gcg att gga tat ctg aca age agg cca gga gtc tgc ctt gtt gtt 355 
Ser Ala He Gly Tyr Leu Thr Ser Arg Pro Gly Val Cys Leu Val Val 



892 



h*3 

ru 
fU 



70 75 80 

tct ggc cca ggt etc ate cat gec ttg ggc ggt atg gca aat gca aac 
Ser Gly Pro Gly Leu He His Ala Leu Gly Gly Met Ala Asn Ala Asn 

85 90 95 

atg aa 
Met 
100 

<210> 1322 
<211> 361 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . .360 



403 



408 



<400> 1322 

agtgtatctg ggcagcccct teeggcaaaa cgcagcagta gcagaggcag cttctgagag 60 
cctgggcagg cagcagctgg ctgaccaagt ccactggaag agaaggcttg tgccagccgg 12 0 
gagaaggaag ccggggacag g atg aaa gca aca aca cct ttg cag aca gtc 171 

Met Lys Ala Thr Thr Pro Leu Gin Thr Val 
1 5 10 

gac egg ccc aag gac tgg tac aag acg atg ttt aag caa att cac atg 219 
Asp Arg Pro Lys Asp Trp Tyr Lys Thr Met Phe Lys Gin He His Met 

15 20 25 

gtg cac aag ccg ggt ctg tac aac cca ccc tac agt get cag tea cac 267 
Val His Lys Pro Gly Leu Tyr Asn Pro Pro Tyr Ser Ala Gin Ser His 

30 35 40 

cct 9 ct 9ca aag ace caa acc tac aga cct ctt tec aaa age cac tec 315 
Pro Ala Ala Lys Thr Gin Thr Tyr Arg Pro Leu Ser Lys Ser His Ser 

45 50 55 

gac aac age ccc aat gec ttt aag gat gcg tec tec cca gtg cct c 361 
Asp Asn Ser Pro Asn Ala Phe Lys Asp Ala Ser Ser Pro Val Pro 
60 65 70 

<210> 1323 
<211> 371 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 59. .370 

<400> 1323 

aaaatataac tgagtttacg cagaegcaga aaaegcagge aaacctgagg tcctcaga 58 
atg gcg ggc aca ggt ttg gtg get gga gag gtt gtg gtg gat gcg ctg 106 
Met Ala Gly Thr Gly Leu Val Ala Gly Glu Val Val Val Asp Ala Leu 
15 10 is 

ccg tat ttt gat caa ggt tat gaa gec cct ggt gtg egg gaa gcg get 154 
Pro Tyr Phe Asp Gin Gly Tyr Glu Ala Pro Gly Val Arg Glu Ala Ala 



893 



20 

gca gcg ctg gtg gag gag 
Ala Ala Leu Val Glu Glu 
35 

tac ctg age tac ctg aca 
Tyr Leu Ser Tyr Leu Thr 
50 

ata atg aga aat gaa ttt 
lie Met Arg Asn Glu Phe 
65 70 
ttg etc agt atg ana cga 
Leu Leu Ser Met Xaa Arg 
85 

aaa nrt gac att act gca 
Lys Xaa Asp He Thr Ala 
100 



25 

gaa act cgc aga tac cga 
Glu Thr Arg Arg Tyr Arg 
40 

gec ccg gat tat tct gec 
Ala Pro Asp Tyr Ser Ala 
55 60 
gaa aga ctg get get cga 
Glu Arg Leu Ala Ala Arg 
75 

tat gag ctt cca gec ccc 
Tyr Glu Leu Pro Ala Pro 
90 

tgg caa g 
Trp Gin 



30 

cct act aag aac 202 

Pro Thr Lys Asn 

45 

ttt gaa act gac 250 
Phe Glu Thr Asp 

caa cca att gaa 298 
Gin Pro He Glu 
80 

tec tct ggt caa 346 
Ser Ser Gly Gin 
95 

371 



<210> 1324 
m <211> 212 

W <212> DNA 



m 

r* <220> 



:J3 

ssts. 



<213> Homo sapiens 



<221> CDS 
<222> 50 . .211 



<400> 1324 

aaaaegcegg gagtagcega agggacgecg ggaacaggaa tttcttcac atg get cct 58 



m Met Ala Pro 

Vti i 

2 Z 99a gaa gtg ace ate aca gtt cgc etc ate cgt tec ttt gaa cat cgc 106 
4~ Gly Glu Val Thr He Thr Val Arg Leu He Arg Ser Phe Glu His Arg 
O 5 10 15 

O aat ttc aaa cc t gta gtg tat cac gga gng aat ttg gac caa act gta 154 
Asn Phe Lys Pro Val Val Tyr His Gly Xaa Asn Leu Asp Gin Thr Val 
20 25 30 35 

aag gaa ttt ate gta ttt eta aag caa gat ate cct tta agg acc aac 202 
Lys Glu Phe He Val Phe Leu Lys Gin Asp He Pro Leu Arg Thr Asn 

40 45 50 

ctg cca cca c 212 
Leu Pro Pro 



<210> 1325 

<211> 341 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 154. .339 



<400> 1325 



894 



cccacttcta ggcttggttg aaccgtgcag ataccttctc gaaacaaaag attttcctac 60 
ctgcttatac ttggtaaccg agggaattac taagacttct tgctcatttc tgagtattgt 120 
ctttatatcc tgacactatg aaatgctact tgg atg cct ctw aag tct gtt etc 174 

Met Pro Leu Lys Ser Val Leu 

1 5 

tgg gga ggc agt aag ggg ccg tgg age tgg cct egg cct egg cat egg 222 
Trp Gly Gly Ser Lys Gly Pro Trp Ser Trp Pro Arg Pro Arg His Arg 

10 15 20 

gag agg ctg gac ttc ctg tct etc tgt get gaa tgg ctg cga tgg cgc 270 
Glu Arg Leu Asp Phe Leu Ser Leu Cys Ala Glu Trp Leu Arg Trp Arg 

25 30 35 

ccg etc tea ctg acg cag cag ctg aag enn wee ata tec ggt tea aac 318 
Pro Leu Ser Leu Thr Gin Gin Leu Lys Xaa Xaa He Ser Gly Ser Asn 
40 45 50 55 

tgg etc ccc cat cct eta ccc tg 3 41 
Trp Leu Pro His Pro Leu Pro 
60 

<210> 1326 
<211> 302 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 49. .300 



^ <400> 1326 

^ tggaaaggca gagecgegag ctggaccagc cgtgcaaatc tctagaag atg acg gtg 57 
^ Met Thr Val 

l i 1 

j= ttc ttt aaa acg ctt cga aat cac tgg aag aaa act aca get ggg etc 105 
sj Phe Phe Lys Thr Leu Arg Asn His Trp Lys Lys Thr Thr Ala Gly Leu 
~ 5 10 15 

tgc ctg ctg ace tgg gga ggc cat tgg etc tat gga aaa cac tgt gat 153 
Cys Leu Leu Thr Trp Gly Gly His Trp Leu Tyr Gly Lys His Cys Asp 
20 25 30 35 

aac etc eta agg aga gca gee tgt caa gaa get cag gtg ttt ggc aat 201 
Asn Leu Leu Arg Arg Ala Ala Cys Gin Glu Ala Gin Val Phe Gly Asn 

40 45 50 

caa etc att cct ccc aat gca caa gtg aag nng gee act gtt ttt etc 249 
Gin Leu He Pro Pro Asn Ala Gin Val Lys Xaa Ala Thr Val Phe Leu 

55 60 65 

aat cct gca get tgc aaa gga aaa gee agg act eta ttt gaa aaa aat 297 
Asn Pro Ala Ala Cys Lys Gly Lys Ala Arg Thr Leu Phe Glu Lys Asn 

70 75 80 

gcg gc 302 
Ala 

<210> 1327 
<211> 409 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 202 . .408 



<400> 1327 

aggcttgcgg ggaaacttcc ttattattgt gacgccgaaa acggagaaac cccgggtccg 60 
gcgagagggg ctgtgacagt cggagtccca agctgcggtt cggctgctgc cgagaactgc 120 
aaggtgtgga atatttctgg cttctagtcc aatgccaagt gtgtgacctg tggctamatg 180 
attccctgaa agataagaac a atg tta tgt tgg gga tat tgg tct ctg ggc 231 

Met Leu Cys Trp Gly Tyr Trp Ser Leu Gly 
15 10 
caa cct ggt ate age acc aac ctg cag gga att gtg get gag ccc cag 279 
Gin Pro Gly He Ser Thr Asn Leu Gin Gly He Val Ala Glu Pro Gin 

15 20 25 

gtg tgt ggg ttc ata tct gac aga agt gtc aag gaa gtg gec trt ggg 327 
Val Cys Gly Phe He Ser Asp Arg Ser Val Lys Glu Val Ala Xaa Gly 

30 35 40 

gga aac cac tct gtg ttc ctg ctg gaa gat ggg gaa gtt tac aca tgt 3 75 

Gly Asn His Ser Val Phe Leu Leu Glu Asp Gly Glu Val Tyr Thr Cys 
Ml 45 50 55 

'H ggt ttg aac acc aag ggg caa ctg ggc cat gag a 
jyj Gly Leu Asn Thr Lys Gly Gin Leu Gly His Glu 
60 65 



a 



409 



<210> 1328 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 206 . .418 



<400> 1328 

cctcccctcc caaaaaaacr nccctcatcc agtctcttcc agectagaga tcctggccta 60 
cccctccgcc aaagegegea ctgagtgcaa accccagagt caatccctgc ccggctccgc 120 
cccccgcgcc gaatcccgcc cagccgggcc ctcaagccca gtegggaetc gagectaggg 180 
aggegaggtt cccgcaccgg atagc atg ttt ttg gec cag agg age etc tgc 232 

Met Phe Leu Ala Gin Arg Ser Leu Cys 

1 5 

tct ctt age ggt aga gca aaa ttc ctg aag aca att tct tct tec aaa 280 

Ser Leu Ser Gly Arg Ala Lys Phe Leu Lys Thr He Ser Ser Ser Lys 

1° 15 20 25 

ate etc gga ttc tct act tct get aaa atg tea ctg aaa ttc aca aat 328 

He Leu Gly Phe Ser Thr Ser Ala Lys Met Ser Leu Lys Phe Thr Asn 

30 35 40 

gca aaa egg att gaa gga ctt gat agt aat gtg tgg att gaa ttt acc 376 
Ala Lys Arg He Glu Gly Leu Asp Ser Asn Val Trp He Glu Phe Thr 

45 50 55 

aaa ttg get gca gac cct tct gtt gtg aat ctt ggc caa ggc 418 
Lys Leu Ala Ala Asp Pro Ser Val Val Asn Leu Gly Gin Gly 



896 



<210> 1329 
<211> 581 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 210. .581 



<400> 1329 

cctcccctcc caaaaraaca cccctcatcc agtctcttcc agcctagaga tcctggccta 60 
cccctccgcc aaagcgcgca ctgagtgcaa accccagagt caatccctgt cccggctccg 120 
ccccccgcgt ccgaatcccg cccagccggg ccctcaagcc cagtcgggac tcgagcctag 180 
ggaggcgagg ttcccgcacc ggatagaaa atg tea ctg aaa ttc aca aat gca 233 

Met Ser Leu Lys Phe Thr Asn Ala 
fl 1 5 

~ aaa egg att gaa gga ctt gat agt aat gtg tgg att gaa ttt ace aaa 281 

Lys Arg He Glu Gly Leu Asp Ser Asn Val Trp He Glu Phe Thr Lys 
Yj 10 15 20 

ttg get gca gac cct tct gtt gtg aat ctt ggc caa ggc ttt cca gat 329 
:yy Leu Ala Ala Asp Pro Ser Val Val Asn Leu Gly Gin Gly Phe Pro Asp 
M3 25 30 35 40 

• rs p ata tec cct cct aca tat gta aaa gaa gaa tta tea aag att gca gca 377 

He Ser Pro Pro Thr Tyr Val Lys Glu Glu Leu Ser Lys He Ala Ala 
E 45 50 55 

n ate gat age ctg aat cag tat aca cga ggc ttt ggc cat cca tea ctt 425 
~ He Asp Ser Leu Asn Gin Tyr Thr Arg Gly Phe Gly His Pro Ser Leu 
jj£ 60 65 70 

sy gtg aaa get ctg tec tat ctg tat gaa aag ctt tat caa aag caa att 473 
4= Val Lys Ala Leu Ser Tyr Leu Tyr Glu Lys Leu Tyr Gin Lys Gin He 
O 75 80 85 

gat tea aat aaa gaa ate ctt gtg aca gta gga gca tat gga tct ctt 521 
Asp Ser Asn Lys Glu He Leu Val Thr Val Gly Ala Tyr Gly Ser Leu 

90 95 100 

ttt aac ace att caa gca tta att gat gag gga gat gaa gtc ata eta 569 
Phe Asn Thr He Gin Ala Leu He Asp Glu Gly Asp Glu Val He Leu 
105 110 115 12Q 

ata gtg cct ttc 581 
He Val Pro Phe 

<210> 1330 

<211> 268 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .266 



<400> 1330 



897 



atggtagcac cgccgagagt aaaggagggg tggtgctaga cgtttcgggc agagctcggc 60 
cgctgcggag gacaaggaac tctccctctc ccactagtct gacttcttcc aaa atg 116 

Met 
1 

age ggc ctg gat ggg ggc aac aag etc cct etc gec caa ace ggc ggc 164 
Ser Gly Leu Asp Gly Gly Asn Lys Leu Pro Leu Ala Gin Thr Gly Gly 

5 ifi 15 

ctg get get ccc gac cat gee tea gga gat ccg gac eta gac cag tgc 212 
Leu Ala Ala Pro Asp His Ala Ser Gly Asp Pro Asp Leu Asp Gin Cys 

20 25 30 

caa ggg etc cgt gaa gaa ace gag gcg aca cag gtg atg gcg aac aca 260 
Gin Gly Leu Arg Glu Glu Thr Glu Ala Thr Gin Val Met Ala Asn Thr 
35 40 45 

ggt ggg gg 268 

Gly Gly 
50 



<210> 1331 
^ <211> 513 
^ <212> DNA 

"^f <213> Homo sapiens 

in 

-H <220> 

yj <221> CDS 

<222> 152. .511 



a 



220 



268 



<400> 1331 

aegtegttta ateeggaaac ggcggcggcg gegacaggae egaggggect tagttggtgg 60 
geaagteggg gatcccagaa agagaagegt gaeceggaag eggaaaeggg tgtccgtccc 120 
agctccggcc tgccagtgag cttctaccat c atg gac eta ttg ttc ggg cgc 172 

Met Asp Leu Leu Phe Gly Arg 
1 5 
egg aag acg cca gag gag eta ctg egg cag aac cag agg gee ctg aac 
Arg Lys Thr Pro Glu Glu Leu Leu Arg Gin Asn Gin Arg Ala Leu Asn 

10 15 20 

cgt gec atg egg gag ctg gac cgc gag cga cag aaa eta gag acc cag 
Arg Ala Met Arg Glu Leu Asp Arg Glu Arg Gin Lys Leu Glu Thr Gin 

25 30 35 

gag aag aaa ate att gca gac att aag aag atg gec aag caa ggc cag 316 
Glu Lys Lys He He Ala Asp He Lys Lys Met Ala Lys Gin Gly Gin 
40 45 50 55 

atg gat get gtt cgc ate atg gca aaa gac ttg gtg cgc acc egg cgc 3 64 

Met Asp Ala Val Arg He Met Ala Lys Asp Leu Val Arg Thr Arg Arg 

60 65 70 

tat gtg cgc aag ttt gta ttg atg egg gec aac ate cag get gtg tnc 412 
Tyr Val Arg Lys Phe Val Leu Met Arg Ala Asn He Gin Ala Val Xaa 

75 80 85 

etc aag ate cag aca etc aag tec aac aac teg atg gca caa gee atg 
Leu Lys He Gin Thr Leu Lys Ser Asn Asn Ser Met Ala Gin Ala Met 

90 95 100 

aag ggt gtc acc aag gee atg ggc acc atg aac aga cag ctg aag ttg 
Lys Gly Val Thr Lys Ala Met Gly Thr Met Asn Arg Gin Leu Lys Leu 
105 110 115 



460 



508 



898 



ccc ag 

Pro 

120 

<210> 1332 

<211> 636 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 275 . . 634 



w 

■Stiff 



<400> 1332 

acgtcgttta atccggaaac ggcggcggcg gcgacaggac cgaggggcct tagttggtgg 60 
gcaagtcggg gatcccagaa agagaagcgt gacccggaag cggaaacggg tgtccgtccc 12 0 
agctccggtg agtggcccct gctggaccgt ggatcccggg cgggcgtgcg ggcggcagcg 180 
tacgaggcct tctactcgcc cgggtgtccg gwgcctmrct tctccctggg accctgtcgt 240 
caacatcgag gcctgccast gagcttctac catc atg gac eta ttg ttc ggg cgc 295 

Met Asp Leu Leu Phe Gly Arg 
1 5 

egg aag acg cca gag gag eta ctg egg cag aac cag agg gee ctg aac 343 
yj Arg Lys Thr Pro Glu Glu Leu Leu Arg Gin Asn Gin Arg Ala Leu Asn 
m 10 15 20 

cgt gee atg egg gag ctg nac cgc gag cga cas aaa eta gag ace cag 3 91 

%0 Arg Ala Met Arg Glu Leu Xaa Arg Glu Arg Xaa Lys Leu Glu Thr Gin 
^ 25 30 35 

^ 9 a 9 aag aaa ate att gca gac att aag aag atg gee aag caa ggc cag 439 
^ Glu Lys Lys He He Ala Asp He Lys Lys Met Ala Lys Gin Gly Gin 
40 45 50 55 

atg gat get gtt cgc ate atg gca aaa gac ttg gtg cgc ace egg cgc 487 
Met Asp Ala Val Arg He Met Ala Lys Asp Leu Val Arg Thr Arg Arg 

60 65 70 

tat gtg cgc aag ttt gta ttg atg egg gee aac ate cag get gtg tnc 53 5 

Tyr Val Arg Lys Phe Val Leu Met Arg Ala Asn He Gin Ala Val Xaa 

75 80 85 

etc aag ate cag aca etc aag tec aac aac teg atg gca caa gee atg 583 
Leu Lys He Gin Thr Leu Lys Ser Asn Asn Ser Met Ala Gin Ala Met 

90 95 100 

aag ggt gtc acc aag gee atg ggc ace atg aac aga cag ctg aag ttg 631 
Lys Gly Val Thr Lys Ala Met Gly Thr Met Asn Arg Gin Leu Lys Leu 

105 110 115 

ccc ag 636 
Pro 
120 

<210> 1333 
<211> 721 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 



899 





<222> 360 . . 719 
<400> 1333 

acgtcgttta atccggaaac ggcggcggcg gcgacaggac cgaggggcct tagttggtgg 60 
gcaagtcggg gatcccagaa agagaagcgt gacccggaag cggaaacggg tgtccgtccs 120 
akctccggtg agtggcccct ggaccgtgga tccygggcgg gcgtgcgggc ggcagcgtac 180 
gaggccttct actcgcccgg gtgtccggtg cctcgcttct ccctgggacc ctgtcgtcaa 240 
catcgaggtc tccaacacca ccttgctttg gtgccgggcc cactgactgt cctcggtgya 300 
tagtgcgacc gaatctccat catcccgtcc tcagtgcctg ccagtgagct tctaccatc 359 
atg gac eta ttg ttc ggg cgc egg aag acg cca gag gag eta ctg egg 407 
Met Asp Leu Leu Phe Gly Arg Arg Lys Thr Pro Glu Glu Leu Leu Arg 
1 5 10 is 

cag aac cag agg gec ctg aac cgt gee atg egg gan stg gac cgc gag 455 
Gin Asn Gin Arg Ala Leu Asn Arg Ala Met Arg Xaa Xaa Asp Arg Glu 

20 25 30 

cga cag aaa eta gag ace cag gag aag aaa ate att gca gac att aag 503 
Arg Gin Lys Leu Glu Thr Gin Glu Lys Lys He He Ala Asp He Lys 
n 35 40 45 

^ aag atg gee aag caa ggc cag atg gat get gtt cgc ate atg gca aaa 551 
;^ Lys Met Ala Lys Gin Gly Gin Met Asp Ala Val Arg He Met Ala Lys 
^ 50 55 60 

gac ttg gtg cgc ace egg cgc tat gtg cgc aag ttt gta ttg atg egg 599 
yj Asp Leu Val Arg Thr Arg Arg Tyr Val Arg Lys Phe Val Leu Met Arg 
4$ 65 7 0 75 80 

,fj gec aac ate cag get gtg tnc etc aag ate cag aca etc aag tec aac 647 
^ Ala Asn He Gin Ala Val Xaa Leu Lys He Gin Thr Leu Lys Ser Asn 
„~ 85 90 95 

!^ aac teg atg gca caa gec atg aag ggt gtc acc aag gee atg ggc ace 695 
^ Asn Ser Met Ala Gin Ala Met Lys Gly Val Thr Lys Ala Met Gly Thr 
Jj? !°0 105 110 

§ » at9 aa ° aga Cag Ctg aag ttg ccc a 9 721 
4= Met Asn Arg Gin Leu' Lys Leu Pro 

Q H5 120 

o 

<210> 1334 

<211> 437 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 111. .437 



<400> 1334 

ggatgegcat gcgcaggcgc cgtgtggcac teggeggteg aaaggggagt tcaaggagac 60 
gggggcgacg eggctgaggg cttctcgtcg gggtegggge tgcagccgtc atg ccg lie 

Met Pro 
1 

ggg ata gtg gag ctg ccc act eta gag gag ctg aaa gta gat gag gtg 164 
Gly He Val Glu Leu Pro Thr Leu Glu Glu Leu Lys Val Asp Glu Val 

5 10 15 

aaa att agt tct get gtg ctt aaa get gcg gec cat cac tat gga get 212 



900 



Lys lie Ser Ser Ala Val 
20 

caa tgt gat aag ccc aac 
Gin Cys Asp Lys Pro Asn 
35 40 
aaa gat ccg agg egg tgt 
Lys Asp Pro Arg Arg Cys 
55 

get ttg gac ttc ttt agg 
Ala Leu Asp Phe Phe Arg 
70 

aca gaa tat tgg act tgc 
Thr Glu Tyr Trp Thr Cys 
85 

cac tgt cgc aaa cag cag 
His Cys Arg Lys Gin Gin 
100 



Leu Lys Ala Ala Ala His 
25 30 
aag gaa ttt atg etc tgc 
Lys Glu Phe Met Leu Cys 
45 

tta gag gaa ggc aaa ctg 
Leu Glu Glu Gly Lys Leu 
60 

cag ata aaa cgt cac tgt 
Gin lie Lys Arg His Cys 
75 

att gat tat act ggc cag 
lie Asp Tyr Thr Gly Gin 
90 

gca aag ttt gac gag 
Ala Lys Phe Asp Glu 
105 



His Tyr Gly Ala 

cgc tgg gaa gag 2 60 

Arg Trp Glu Glu 
50 

gtc aac aag tgt 308 
Val Asn Lys Cys 
65 

gca gag cct ttt 356 
Ala Glu Pro Phe 
80 

cag tta ttt cgt 404 

Gin Leu Phe Arg 

95 

437 



104 



<210> 1335 

<211> 362 
^ <212> DNA 

y§ <213> Homo sapiens 

UJ <220> 

yg <221> CDS 

fcfs <222> 45. .362 

%. <400> 1335 

Jjj actt tcagtt tcagcccaca caagaagggt aggagagaaa agee atg gec gac aag 56 
=f= Met Ala Asp Lys 

~*'Z i 
£ gtc ctg aag gag aag aga aag ctg ttt ate cat tec atg ggt gaa ggt 
y Val Leu Lys Glu Lys Arg Lys Leu Phe He His Ser Met Gly Glu Gly 
O 5 10 15 20 

aca ata aat ggc tta ctg gat gaa tta tta cag aca agg gtg ctg aac 152 
Thr He Asn Gly Leu Leu Asp Glu Leu Leu Gin Thr Arg Val Leu Asn 

25 30 35 

cag gaa gag atg gag aaa gta aaa cgt gaa aat get aca gtt atg gat 
Gin Glu Glu Met Glu Lys Val Lys Arg Glu Asn Ala Thr Val Met Asp 

40 45 50 

aag acc cga get ttg att gac tec gtt att ccg aaa ggg gca cag gca 
Lys Thr Arg Ala Leu He Asp Ser Val He Pro Lys Gly Ala Gin Ala 

55 60 65 

tgc caa att tgc ate aca tac att tgt gaa gaa gac agt tac ctg gca 
Cys Gin He Cys He Thr Tyr He Cys Glu Glu Asp Ser Tyr Leu Ala 

70 75 80 

gag acg ctg gga etc tea gca get ctt cag gca gtg cag gac aac cca 344 
Glu Thr Leu Gly Leu Ser Ala Ala Leu Gin Ala Val Gin Asp Asn Pro 
85 90 95 100 

get atg ccc aca tgc tea 
Ala Met Pro Thr Cys Ser 
105 



200 



248 



296 



362 



901 



<210> 1336 
<211> 466 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 141. .464 



<400> 1336 

aagtgtacgc gttgccggcg aagaggggag cctgacgact cggaaatttg aataccacag 60 
tagcatggag tgtgacctca tggagactga catcttggag tcgttggaag atctaggtta 12 0 
caagggccca ttgttggaag atg gag cgc tct etc agg cag tct ctg ctg gag 173 

Met Glu Arg Ser Leu Arg Gin Ser Leu Leu Glu 
15 10 
cca gtt ccc ccg agt tta ccm aam ntc tgt get tgg ctg gtg tct gaa 221 
Pro Val Pro Pro Ser Leu Pro Xaa Xaa Cys Ala Trp Leu Val Ser Glu 
p 15 20 25 

^ tta aga gtg etc tgt aaa eta gag gaa aac gtg caa gca act aac agt 269 
^ Leu Arg Val Leu Cys Lys Leu Glu Glu Asn Val Gin Ala Thr Asn Ser 
tl 30 35 40 

^ ccg agt gaa get gaa gaa ttc cag ctt gag gtg agt ggg eta eta ggg 317 

Pro Ser Glu Ala Glu Glu Phe Gin Leu Glu Val Ser Gly Leu Leu Gly 
^3 45 50 55 

±0 gag atg aac tgc ccg tat ctt tea ctg aca tct ggg gat gtg acc aag 365 

yg Glu Met Asn Cys Pro Tyr Leu Ser Leu Thr Ser Gly Asp Val Thr Lys 

3 60 65 70 75 

p cgc ctt etc att cag aag aac tgc etc etc ttg etc aca tac etc ate 413 

jy Ar 9 Leu Leu He Gin Lys Asn Cys Leu Leu Leu Leu Thr Tyr Leu He 

m 80 85 90 

H !f tea gaa eta gaa get gee aga atg get ctg tgt gaa tgc tec tec aaa 461 

•jF Ser Glu Leu Glu Ala Ala Arg Met Ala Leu Cys Glu Cys Ser Ser Lys 

^ 95 100 105 

O aaa ag 466 
Lys 



<210> 1337 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 166. .390 



<400> 1337 

actgegcagg cgcggcccgg gagcgtgggg tatctcgagg tgccgggttg caggcgctca 60 

ggagegctag ggtttgaggc ctgctttctg ctcgcgccag cagagcacta cctgaggcag 12 0 

cgaggcgcac gagcctagcc tccccgcgcc ctgggcagtg tggee atg gag aat cag 177 

Met Glu Asn Gin 

1 

gtg ttg acg ccg cat gtc tac tgg get cag cga cac cgc gag eta tat 225 



902 



Val Leu Thr Pro His Val 
5 10 
ctg cgc gtg gag ctg agt 
Leu Arg Val Glu Leu Ser 
25 

gaa aac gtg ctg cat ttc 
Glu Asn Val Leu His Phe 
40 

aat gtc tat gaa ttt cac 
Asn Val Tyr Glu Phe His 
55 

cct gtt tac aaa ctg acc 
Pro Val Tyr Lys Leu Thr 
70 



Tyr Trp Ala Gin Arg His 
15 

gac gta cag aac cct gcc 
Asp Val Gin Asn Pro Ala 
30 

aaa get caa gga cat ggt 
Lys Ala Gin Gly His Gly 
45 

ctg gag ttc tta gac ctt 
Leu Glu Phe Leu Asp Leu 

60 
cag a 
Gin 
75 



Arg Glu Leu Tyr 
20 

ate age ate act 273 
He Ser He Thr 
35 

gcc aaa gga gac 321 
Ala Lys Gly Asp 
50 

gtg aaa cca gag 369 

Val Lys Pro Glu 

65 

391 



US 



ry 



<210> 1338 

<211> 418 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 45. .416 



<400> 1338 

agageggagg gggctcggga gaggagtgga cgccgctggc cagg atg gtg ctg gag 56 
^ Met Val Leu Glu 

^hsS 1 

age gtg gcc cgt ate gtg aag gtg cag etc cct gca tat ctg aag egg 104 
Ser Val Ala Arg He Val Lys Val Gin Leu Pro Ala Tyr Leu Lys Arg 
5 10 15 2 0 

^ etc cca gtc cct gaa age att acc ggg ttc get agg etc aca gtt tea 152 
^ Leu Pro Val Pro Glu Ser He Thr Gly Phe Ala Arg Leu Thr Val Ser 

25 30 35 

gaa tgg ctt egg tta ttg cct ttc ctt ggt gta etc gca ctt ctt ggc 
Glu Trp Leu Arg Leu Leu Pro Phe Leu Gly Val Leu Ala Leu Leu Gly 

40 45 50 

tac ctt gca gtt cgt cca ttc etc ccg aag aag aaa caa cag aag gat 
Tyr Leu Ala Val Arg Pro Phe Leu Pro Lys Lys Lys Gin Gin Lys Asp 

55 60 65 

age ttg att aat ctt aaa ata caa aag gaa aat ccg aaa gta gtg aat 
Ser Leu He Asn Leu Lys He Gin Lys Glu Asn Pro Lys Val Val Asn 

70 75 80 

gaa ata aac att gaa gat ttg tgt ctt act aaa gca get tat tgt agg 
Glu He Asn He Glu Asp Leu Cys Leu Thr Lys Ala Ala Tyr Cys Arg 
85 90 95 100 

tgt tgg cgt tct aaa acg ttt cct gcc tgc gat ggt tea cat aat aaa 
Cys Trp Arg Ser Lys Thr Phe Pro Ala Cys Asp Gly Ser His Asn Lys 

105 110 115 

cac aat gaa ttg aca gga gat aat gt 
His Asn Glu Leu Thr Gly Asp Asn 
120 



200 



248 



296 



344 



392 



418 



903 



<210> 1339 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .353 



<400> 1339 

aaaaaaggat tgggatattc cgactcctta agggcctggc gcacataagg tgtgaccttt 60 
tcattcccgt tgtt atg gag ggc cac ate tgc cag age ctg gag tct gcg 110 
Met Glu Gly His He Cys Gin Ser Leu Glu Ser Ala 
15 10 

aag gec ggg acc egg ttc ccc ggc cca cag tgg ggg tgt gca aac ccg 158 

Lys Ala Gly Thr Arg Phe Pro Gly Pro Gin Trp Gly Cys Ala Asn Pro 

15 20 25 

aga gaa ctg ggc tgg agt gca atg gcg cga tct egg etc act gca acc 206 

Arg Glu Leu Gly Trp Ser Ala Met Ala Arg Ser Arg Leu Thr Ala Thr 

30 35 40 

tct gtc tec cag gtt cag gaa aat ggc ttt gta aag aag ctt gag cct 2 54 

Ser Val Ser Gin Val Gin Glu Asn Gly Phe Val Lys Lys Leu Glu Pro 
45 50 55 60 

aaa tct ggc tgg atg act ttt eta gaa gtt aca gga aag ate tgt gaa 3 02 

Lys Ser Gly Trp Met Thr Phe Leu Glu Val Thr Gly Lys He Cys Glu 

~M 65 70 75 

s atg etc ttc tgt cct gaa gca ata ctg ttg acc aga aag gac act cca 350 

p Met Leu Phe Cys Pro Glu Ala He Leu Leu Thr Arg Lys Asp Thr Pro 
ni 80 85 90 



tat 
Tyr 

<210> 1340 

<211> 533 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 131. .532 



353 



<400> 1340 

atttttttca tttcccagac ttagcacaat ctcatccgct ctaaacaacc tcatcaaaac 60 
tactttctgg tcagagagaa gcaataatta ttattaacat ttattaacga tcaataaact 120 
tgattgeatt atg gee age act att aag gaa gee tta tea gtt gtg agt 169 
Met Ala Ser Thr He Lys Glu Ala Leu Ser Val Val Ser 
15 10 
gag gac cag teg ttg ttt gag tgt gee tac gga acg cca cac ctg get 217 
Glu Asp Gin Ser Leu Phe Glu Cys Ala Tyr Gly Thr Pro His Leu Ala 

15 20 25 

aag aca gag atg acc gcg tec tec tec age gac tat gga cag act tec 265 
Lys Thr Glu Met Thr Ala Ser Ser Ser Ser Asp Tyr Gly Gin Thr Ser 



904 



ru 



J 0 








35 










40 






45 


aag 


atg age 


cca 


cgc 


gtc 


cct 


cag 


cag 


gat 


tgg 


ctg 


tct caa ccc 


cca 


Lys 


Met Ser 


Pro 


Arg 


Val 


Pro 


Gin 


Gin 


Asp 


Trp 


Leu 


Ser Gin Pro 


Pro 








50 










55 






60 




gcc 


a 99 gtc 


acc 


ate 


aaa 


atg 


gaa 


tgt 


aac 


cct 


age 


cag gtg aat 


ggc 


Ala 


Arg Val 


Thr 


lie 


Lys 


Met 


Glu 


Cys 


Asn 


Pro 


Ser 


Gin Val Asn 


Gly 






65 










70 








75 


tea 


agg aac 


tct 


cct 


gat 


gaa 


tgc 


agt 


gtg 


gcc 


aaa 


ggc ggg aag 


atg 


Ser 


Arg Asn 


Ser 


Pro 


Asp 


Glu 


Cys 


Ser 


Val 


Ala 


Lys 


Gly Gly Lys 


Met 




80 










85 










90 




gtg 


ggc age 


cca 


gac 


acc 


gtt 


ggg 


atg 


aac 


tac 


ggc 


agt atn kat 


gga 


Val 


Gly Ser 


Pro 


Asp 


Thr 


Val 


Gly Met 


Asn 


Tyr Gly Ser Xaa Xaa 


Gly 




95 








100 










105 




aga 


gaa gca 


cat 


gcc 


acc 


ccc 


aaa 


cat 


gac 


cac 


gaa 


cga gcg cag 


agt 


Arg 


Glu Ala 


His 


Ala 


Thr 


Pro 


Lys 


His 


Asp 


His 


Glu 


Arg Ala Gin 


Ser 


110 








115 










120 




125 


tat 


cgt gcc 


age 


aga 


tec 


tac 


get 


atg 


g 










Tyr 


Arg Ala 


Ser 


Arg 


Ser 


Tyr Ala 


Met 


















130 





















<210> 1341 
<211> 495 
f: <212> DNA 
^? <213> Homo sapiens 

=U <220> 

<221> CDS 
<222> 49 . .495 



313 



361 



409 



457 



505 



533 



<400> 1341 

actttgegge asgccgagaa ccccaccccc tttctttgcg gaatcacc atg gcg get 57 

Met Ala Ala 
1 

ggg acc ctg tac acg tat cct gaa aac tgg agg gcc ttc aag get etc 105 
Gly Thr Leu Tyr Thr Tyr Pro Glu Asn Trp Arg Ala Phe Lys Ala Leu 

5 10 15 

ate get get cag tac age ggg get cag gtc cgc gtg etc tec gca cca 153 
lie Ala Ala Gin Tyr Ser Gly Ala Gin Val Arg Val Leu Ser Ala Pro 
20 25 30 35 

ccc cac ttc cat ttt ggc caa acc aac cgc acc cct gaa ttt etc cgc 201 
Pro His Phe His Phe Gly Gin Thr Asn Arg Thr Pro Glu Phe Leu Arg 

40 45 50 

aaa ttt cct gcc ggc aag gtc cca gca ttt gag ggt gat gat gga ttc 24 9 

Lys Phe Pro Ala Gly Lys Val Pro Ala Phe Glu Gly Asp Asp Gly Phe 

55 60 65 

tgt gtg ttt gag age aac gcc att gcc tac tat gtg age aat gag gag 297 
Cys Val Phe Glu Ser Asn Ala He Ala Tyr Tyr Val Ser Asn Glu Glu 

70 75 80 

ctg egg gga agt act cca gag gca gca gcc cag gtg gtg cag tgg gtg 345 
Leu Arg Gly Ser Thr Pro Glu Ala Ala Ala Gin Val Val Gin Trp Val 

85 90 95 

age ttt get gat tec gat ata gtg ccc cca gcc agt acc tgg gtg ttc 393 
Ser Phe Ala Asp Ser Asp He Val Pro Pro Ala Ser Thr Trp Val Phe 



905 





100 105 110 115 

ccc acc ttg ggc ate atg cac cac aac aaa cag gec act gag aat gca 441 

Pro Thr Leu Gly He Met His His Asn Lys Gin Ala Thr Glu Asn Ala 

120 125 130 

aag gag gaa gtg agg cga att ctg ggg get get gga tgc tta ctt gan 4 89 

Lys Glu Glu Val Arg Arg He Leu Gly Ala Ala Gly Cys Leu Leu Xaa 

135 140 145 

gac gag 495 
Asp Glu 

<210> 1342 

<211> 578 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 408 . . 578 

^ <400> 1342 

agattttcca gctcagggcc cagccagctg gcaggaagca ggacagaggt cacttgaatt 60 
cagaccacat gtccctgtta aatacattag cttttaaatc aatctttgtt caaagtccag 120 
tgagttgcaa gectaatget cacctgcaga gacagaattc ctgagtgaac gaacagagca 180 
gctcctcttc catctccaga aatgacctcc accttcaacc cccgagaatg taaactgtcc 240 
%M aagcaagaag ggcaaaacta tggcttcttc ctgcgaantt gagaanggmc accgagggcc 300 
acctggtccg ggtggttgag aagtgtagcc cagcagagaa ggctggcctt caagatggag 360 
acagagttct taggatcaat ggtgtctttg tggacaaaga agaacat atg cag gtt 416 
O Met Gin Val 

Hi l 

fj g fc 9 gat ctg gtc aga aag agt ggg aat tea gtg act tta eta gtt ctg 464 

Val Asp Leu Val Arg Lys Ser Gly Asn Ser Val Thr Leu Leu Val Leu 
S 5 10 15 

5f gat ggg gat tec tat gag aaa gca gtg aaa aca egg gtg gac ttg aaa 512 
M Asp Gly Asp Ser Tyr Glu Lys Ala Val Lys Thr Arg Val Asp Leu Lys 
20 25 30 35 

gag ttg ggt caa agt cag aag gag caa ggt ttg agt gat aat ata ctt 560 
Glu Leu Gly Gin Ser Gin Lys Glu Gin Gly Leu Ser Asp Asn He Leu 

40 45 50 

tec cct gtg atg aat gga 578 
Ser Pro Val Met Asn Gly 
55 

<210> 1343 
<211> 511 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 171. .509 



<400> 1343 
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aagtgggtgg ggctcgcctt agctaggcag gaagtcggcg cgggcggcgc ggacagtatc 60 
tgtgggtacc cggagcacgg agatctcgcc ggctttacgt tcacctcggt gtctgcagca 120 
ccctccgctt cctctcctag gcgacgagac ccagtggcta gaagttcacc atg tct 176 

Met Ser 
1 

att etc aag ate cat gec agg gag ate ttt gac tct cgc ggg aat ccc 224 
lie Leu Lys lie His Ala Arg Glu lie Phe Asp Ser Arg Gly Asn Pro 

5 10 15 

act gtt gag gtt gat etc ttc acc tea aaa ggt etc ttc aga get get 272 
Thr Val Glu Val Asp Leu Phe Thr Ser Lys Gly Leu Phe Arg Ala Ala 

20 25 30 

gtg ccc agt ggt get tea act ggt ate tat gag gee eta gag etc egg 32 0 

Val Pro Ser Gly Ala Ser Thr Gly He Tyr Glu Ala Leu Glu Leu Arg 
35 40 45 50 

gac aat gat aag act cgc tat atg ggg aag ggt gtc tea aag get gtt 3 68 

Asp Asn Asp Lys Thr Arg Tyr Met Gly Lys Gly Val Ser Lys Ala Val 

55 60 65 

gag cac ate aat aaa act att gcg cct gee ctg gtt age aag aaa ctg 416 
Q Glu His He Asn Lys Thr He Ala Pro Ala Leu Val Ser Lys Lys Leu 
=0 70 75 80 

Ul aac gtc aca 9 aa caa Sag aag att gac aaa ctg atg ate gag atg gat 464 
^ Asn Val Thr Glu Gin Glu Lys He Asp Lys Leu Met He Glu Met Asp 

I s § 85 90 95 

^ gga aca gaa aat aaa tct aag ttt ggt gcg acg cca ttc tgg ggg tg 511 
^ Gly Thr Glu Asn Lys Ser Lys Phe Gly Ala Thr Pro Phe Trp Gly 
*S 100 105 110 

.3 s ; 

s <210> 1344 

p <211> 604 

ry <212> DNA 

f% I <213> Homo sapiens 

J <220> 

y <221> CDS 

y <222> 429. .602 



<400> 1344 

agttcctctc cttaaccacc ggacaaacgt ctctggagtc tctccaatga gcaagaaagc 60 

aagtcggggg taggggaggg gcctcacacc aaggggtggg cgcagtccct cctccagctc 12 0 

cttcaccctc cagtagtctc gtgggtcccc gagegecass egggaacegg gaaaaggaaa 180 

ccgtgttgtg tacgtaagat tcaggaaacg aaaccaggag ccgcgggtgt tggcgcaaag 24 0 

gttactccca gacccttttc eggctgaett ctgagaaggt tgcgcascag ctgtgcccgg 300 

cagtctagag gegcagaaga ggaagecate gcctggcccc ggctctctgg accttgtctc 360 

getegggage ggaaacagcg geagecagag aactgtttta atcatggaca aacaaaactc 42 0 

acagatga atg ctt etc acc egg aaa caa act tgc cag ttg ggt ate etc 470 

Met Leu Leu Thr Arg Lys Gin Thr Cys Gin Leu Gly He Leu 

15 10 

etc agt ate cac cga cag cat tec aag caa gaa acc tec ctg egg gtc 518 
Leu Ser He His Arg Gin His Ser Lys Gin Glu Thr Ser Leu Arg Val 
15 20 25 30 

ccg gat etc ate cag atg ttt gca act gwa gra tat gag eta gat aag 566 
Pro Asp Leu He Gin Met Phe Ala Thr Xaa Xaa Tyr Glu Leu Asp Lys 
35 40 45 



907 




etc aga etc tea agt ggt ggc tea tgg caa cct tgt ct 604 
Leu Arg Leu Ser Ser Gly Gly Ser Trp Gin Pro Cys 
50 55 

<210> 1345 

<211> 446 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 102 . .446 

<400> 1345 

agtgtgggtt gattctgagg tgcactgtgg gaaagagctt gtegctgegg tgttgctgtt 60 
ggagactcga ttgttggtga cagegaaaga acgataacaa a atg ccg gag cga gat 116 

Met Pro Glu Arg Asp 
1 5 





agt 


gag 


ccg 


ttc 


tec 


aac 


cct 


ttg 


gee 


ccc 


gat 


ggc 


cac 


gat 


gtg 


gat 


164 


Ui 


Ser 


Glu 


Pro 


Phe 


Ser 


Asn 


Pro 


Leu 


Ala 


Pro 


Asp Gly 


His 


Asp 


Val 


Asp 












10 










15 










20 








gat 


cct 


cac 


tec 


ttc 


cac 


caa 


tea 


aaa 


etc 


acc 


aat 


gaa 


gac 


ttc 


agg 


212 




Asp 


Pro 


His 


Ser 


Phe 


His 


Gin 


Ser 


Lys 


Leu 


Thr 


Asn 


Glu 


Asp 


Phe 


Arg 












25 










30 










35 










aaa 


ctt 


etc 


atg 


ace 


ccc 


agg 


get 


gca 


cct 


acc 


tct 


gca 


cca 


cct 


tct 


260 




Lys 


Leu 


Leu 


Met 


Thr 


Pro 


Arg 


Ala 


Ala 


Pro 


Thr 


Ser 


Ala 


Pro 


Pro 


Ser 










40 










45 










50 










: =3=F 


aag 


tea 


cgt 


cac 


cat 


gag 


atg 


cca 


agg 


gag 


tac 


aat 


gag 


gat 


gaa 


gac 


308 


m 

r, TBS" 


Lys 


Ser 


Arg 


His 


His 


Glu 


Met 


Pro 


Arg 


Glu 


Tyr 


Asn 


Glu 


Asp 


Glu 


Asp 




S3 = 




55 










60 










65 










2 fe? 

4= 


cca 


get 


gca 


cga 


agg 


agg 


aaa 


aag 


aaa 


agt 


tat 


tat 


gee 


aag 


eta 


cgc 


356 




Pro 


Ala 


Ala 


Arg 


Arg 


Arg 


Lys 


Lys 


Lys 


Ser 


Tyr 


Tyr 


Ala 


Lys 


Leu 


Arg 




5 5 


70 










75 










80 










85 




==*f 


caa 


caa 


gaa 


att 


gag 


aga 


gag 


aga 


gag 


eta 


gca 


gag 


aag 


tac 


egg 


gat 


404 




Gin 


Gin 


Glu 


He 


Glu 
90 


Arg 


Glu 


Arg 


Glu 


Leu 
95 


Ala 


Glu 


Lys 


Tyr 


Arg 
100 


Asp 






cgt 


gec 


aag 


gaa 


egg 


aga 


gat 


gga 


gtg 


aac 


aaa 


gat 


tat 


gaa 






446 




Arg 


Ala 


Lys 


Glu 


Arg 


Arg Asp Gly Val 


Asn 


Lys 


Asp 


Tyr 


Glu 
















105 










110 










115 









<210> 1346 

<211> 436 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 164 . .436 

<400> 1346 

agagatcagc cgcccagcca ggagttaagc tgaggtcgtc tganncctgc gacasctgga 60 
cagcaactca ggatggcatc aggcagggca cgctgcaccc gaaaactccg gaactgggtg 120 

908 




gtggagcaag tggagagtgg gcagtttccc ggagtgtgct ggg atg ata cag eta 175 

Met He Gin Leu 
1 

aga cca tgt tec gga ttc cct gga aac atg cag gec tgg gca ata ttt 223 

Arg Pro Cys Ser Gly Phe Pro Gly Asn Met Gin Ala Trp Ala He Phe 

5 10 15 20 

aag gga aag tat aag gag ggg gac aca gga ggt cca get gtc tgg aag 2 71 

Lys Gly Lys Tyr Lys Glu Gly Asp Thr Gly Gly Pro Ala Val Trp Lys 

25 30 35 

act cgc ctg cgc tgt gca etc aac aag agt tct gaa ttt aag gag gtt 319 
Thr Arg Leu Arg Cys Ala Leu Asn Lys Ser Ser Glu Phe Lys Glu Val 

40 45 50 

cct gag agg ggc cgc atg gat gtt get gag ccc tac aag gtg tat cag 367 
Pro Glu Arg Gly Arg Met Asp Val Ala Glu Pro Tyr Lys Val Tyr Gin 

55 60 65 

ttg ctg cca mca gga ate gtc tct kgc cag cca ggg act cag aaa gtm 415 
Leu Leu Pro Xaa Gly He Val Ser Xaa Gin Pro Gly Thr Gin Lys Val 
70 75 80 

O cat caa age gac asa cag ttc 436 
s|j His Gin Ser Asp Xaa Gin Phe 
U! 85 90 

J = e <210> 1347 

<211> 480 
r ^ <212> DNA 

<213> Homo sapiens 



a <220> 

O <221> CDS 

f|j <222> 73 . .480 



<400> 1347 

agagatcagc cgcccagcca ggagttaagc tgaggtcgtc tgagccctgc gacasctgga 60 
cagcaactca gg atg gca tea ggc agg gca cgc tgc ace cga aaa etc egg ill 

Met Ala Ser Gly Arg Ala Arg Cys Thr Arg Lys Leu Arg 

15 10 
aac tgg gtg gtg gag caa gtg gag agt ggg cag ttt ccc gga gtg tgc 159 
Asn Trp Val Val Glu Gin Val Glu Ser Gly Gin Phe Pro Gly Val Cys 

15 20 25 

tgg gat gat aca get aag acc atg ttc egg att ccc tgg aaa cat gca 207 
Trp Asp Asp Thr Ala Lys Thr Met Phe Arg He Pro Trp Lys His Ala 
30 35 40 45 

ggc aag cag gac ttc egg gag gac cag gat get gee ttc ttc aag gee 255 
Gly Lys Gin Asp Phe Arg Glu Asp Gin Asp Ala Ala Phe Phe Lys Ala 

50 55 60 

tgg gca ata ttt aag gga aag tat aag gag ggg gac aca gga ggt cca 3 03 

Trp Ala He Phe Lys Gly Lys Tyr Lys Glu Gly Asp Thr Gly Gly Pro 

65 70 75 

get gtc tgg aag act cgc ctg cgc tgt gca etc aac aag agt tct gaa 351 
Ala Val Trp Lys Thr Arg Leu Arg Cys Ala Leu Asn Lys Ser Ser Glu 

80 85 90 

ttt aag gag gtt cct gag agg ggc cgc atg gat gtt get gag ccc tac 3 99 

Phe Lys Glu Val Pro Glu Arg Gly Arg Met Asp Val Ala Glu Pro Tyr 



909 




,?1 



95 100 105 

aa 9 gtg tat cag ttg ctg cca mca gga ate gtc tct kgc cag cca ggg 447 
Lys Val Tyr Gin Leu Leu Pro Xaa Gly He Val Ser Xaa Gin Pro Gly 
HO 115 120 125 

act cag aaa gtm cat caa age gac asa cag ttc 480 
Thr Gin Lys Val His Gin Ser Asp Xaa Gin Phe 
130 135 

<210> 1348 
<211> 557 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 182 . . 556 

<400> 1348 

gagteggaaa ggaaagctgt gggaccatcc tggcaacccc ggtgtttggc tgggttctag 60 
cgtaccgtct gtgtggccgg tgggggacct geggteggag tgggagggee agtctgcacc 12 0 
caagaggtgg aagaggaegg gctttaggct ggaagegect tagaggagee atttttccag 180 
g atg cct ggt ttg ctt tta tgt gaa ccg aca gag ctt tac aac ate ctg 229 
Met Pro Gly Leu Leu Leu Cys Glu Pro Thr Glu Leu Tyr Asn He Leu 
15 10 15 

aat cag gec aca aaa etc tec aga tta aca gac ccc aac tat etc tgt 277 
Asn Gin Ala Thr Lys Leu Ser Arg Leu Thr Asp Pro Asn Tyr Leu Cys 

L 20 25 30 

%J tta ttg gat gtc cgt tec aaa tgg gag tat gac gaa age cat gtg ate 325 

fy Leu Leu Asp Val Arg Ser Lys Trp Glu Tyr Asp Glu Ser His Val He 

fy 35 40 45 

act gec ctt cga gtg aag aag gta cat ggg cag cgt cag gat ctg ggg 3 73 

^ Thr Ala Leu Arg Val Lys Lys Val His Gly Gin Arg Gin Asp Leu Gly 

S 50 5 5 60 

cag get ggc tac ctt gca gtg ggg tgg gga aga gtg gga agt ttc ace 421 

Gin Ala Gly Tyr Leu Ala Val Gly Trp Gly Arg Val Gly Ser Phe Thr 

65 70 75 80 

etc aat cca gcg ggc age aga age agg act gtt ttc tat gtg ccc ace 469 

Leu Asn Pro Ala Gly Ser Arg Ser Arg Thr Val Phe Tyr Val Pro Thr 

85 90 95 

gtg gtg gtc ttc cac acc tct cac cct cac aca ttt tct cag gtg tec 517 
Val Val Val Phe His Thr Ser His Pro His Thr Phe Ser Gin Val Ser 

100 105 110 

tec cat ccc cca aga atg gtc aac aac tec att ata caa a 557 
Ser His Pro Pro Arg Met Val Asn Asn Ser He He Gin 
115 120 125 

<210> 1349 

<211> 480 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 87 . .479 



<400> 1349 

gcagtcgcgc ggasccggct tccgacgtgc agcctggcag tgcagtgagc tgtctggcct 60 
tttgtccttg atccttggtt aaggaa atg acc aac cag tac ggt att etc ttc 113 

Met Thr Asn Gin Tyr Gly lie Leu Phe 

1 5 

aaa caa gag caa gec cat gat gat gec att tgg tea gtt get tgg ggg 161 

Lys Gin Glu Gin Ala His Asp Asp Ala lie Trp Ser Val Ala Trp Gly 

10 15 20 25 

aca aac aag aag gaa aac tct gag aca gtg gtc aca ggs tec eta gat 209 

Thr Asn Lys Lys Glu Asn Ser Glu Thr Val Val Thr Gly Ser Leu Asp 

30 ^ 35 40 

gac ctg gtg aag gtc tgg aaa tgg cgt gat gag agg ctg gac eta car 257 
Asp Leu Val Lys Val Trp Lys Trp Arg Asp Glu Arg Leu Asp Leu Gin 

45 50 55 

tgg agt ctg gag gga cat cag ctg gga gtg gtg tct gtg gac ate age 3 05 

|3 Trp Ser Leu Glu Gly His Gin Leu Gly Val Val Ser Val Asp He Ser 

UJ 60 65 70 

yi cac acc ctg ccc att get gca tec age tct ctt gat get cat att cgt 353 

His Thr Leu Pro He Ala Ala Ser Ser Ser Leu Asp Ala His He Arg 
hi 75 80 85 

r.n ctt tgg gac ttg gaa aat ggc aaa cag ata aag tec ata gat gca gga 401 
Leu Trp Asp Leu Glu Asn Gly Lys Gin He Lys Ser He Asp Ala Gly 
90 95 100 105 

cct gtg gat gee tgg act twg gee ttt tct cct gat tec cag tat ctg 449 
^ Pro Val Asp Ala Trp Thr Xaa Ala Phe Ser Pro Asp Ser Gin Tyr Leu 
S 110 115 120 

fU gec aca gga act cat gtc ggg aaa gtg aac a 480 
fy Ala Thr Gly Thr His Val Gly Lys Val Asn 
Jg 125 130 

^ <210> 1350 
W <211> 615 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 97 . .615 



<400> 1350 

gettggggee tgggcageca cactgcacgc aggctgggee gactgagggg ctcagaggcc 60 
aggctctgag gcccacgcag ggcctagggt gggaag atg gca ggt ggg ggc ggc 114 

Met Ala Gly Gly Gly Gly 
1 5 

gac ctg age acc agg atg ttc acg gaa gac cag ggt gta gat gac agg 162 
Asp Leu Ser Thr Arg Met Phe Thr Glu Asp Gin Gly Val Asp Asp Arg 

10 15 20 

ctg etc tat gac att gta ttc aag cac ttc aaa aga aat aag gtg gag 210 
Leu Leu Tyr Asp He Val Phe Lys His Phe Lys Arg Asn Lys Val Glu 
25 30 35 
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att 


tea 


aat 


gca 


ata 


aaa 


aag 


aca 


ttt 


cca 


ttc 
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gag 


ggc 


etc 
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He 
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Asn 


Ala 


He 


Lys 
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Thr 


Phe 


Pro 


Phe 


Leu 


Glu 


Gly Leu 


Arg 






40 
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cgt 


gat 
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aca 


aat 


aaa 


atg 


ttt 


gaa 


gat 


tct 


caa 
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tct 




Asp 


Arg 


Asp 


Leu 


He 


Thr 


Asn 


Lys 


Met 


Phe 


Glu 


Asp 


Ser 


Gin 


Asp 


Ser 




55 










60 










65 








70 




tgt 


aga 


aac 


ctg 


gtc 


cct 


gta 


cag 


aga 


gtg 


gtg 


tac 


aat 


gtt 


ctt 


agt 




Cys 


Arg 


Asn 


Leu 


Val 
75 


Pro 


Val 


Gin 


Arg 


Val 
80 


Val 


Tyr 


Asn 


Val 


Leu 
85 


Ser 




gaa 


ctg 


gag 


aag 


aca 


ttt 


aac 


ctg 


cca 


gtt 


ctg 


gaa 


gca 


ctg 


ttc 


age 




Glu 


Leu 


Glu 


Lys 
90 


Thr 


Phe 


Asn 


Leu 


Pro 
95 


Val 


Leu 


Glu 


Ala 


Leu 
100 


Phe 


Ser 




gat 


gtc 


aac 


atg 


cag 


gaa 


tac 


ccc 


gat 


tta 


att 


cac 


att 


tat 


aaa 


ggc 




Asp 


Val 


Asn 


Met 


Gin 


Glu 


Tyr 


Pro 


Asp 


Leu 


He 


His 


He 


Tyr 


Lys 


Gly 








105 










110 










115 








ttt 


gaa 


aat 


gta 


ate 


cat 


gac 


aaa 


ttg 


cct 


etc 


caa 


gaa 


agt 


gaa 


gaa 




Phe 


Glu 


Asn 


Val 


He 


His 


Asp 


Lys 


Leu 


Pro 


Leu 


Gin 


Glu 


Ser 


Glu 


Glu 






120 










125 










130 










gaa 


gag 


agg 


gag 


gag 


agg 


tct 


ggc 


etc 


caa 


eta 


agt 


ctt 


gaa 


caa 


gga 


. &z 


Glu 


Glu 


Arg 


Glu 


Glu 


Arg 


Ser 


Gly Leu Gin Leu 


Ser 


Leu 


Glu 


Gin 


Gly 


m 


135 










140 










145 










150 


§^ 


act 


ggt 


gaa 


aac 


tct 


ttt 


cga 


age 


ctg 


act 


tgg 


cca 


cct 


teg 


ggt 


tec 




Thr 


Gly Glu Asn 


Ser 


Phe 


Arg 


Ser 


Leu 


Thr 


Trp 


Pro 


Pro 


Ser 


Gly 


Ser 
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tct 
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<210> 


1351 




<211> 


690 


sa : 

Z 3 s 

i~ 


<212> 


DNA 


<213> 


Homo 


b i 








<220> 






<221> 


CDS 




<222> 


97. . 



258 



306 



354 



402 



450 



498 



546 



594 



615 



690 



<400> 1351 

gettggggee tgggcageca cactgcacgc aggctgggee gactgagggg ctcagaggyc 60 
aggctctgag gcccacgcag ggcctagggt gggaag atg gca ggt ggg ggc ggc 114 

Met Ala Gly Gly Gly Gly 
1 5 

gac ctg age ace agg agg ctg aat gaa tgt att tea cca gta gca aat 162 
Asp Leu Ser Thr Arg Arg Leu Asn Glu Cys He Ser Pro Val Ala Asn 

10 15 20 

gag atg aac cat ctt cct gca cac age cac gat ttg caa agg atg ttc 210 
Glu Met Asn His Leu Pro Ala His Ser His Asp Leu Gin Arg Met Phe 

25 30 35 

acg gaa gac cag ggt gta gat gac agg ctg etc tat gac att gta ttc 258 
Thr Glu Asp Gin Gly Val Asp Asp Arg Leu Leu Tyr Asp He Val Phe 

40 45 50 

aag cac ttc aaa aga aat aag gtg gag att tea aat gca ata aaa aag 306 
Lys His Phe Lys Arg Asn Lys Val Glu He Ser Asn Ala He Lys Lys 
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in 



55 










60 










65 










70 
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ttt 


cca 


ttc 


etc 


gag 


ggc 


etc 


cgt 


gat 


cgt 


gat 


etc 


ate 


aca 


aat 


Thr 


Phe 
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Phe 


Leu 


Glu 


Gly Leu 


Arg Asp Arg Asp 


Leu 


He 


Thr 


Asn 










75 










80 










85 




aaa 


atg 


ttt 


gaa 


gat 


tct 


caa 


gat 


tct 


tgt 


aga 


aac 


ctg 


gtc 


cct 


gta 


Lys 


Met 


Phe 


Glu 


Asp 


Ser 


Gin 


Asp 


Ser 
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Arg 


Asn 


Leu 


Val 


Pro 


Val 








90 










95 










100 






cag 


aga 


gtg 


gtg 


tac 


aat 


gtt 


ctt 


agt 


gaa 


ctg 


gag 


aag 


aca 


ttt 


aac 


Gin 


Arg 


Val 


Val 


Tyr 


Asn 


Val 


Leu 


Ser 


Glu 


Leu 


Glu 


Lys 


Thr 


Phe 


Asn 






105 










110 










115 








ctg 


cca 


gtt 


ctg 


gaa 


gca 


ctg 


ttc 


age 


gat 


gtc 


aac 


atg 


cag 


gaa 


tac 


Leu 


Pro 


Val 


Leu 


Glu 


Ala 


Leu 


Phe 


Ser 


Asp 


Val 


Asn 


Met 


Gin 


Glu 


Tyr 




120 










125 










130 








ccc 


gat 


tta 


att 


cac 


att 


tat 


aaa 


ggc 


ttt 


gaa 


aat 


gta 


ate 


cat 


gac 


Pro 


Asp 


Leu 


He 


His 


He 


Tyr 


Lys 


Gly Phe Glu Asn Val 


He 


His 


Asp 


135 










140 










145 










150 


aaa 


ttg 


cct 


etc 


caa 


gaa 


agt 


gaa 


gaa 


gaa 


gag 


agg 


gag 


gag 


agg 


tct 


Lys 


Leu 


Pro 


Leu 


Gin 


Glu 


Ser 


Glu 


Glu 


Glu 


Glu 


Arg 


Glu 


Glu 


Arg 


Ser 
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160 










165 




ggc 


etc 


caa 


eta 


agt 


ctt 


gaa 


caa 


gga 


act 


ggt 


gaa 


aac 


tct 


ttt 


cga 


Gly Leu Gin Leu 


Ser 
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Glu 


Gin 


Gly Thr Gly Glu Asn 


Ser 


Phe 
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170 










175 










180 




age 


ctg 


act 


tgg 


cca 


cct 


teg 


ggt 


tec 


cca 


tct 


cat 


get 


ggt 


aca 


acc 


Ser 


Leu 


Thr 


Trp 
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Pro 


Ser 


Gly 


Ser 


Pro 


Ser 
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Thr 






185 










190 
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<210> 


1352 






<211> 


485 






<212> 


DNA 




fU 


<213> 


Homo 


sapiens 


S3 5 










<220> 








<221> 


CDS 






<222> 


253 . 


483 



354 



402 



450 



498 



546 



594 



642 



690 



<400> 1352 

acctggcttg atcactgcac acgccatccc tggtacctga ggcagaagac acatcttgtg 60 
cttccctagt catcaggttc atcacttcga agcatagaag ctgtagactg accccgtcaa 120 
cagaagggtc atttaagaca gtgetgatea ctcttaccat ggaatattag ettttgetgg 180 
tgggaacatt agcttcctag tcaccaaata actgtatgtg ggataaaact gaaccttgaa 240 
ctgcctcata aa atg act tta tat ttt agg aca tgg gaa gaa cag aag aca 291 

Met Thr Leu Tyr Phe Arg Thr Trp Glu Glu Gin Lys Thr 

15 10 
gag cat get ctt tta agt ctg ata aca tgg ttt caa gee cag ccc cca 339 
Glu His Ala Leu Leu Ser Leu He Thr Trp Phe Gin Ala Gin Pro Pro 

15 20 25 

gee ttt ctt acc aat caa gga etc aga act gaa ggc aat tat ttc ttt 387 
Ala Phe Leu Thr Asn Gin Gly Leu Arg Thr Glu Gly Asn Tyr Phe Phe 
30 35 40 45 

tgg tgg act tgg aat etc cgt ttg tct aca ctg tec tct tea cag tgg 435 
Trp Trp Thr Trp Asn Leu Arg Leu Ser Thr Leu Ser Ser Ser Gin Trp 

50 55 60 

agt ctt ttt att tea gac eta cag att gtt ttg rra ttt gtt gtc aca 483 
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Ser Leu Phe He Ser Asp Leu Gin He Val Leu Xaa Phe Val Val Thr 

65 70 75 

9 fc 485 

<210> 1353 
<211> 412 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . .410 



<400> 1353 

gtttttttcc ggtgcaggtg gggaaa atg gcg gtg tct aca gtg ttc teg act 53 

Met Ala Val Ser Thr Val Phe Ser Thr 
1 5 

Q teg teg ctg atg ctt get ctg tea agg cac age eta ttg tct cct ttg 101 
.jj Ser Ser Leu Met Leu Ala Leu Ser Arg His Ser Leu Leu Ser Pro Leu 
g! 10 15 20 25 

etc agt gtg aca tea ttc aga cgc ttc tac aga ggt gac age cca aca 14 9 

* -s Leu Ser Val Thr Ser Phe Arg Arg Phe Tyr Arg Gly Asp Ser Pro Thr 

30 35 40 

If gat tec caa aag gac atg att gaa ate cct ttg cct cca tgg cag gag 197 
*B Asp Ser Gin Lys Asp Met He Glu He Pro Leu Pro Pro Trp Gin Glu 
C ; 45 50 55 

3 aga act gat gaa tec ata gaa acc aaa aga gee cgc ctg etc tat gag 245 

O Arg Thr Asp Glu Ser He Glu Thr Lys Arg Ala Arg Leu Leu Tyr Glu 
fy 60 65 70 

m age aga aag agg gga atg ttg gaa aac tgc att ctt ctt agt ctt ttt 2 93 

1? Ser Arg Lys Arg Gly Met Leu Glu Asn c y s Ile Leu Leu Ser L «u Phe 
5 75 80 85 

r ;2 9ct aaa gaa cat ctg cag cac atg aca gaa aag cag ctg aac etc tat 341 
U Ala Lys Glu His Leu Gin His Met Thr Glu Lys Gin Leu Asn Leu Tyr 
90 95 100 105 

gac cgc ctg att aac gag cct agt aat gac tgr gat att tac tac tgg 3 89 

Asp Arg Leu Ile Asn Glu Pro Ser Asn Asp Xaa Asp Ile Tyr Tyr Trp 

HO 115 120 

gee aca gaa get aaa cca gec cc 412 
Ala Thr Glu Ala Lys Pro Ala 
125 

<210> 1354 
<211> 392 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 31. .390 



<400> 1354 



914 



ctctctctgc tctcgcggcc gactcgcaag atg gcg ccg cag aaa gac agg aag 54 

Met Ala Pro Gin Lys Asp Arg Lys 
1 5 

ccc aag agg tea acc tgg agg ttt aat ttg gac ctt act cat cca gta 102 
Pro Lys Arg Ser Thr Trp Arg Phe Asn Leu Asp Leu Thr His Pro Val 

10 15 20 

gaa gat gga att ttt gat tct gga aat ttt gag caa ttt eta egg gag 150 
Glu Asp Gly He Phe Asp Ser Gly Asn Phe Glu Gin Phe Leu Arg Glu 
25 30 35 40 

aag gtt aaa gtc aat ggc aaa act gga aat etc ggg aat gtt gtt cac 198 
Lys Val Lys Val Asn Gly Lys Thr Gly Asn Leu Gly Asn Val Val His 

45 50 55 

att gaa cgc ttc aag aat aaa ate aca gtt gtt tct gag aaa cag ttc 246 
He Glu Arg Phe Lys Asn Lys He Thr Val Val Ser Glu Lys Gin Phe 

60 65 70 

tct aaa agg tat ttg aaa tac ctt acc aag aaa tac ctt aag aag aac 294 
Ser Lys Arg Tyr Leu Lys Tyr Leu Thr Lys Lys Tyr Leu Lys Lys Asn 
75 80 85 

Q aat ctt cgt gat tgg ctt cga gtg gtt gca tct gac aag gag acc tac 342 
,fj Asn Leu Arg Asp Trp Leu Arg Val Val Ala Ser Asp Lys Glu Thr Tyr 

in 90 95 ioo 

gaa Ctt Cgt tac ttc cag att a ^ t caa 9 at 9 aa 9 at 9 aa tca 9 a 9 tc 9 3 90 

J sS Glu Leu Arg Tyr Phe Gin He Ser Gin Asp Glu Asp Glu Ser Glu Ser 

^ 105 110 115 120 

"t ga 3 92 

%0 <210> 1355 

s <211> 416 

Q <212> DNA 

fi\ <213> Homo sapiens 

^ <220> 

+ <221> CDS 

^ <222> 140. .415 



<400> 1355 

gcaagagctg mmgggacggt ccccatcttc ttggagcgct ttaggctggc cggcggcgct 60 
999 a ggtgga gtcgttgctg ttgctgtttg tgagcctgtg gcgcggcttc tgtgggccgg 120 
aaccttaaag atagecgea atg get gaa aat ggt gat aat gaa aag atg get 172 

Met Ala Glu Asn Gly Asp Asn Glu Lys Met Ala 













1 








5 










10 






gee 


ctg 


gag 


gec 


aaa 


ate 


tgt 


cat 


caa 


att 


gag 


tat 


tat 


ttt 


ggc 


gac 


220 


Ala 


Leu 


Glu 


Ala 
15 


Lys 


He 


Cys 


His 


Gin 
20 


He 


Glu 


Tyr 


Tyr 


Phe 
25 


Gly 


Asp 




ttc 


aat 


ttg 


cca 


egg 


gac 


aag 


ttt 


eta 


aag 


gaa 


cag 


ata 


aaa 


ctg 


gat 


268 


Phe 


Asn 


Leu 


Pro 


Arg 


Asp 


Lys 


Phe 


Leu 


Lys 


Glu 


Gin 


He 


Lys 


Leu 


Asp 








30 










35 










40 






gaa 


ggc 


tgg 


gta 


cct 


ttg 


gag 


ata 


atg 


ata 


aaa 


ttc 


aac 


agg 


ttg 


aac 


316 


Glu 


Gly Trp 


Val 


Pro 


Leu 


Glu 


He 


Met 


He 


Lys 


Phe 


Asn Arg 


Leu 


Asn 






45 










50 










55 












cgt 


eta 


aca 


aca 


gac 


ttt 


aat 


gta 


att 


gtg 


gaa 


gca 


ttg 


age 


aaa 


tec 


364 


Arg 


Leu 


Thr 


Thr 


Asp 


Phe 


Asn 


Val 


He 


Val 


Glu 


Ala 


Leu 


Ser 


Lys 


Ser 




60 










65 










70 








75 
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aag gca gaa etc atg gaa ate agt gaa gat aaa act aaa ate aga agg 412 
Lys Ala Glu Leu Met Glu lie Ser Glu Asp Lys Thr Lys He Arg Arg 

80 85 90 

tct c 416 
Ser 



<210> 1356 

<211> 330 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 81. .329 



<400> 1356 

ggaagegege gccgccactg ccgcgccgtg teagteggga gggagggagc gagcaggega 60 

Q aegeggagga cggggtgaag atg gcg gee ttc tec gag atg ggt gta atg cct 113 
%g Met Ala Ala Phe Ser Glu Met Gly Val Met Pro 

m i 5 io 

gag att gca caa get gtg gaa gag atg gat tgg etc etc cca act gat 161 
Glu He Ala Gin Ala Val Glu Glu Met Asp Trp Leu Leu Pro Thr Asp 

15 20 25 

ate cag get gaa tct ate cca ytg ate tta gga gga ggt gat gta ctt 209 
He Gin Ala Glu Ser He Pro Leu He Leu Gly Gly Gly Asp Val Leu 

30 35 40 

atg get gca gaa aca gga agt ggc aaa act ggt get ttt agt att cca 257 
Met Ala Ala Glu Thr Gly Ser Gly Lys Thr Gly Ala Phe Ser He Pro 

45 50 55 

gtt ate cag ata gtt tat gaa act ctg aaa gac caa cag gaa ggc aaa 3 05 

Val He Gin He Val Tyr Glu Thr Leu Lys Asp Gin Gin Glu Gly Lys 
60 65 70 75 

aaa gga aaa aca aca att aaa act g 330 
Lys Gly Lys Thr Thr He Lys Thr 
80 



4» 



<210> 1357 

<211> 390 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> 133. .390 



<400> 1357 

tttttctege tccttccgag ttaccgccgc cgtcgccgcc gctcctcctc tcccggtcct 60 
gggtttcctt ggegctgegg ccgccgctcc ctctgcgacc tgtatgagga ggaggaggag 120 
gaggatgtga ag atg gcg gag ctg cag atg ctg ctg gaa gag gaa ate ccg 171 

Met Ala Glu Leu Gin Met Leu Leu Glu Glu Glu He Pro 

15 10 
999 ggc cgc egg gee etc ttc gac age tan aca aat ctg gaa egg gtg 219 
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Gly Gly 


Arg 


Arg 


Ala 


Leu 


Phe 


Asp 


Ser 


Xaa Thr 


Asn Leu 


Glu Arg Val 






15 










20 








25 












gcc gat 
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tgc 
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aac 


tac 


ata 


cak tea 


gca gat 


aag 


cag 


aga 


267 




Ala Asp 


Tyr 


Cys 


Glu 


Asn 


Asn 


Tyr 


He 


Xaa Ser 


Ala Asp 


Lys 


Gin 


Arg 






30 








35 








40 








45 






gcc eta 


gaa 


gaa 


ace 


aaa 


gcc 


tac 


acc 


acc caa 


tec tta 


gca 


agt gtk 


315 




Ala Leu 


Glu 


Glu 


Thr 


Lys 


Ala 


Tyr 


Thr 


Thr Gin 


Ser Leu 


Ala 


Ser 


Val 












50 










55 






60 








gcc tat 


ctg 


ata 


aac 


ace 


ttg 


gcc 


aac 


aat gtc 


ctg cag 


atg 


eta 


gat 


363 




Ala Tyr 


Leu 


He 


Asn 


Thr 


Leu 


Ala 


Asn 


.no 11 v Cl J. 


T.^n nl n 
JJCU VjJ-Lil 


Met 


Leu 


Asp 
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70 






75 








ate cag 
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tec 
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agg 


atg 
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He Gin 
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Ser 


Gin 


Leu 


Arg 


Arg 


Met 
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<210> 1358 
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<222> 56. .307 
























































<400> 1358 


























tsjs? 


gtactacctt eggtctagge ageggaggea gccgcgaccc 


caggaaaccg aggaa atg 


58 
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Met 
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act 


acc 
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Ctt 


cag 


cag cag 
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gag 


cag 


cct 


106 


H : 

lU 


Lys Thr 


Arg 


Arg 


Thr 


Thr 


Arg 


Leu 


Gin 


Gin Gin 


His Ser 


Glu 


Gin 


Pro 










5 










10 






15 








==» 


ccg eta 


cag 


ccg 


tct 


cct 


gtt 


acg 


acc 


agg aga 


ggg ctg 


egg 


gac 


tct 


154 


5 


Pro Leu 


Gin 


Pro 


Ser 


Pro 


Val 


Thr 


Thr 


Arg Arg Gly Leu 


Arg 


Asp 


Ser 








20 










25 






30 












cat tec 


tct 


gaa 


gag 


gat 


gaa 


gca 


tct 


tec caa 


act gat 


tta 


age 


caa 


202 




His Ser 


Ser 


Glu 


Glu 


Asp 


Glu 


Ala 


Ser 


Ser Gin Thr Asp 


Leu 


Ser 


Gin 






35 










40 








45 












acg ate 


tea 


aag 


aaa 


act 


gtc 


agg 


age 


ata caa 


gag get 


cca 


gtg 


agt 


250 




Thr He 


Ser 


Lys 


Lys 


Thr 


Val 


Arg 


Ser 


He Gin 


Glu Ala 


Pro 


Val 


Ser 






50 








55 








60 








65 






gaa gat 


ctt 


gta 


ate 


agg 


tta 


cgt 


cga 


ccc cct 


eta aga 


tac 


cca 


aga 
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Glu Asp 


Leu 


Val 


He 


Arg 


Leu 


Arg Arg 


Pro Pro 


Leu Arg 


Tyr 


Pro 


Arg 












70 










75 






80 








tat gaa 


gcc 


ac 






















309 




Tyr Glu 


Ala 



























<210> 1359 
<211> 446 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> 78 . .446 



<400> 1359 

actcctcacc ggggtgaaag gttagcggaa gtgtccttct ttcctttttg ctgtaggccc 60 
9ggtggttgc tgccgaa atg ggc aag ttc atg aaa cct ggg aag gtg gtg 110 

Met Gly Lys Phe Met Lys Pro Gly Lys Val Val 
15 10 
ctt gtc ctg get gga cgc tac tec gga cgc aaa get gtc ate gtg aag 158 
Leu Val Leu Ala Gly Arg Tyr Ser Gly Arg Lys Ala Val He Val Lys 

15 20 25 

aac att gat gat ggc acc tea gat cgc ccc tac age cat get ctg gtg 206 
Asn He Asp Asp Gly Thr Ser Asp Arg Pro Tyr Ser His Ala Leu Val 

30 35 40 

get gga att gac cgc tac ccc cgc aaa gtg aca get gee atg ggc aag 254 
Ala Gly He Asp Arg Tyr Pro Arg Lys Val Thr Ala Ala Met Gly Lys 

45 50 55 

aag aag ate gec aag aga tea aag ata aaa tct ttt gtg aaa gtg tat 302 
Q Lys Lys He Ala Lys Arg Ser Lys He Lys Ser Phe Val Lys Val Tyr 
*jp 60 65 70 75 

ip aac tac aat cac eta atg ccc aca agg tac tct gtg gat ate ccc ttg 350 
f; Asn Tyr Asn His Leu Met Pro Thr Arg Tyr Ser Val Asp He Pro Leu 
s.i 80 85 90 

* gac aaa act gtc gtc aat aag gat gtc ttc aga gat cct get ctt aaa 398 
W Asp Lys Thr Val Val Asn Lys Asp Val Phe Arg Asp Pro Ala Leu Lys 

95 100 105 

%0 cgc aag gee cga egg gag gee aag gtc agt ttg aag aga gat aca gac 446 
a Arg Lys Ala Arg Arg Glu Ala Lys Val Ser Leu Lys Arg Asp Thr Asp 

O HO 115 120 



<210> 1360 

<211> 687 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 319. .687 



<400> 1360 

gacttgtaac tcattttttc acttgagcac ttagagacca ttgtaggggt tattaattgg 60 
cctagtttta atattgttgt gcctcgaggc aaaggtagga ccaagaagag ggagagagat 12 0 
gggggaagtg ccagtgagtg gagcagtcag aacacacatt tgttgattaa gtttgeaace 180 
ttctatgggc acagtttgtg atgccccaaa acaattgeaa tagtaatatc acagatcact 240 
gatcaeggat aatcataaca aatataataa taaaaatttg aaaccttttt getgtaggee 300 
cgggtggttg ctgccgaa atg ggc aag ttc atg aaa cct ggg aag gtg gtg 351 

Met Gly Lys Phe Met Lys Pro Gly Lys Val Val 
15 10 
ctt gtc ctg get gga cgc tac tec gga cgc aaa get gtc ate gtg aag 399 
Leu Val Leu Ala Gly Arg Tyr Ser Gly Arg Lys Ala Val He Val Lys 

15 20 25 

aac att gat gat ggc acc tea gat cgc ccc tac age cat get ctg gtg 447 
Asn He Asp Asp Gly Thr Ser Asp Arg Pro Tyr Ser His Ala Leu Val 
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30 










35 










40 








get 


gga 


att 


gac 


cgc 


tac 


ccc 


cgc 


aaa 


gtg 


aca 


get 


gee 


atg 


ggc 


aag 


Ala 


Gly 


lie 


Asp Arg 


Tyr 


Pro Arg 


Lys 


Val 


Thr 


Ala 


Ala 


Met 


Gly 


Lys 




45 










50 










55 






aag 


aag 


ate 


gee 


aag 


aga 


tea 


aag 


ata 


aaa 


tct 


ttt 


gtg 


aaa 


gtg 


tat 


Lys 


Lys 


lie 


Ala 


Lys 


Arg 


Ser 


Lys 


He 


Lys 


Ser 


Phe 


Val 


Lys 


Val 


Tyr 


60 










65 










70 










75 


aac 


tac 


aat 


cac 


eta 


atg 


ccc 


aca 


agg 


tac 


tct 


gtg 


gat 


ate 


ccc 


ttg 


Asn 


Tyr 


Asn 


His 


Leu 


Met 


Pro 


Thr 


Arg 


Tyr 


Ser 


Val 


Asp 


He 


Pro 


Leu 










80 










85 










90 




gac 


aaa 


act 


gtc 


gtc 


aat 


aag 


gat 


gtc 


ttc 


aga 


gat 


cct 


get 


ctt 


aaa 


Asp 


Lys 


Thr 


Val 


Val 


Asn 


Lys 


Asp 


Val 


Phe 


Arg 


Asp 


Pro 


Ala 


Leu 


Lys 








95 










100 










105 




cgc 


aag 


gee 


cga 


egg 


gag 


gee 


aag 


gtc 


agt 


ttg 


aag 


aga 


gat 


aca 


gac 


Arg 


Lys 


Ala 


Arg 


Arg 


Glu 


Ala 


Lys 


Val 


Ser 


Leu 


Lys 


Arg 


Asp 


Thr 


Asp 






110 










115 










120 









<210> 


1361 






<211> 


373 




m 


<212> 


DNA 




m 


<213> 


Homo 


sapiens 




<220> 








<221> 
<222> 


CDS 
218 . 


373 



495 



543 



591 



639 



687 



s <400> 1361 

p agatcatcca gtgtgacaga gtcttaatcc gtggttctgc ccatcagcac attcaaegga 60 

Hj cttaggattt ctcaccacgt geccttattt tggaaaactg ttcatttcaa gaccacaggc 120 

p tl aaaggggata ctaagaataa tegcagaatt aacateggea aggtatgatc aggatgagga 180 

'% cgtgagaaac gcagggctaa gagttgggag tcctggg atg aac ttc cca cct caa 235 
% Met Asn Phe Pro Pro Gin 

S 1 5 

age cca gca cga ggg tec ctg gac get gtc ggc ccc gga cgt ggg tec 2 83 

Ser Pro Ala Arg Gly Ser Leu Asp Ala Val Gly Pro Gly Arg Gly Ser 

10 15 20 

ccg aga etc gac tgc age tea gag tgg cca mat ctg ccc tgc cag get 331 

Pro Arg Leu Asp Cys Ser Ser Glu Trp Pro Xaa Leu Pro Cys Gin Ala 

25 30 35 

gee gcg gag aca aca egg agg age acc tgt gag aac ace tgc 373 

Ala Ala Glu Thr Thr Arg Arg Ser Thr Cys Glu Asn Thr Cys 

40 45 50 

<210> 1362 

<211> 423 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 85 . .423 
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<400> 1362 

ataaagtctt ttgactccct tggatcacag tctttgcaca ctcggacttc aaaactgttc 60 
cagggccagt atcggagttt ggac atg acc gac aat age aac aat caa ctg ill 

Met Thr Asp Asn Ser Asn Asn Gin Leu 

1 5 

gta gta aga gca aag ttt aac ttc cag cag acc aat gag gac gag ctt 159 

Val Val Arg Ala Lys Phe Asn Phe Gin Gin Thr Asn Glu Asp Glu Leu 

10 15 20 25 

tec ttc tea aaa gga gac gtc ate cat gtc acc cgt gtg gaa gag gga 2 07 

Ser Phe Ser Lys Gly Asp Val He His Val Thr Arg Val Glu Glu Gly 

30 35 40 

ggc tgg tgg gag ggc aca etc aac ggc egg acc ggc tgg ttc ccc age 2 55 

Gly Trp Trp Glu Gly Thr Leu Asn Gly Arg Thr Gly Trp Phe Pro Ser 

45 50 55 

aac tac gtg cgc gag gtc aag gec age gag aag cct gtg tct ccc aaa 3 03 

Asn Tyr Val Arg Glu Val Lys Ala Ser Glu Lys Pro Val Ser Pro Lys 
60 65 70 

^ tea gga aca ctg aag age cct ccc aaa gga ttt gat acg act gee ata 351 
p Ser Gly Thr Leu Lys Ser Pro Pro Lys Gly Phe Asp Thr Thr Ala He 

75 80 85 

HI rac aaa a 9 c tat tac aat gtg gtt gee cga age tea gca gag agt egg 399 

Xaa Lys Ser Tyr Tyr Asn Val Val Ala Arg Ser Ser Ala Glu Ser Arg 
hi 90 95 100 105 

^? agg ctg ctt ttt aaa cct gat gee 423 
*~ Arg Leu Leu Phe Lys Pro Asp Ala 

110 



^4 



<210> 1363 

<211> 397 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 135. .395 



<400> 1363 

ggaagccgtt ctttggccct gtgacacgta geaaegggge tggttcaggg tctgaaacag 60 
agtttggggg ttgtttggga ttagtgaagc tactgecttt gccgccagcg casctcagag 120 
tttgattatt tgea atg tea ggc ttt gaa aac tta aac acg gat ttc tac 170 

Met Ser Gly Phe Glu Asn Leu Asn Thr Asp Phe Tyr 

15 10 
cag aca agt tac age ate gat gat cag tea cag cag tec tat gat tat 218 
Gin Thr Ser Tyr Ser He Asp Asp Gin Ser Gin Gin Ser Tyr Asp Tyr 

15 20 25 

gga gga agt gga gga ccc tat age aaa cag tat get ggc tat gac tat 266 
Gly Gly Ser Gly Gly Pro Tyr Ser Lys Gin Tyr Ala Gly Tyr Asp Tyr 

30 35 40 

teg cag caa ggc aga ttt gtc cct cca gac atg atg cag cca caa cag 314 
Ser Gin Gin Gly Arg Phe Val Pro Pro Asp Met Met Gin Pro Gin Gin 
45 50 55 60 

cca tac acc ggg cag att tac cag cca act cag gca tat act cca get 362 
Pro Tyr Thr Gly Gin He Tyr Gin Pro Thr Gin Ala Tyr Thr Pro Ala 
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65 70 75 

tea cct cag cct ttc tat gga aac aac ttt gag ga 397 
Ser Pro Gin Pro Phe Tyr Gly Asn Asn Phe Glu 
. 80 85 

<210> 1364 
<211> 365 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . .364 

<400> 1364 

atcttagtct agggactgag gagtcgccgc cgccycgagt cccggtacca tgcatttcac 60 

rgtggccttg tggagacaac gccttaaccc aaggaagtga ctcaaactgt gagaacttca 120 

ggttttccaa cctattggtg gt atg tct gac agt gga tea caa ctt ggt tea 172 
%0 Met Ser Asp Ser Gly Ser Gin Leu Gly Ser 





atg 












1 








5 










10 






ggt 


age 


etc 


acc 


atg 


aaa 


tea 


cag 


ctt 


cag 


ate 


act 


gtc 


ate 


tea 


220 




Met 


Gly 


Ser 


Leu 


Thr 


Met 


Lys 


Ser 


Gin 


Leu 


Gin 


lie 


Thr 


Val 


He 


Ser 




r.fs 










15 










20 










25 








gca 


aaa 


ctt 


aag 


gaa 


aat 


aag 


aag 


aat 


tgg 


ttt 


gga 


cca 


agt 


cct 


tac 


268 


\D 


Ala 


Lys 


Leu 


Lys 


Glu 


Asn 


Lys 


Lys 


Asn 


Trp 


Phe 


Gly 


Pro 


Ser 


Pro 


Tyr 












30 










35 










40 








gta 


gag 


gtc 


aca 


gta 


gat 


gga 


cag 


tea 


aag 


aag 


aca 


gaa 


aaa 


tgc 


aac 


316 




Val 


Glu 


Val 


Thr 


Val 


Asp Gly 


Gin 


Ser 


Lys 


Lys 


Thr 


Glu 


Lys 


Cys 


Asn 




nt 

- TP 






45 










50 










55 








:5a ; 
'i : : 
s ^? 


aac 


aca 


aac 


agt 


ccc 


aag 


tgg 


aag 


caa 


ccc 


ctt 


aca 


gtt 


ate 


gtt 


acc c 


365 


3ss 


Asn 


Thr 


Asn 


Ser 


Pro 


Lys 


Trp 


Lys 


Gin 


Pro 


Leu 


Thr 


Val 


He 


Val 


Thr 








60 










65 










70 











<210> 1365 

<211> 346 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120. .344 



<400> 1365 

ctctgtggcg gagacageca ggttggcagc tgaegggaca geeggggtet attttgttgc 60 
gggttttcag caaatccagg gctggtctgg aggegegaaa acttaaggca tacagaacg 119 
atg gag tat atg gca gaa tec acc gac cgc age cct gga cac ate ttg 167 
Met Glu Tyr Met Ala Glu Ser Thr Asp Arg Ser Pro Gly His He Leu 
15 10 15 

tgc tgt gag tgt ggt gtt ccg ata agt cca aat cct gee aat att tgt 215 
Cys Cys Glu Cys Gly Val Pro He Ser Pro Asn Pro Ala Asn He Cys 

20 25 30 

gtg gec tgt ttg cga agt aaa gtg gac ate age caa ggt att ccg aaa 263 



921 





n 

•=3~ 



■- f 1 

'tspaf 



o 



Val Ala Cys Leu Arg Ser Lys Val Asp He Ser Gin Gly He Pro Lys 

35 40 45 

caa gtc teg att teg ttc tgc aaa caa tgt caa agg tat ttt caa cca 311 
Gin Val Ser He Ser Phe Cys Lys Gin Cys Gin Arg Tyr Phe Gin Pro 

50 55 60 

cca gga act tgg ata cag tgt get tta gaa tec ag 346 
Pro Gly Thr Trp He Gin Cys Ala Leu Glu Ser 
65 70 75 

<210> 1366 
<211> 585 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60. .584 



299 



<400> 1366 

J ctctctcttt ctcagtgacc gggtggtttg ettaggegea gaeggggaag eggascaac 59 
U atg cca gtg gec egg age tgg gtt tgt cgc aaa act tat gtg acc ccg 107 
: ^ Met Pro Val Ala Arg Ser Trp Val Cys Arg Lys Thr Tyr Val Thr Pro 
;y r 1 5 10 is 

egg aga ccc ttc gag aaa tct cgt etc gac caa gag ctg aag ctg ate 155 
Arg Arg Pro Phe Glu Lys Ser Arg Leu Asp Gin Glu Leu Lys Leu He 
%M 20 25 30 

e 99^ gag tat ggg etc egg aac aaa cgt gag gtc tgg agg gtc aaa ttt 203 

p Gly Glu Tyr Gly Leu Arg Asn Lys Arg Glu Val Trp Arg Val Lys Phe 
fy 35 40 45 

Hi aCC Ctg 9CC aag at ° CgC aag gcc gcc cgg gaa ctg ct 9 ac 9 ctt 9 at 251 
= ~ Thr Leu Ala Lys He Arg Lys Ala Ala Arg Glu Leu Leu Thr Leu Asp 

50 55 60 

gag aag gac cca egg cgt ctg ttc gaa ggc aac gcc ctg ctg egg egg 

Glu Lys Asp Pro Arg Arg Leu Phe Glu Gly Asn Ala Leu Leu Arg Arg 

65 70 75 80 

ctg gtc cgc att ggg gtg ctg gat gag ggc aag atg aag ctg gat tac 347 

Leu Val Arg He Gly Val Leu Asp Glu Gly Lys Met Lys Leu Asp Tyr 

85 90 95 

ate ctg ggc ctg aag ata gag gat ttc tta gag aga cgc ctg cag acc 395 

He Leu Gly Leu Lys He Glu Asp Phe Leu Glu Arg Arg Leu Gin Thr 

100 105 110 

cag gtc ttc aag ctg ggc ttg gcc aag tec ate cac cac get cgc gtg 443 

Gin Val Phe Lys Leu Gly Leu Ala Lys Ser He His His Ala Arg Val 

115 120 125 

ctg ate cgc cag cgc cat ate agg gtc cgc aag cag gtg gtg aac ats 491 

Leu He Arg Gin Arg His He Arg Val Arg Lys Gin Val Val Asn Xaa 

130 135 140 

ccg tec ttc att gtc cgc ctg gat tec agm aag cac ate gac ttc tct 539 

Pro Ser Phe He Val Arg Leu Asp Ser Xaa Lys His He Asp Phe Ser 

145 150 155 160 

ctg cgc tct ccc tac ggg ggt ggc cgc ccg ggc cgc gtg aag agg a 585 

Leu Arg Ser Pro Tyr Gly Gly Gly Arg Pro Gly Arg Val Lys Arg 

165 170 175 
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<210> 1367 

<211> 658 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 133 . . 657 



<400> 1367 

ctctctcttt ctcagtgacc gggtggtttg cttaggtgcg gtgcggtggt gtgctttttc 60 
tctagggttt gggttggatg gtggcccggg ccttccgagt ttccatgagc gcagacgggg 12 0 
aagcggasca ac atg cca gtg gcc egg age tgg gtt tgt cgc aaa act tat 171 
Met Pro Val Ala Arg Ser Trp Val Cys Arg Lys Thr Tyr 
15 10 
gtg acc ccg egg aga ccc ttc gag aaa tct cgt etc gac caa gag ctg 219 
p Val Thr Pro Arg Arg Pro Phe Glu Lys Ser Arg Leu Asp Gin Glu Leu 
*p 15 20 25 

y^j aag ctg ate ggc gag tat ggg etc egg aac aaa cgt gag gtc tgg agg 267 

^ Lys Leu lie Gly Glu Tyr Gly Leu Arg Asn Lys Arg Glu Val Trp Arg 

l zi 30 35 40 45 

^ gtc aaa ttt acc ctg gcc aag ate cgc aag gcc gcc egg gaa ctg ctg 315 

^ Val Lys Phe Thr Leu Ala Lys He Arg Lys Ala Ala Arg Glu Leu Leu 

^ 50 55 60 

UJ acg ctt gat gag aag gac cca egg cgt ctg ttc gaa ggc aac gcc ctg 3 63 

s Thr Leu Asp Glu Lys Asp Pro Arg Arg Leu Phe Glu Gly Asn Ala Leu 

O 65 70 75 

jfy ctg egg egg ctg gtc cgc att ggg gtg ctg gat gag ggc aag atg aag 411 
ry Leu Arg Arg Leu Val Arg He Gly Val Leu Asp Glu Gly Lys Met Lys 
jg 80 85 90 

^ ctg gat tac ate ctg ggc ctg aag ata gag gat ttc tta gag aga cgc 459 

Leu Asp Tyr He Leu Gly Leu Lys He Glu Asp Phe Leu Glu Arg Arg 
^ 95 100 105 

ctg cag acc cag gtc ttc aag ctg ggc ttg gcc aag tec ate cac cac 507 

Leu Gin Thr Gin Val Phe Lys Leu Gly Leu Ala Lys Ser He His His 

HO 115 120 125 

get cgc gtg ctg ate cgc cag cgc cat ate agg gtc cgc aag cag gtg 555 

Ala Arg Val Leu He Arg Gin Arg His He Arg Val Arg Lys Gin Val 

130 135 140 

gtg aac ats ccg tec ttc att gtc cgc ctg gat tec agm aag cac ate 603 
Val Asn Xaa Pro Ser Phe He Val Arg Leu Asp Ser Xaa Lys His He 

145 150 155 

gac ttc tct ctg cgc tct ccc tac ggg ggt ggc cgc ccg ggc cgc gtg 651 
Asp Phe Ser Leu Arg Ser Pro Tyr Gly Gly Gly Arg Pro Gly Arg Val 

160 165 170 

aag agg a 658 
Lys Arg 
175 

<210> 1368 
<211> 453 
<212> DNA 
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<213> Homo sapiens 

<220> 
<221> CDS 
<222> 144 . .452 

<400> 1368 

agattctggg agtgcagcgg ggaggagtcc cggctgggct gagcgcaggg agctgcttgg 60 
cagtgccaga gcccaggccc cagagccctg ctggagagga ggcagactga ggcagcaggc 12 0 
cccgccagca ggcgaasagg gag atg tea gac tgc tac acg gag ctg gag aag 173 

Met Ser Asp Cys Tyr Thr Glu Leu Glu Lys 
15 10 
gca gtc att gtc ctg gtg gaa aac ttc tac aaa tat gtg tct aag tac 221 
Ala Val lie Val Leu Val Glu Asn Phe Tyr Lys Tyr Val Ser Lys Tyr 

15 20 25 

age ctg gtc aag aac aag ate age aag age age ttc cgc gag atg etc 269 
Ser Leu Val Lys Asn Lys lie Ser Lys Ser Ser Phe Arg Glu Met Leu 
30 35 40 

^ cag aaa gag ctg aac cac atg ctg teg gac aca ggg aac egg mwg get 317 
|R Gin Lys Glu Leu Asn His Met Leu Ser Asp Thr Gly Asn Arg Xaa Ala 
: * 5 45 50 55 

gcg gat aag etc ate cag aac ctg gat gec aat cat gat ggg cgc ate 365 
Ala Asp Lys Leu lie Gin Asn Leu Asp Ala Asn His Asp Gly Arg lie 

60 65 70 

age ttc gat gag tac wgg ace ttg ata ggc ggc ate ace ggc ccc ate 413 
Ser Phe Asp Glu Tyr Xaa Thr Leu He Gly Gly He Thr Gly Pro He 
75 80 85 90 

gee aaa etc ate cat gag cag gag cag cag age age age t 453 
Ala Lys Leu He His Glu Gin Glu Gin Gin Ser Ser Ser 
95 100 



<210> 1369 
<211> 361 
j <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 164 . .361 



<400> 1369 

attcagaagk ctgtatccgc ttagaaagtg tyntttgtcc tggggtgaga gggtgacgca 60 
tgtgccctct ggcagtctgc tgctgtgtcc agagtccgac tccagctggg ctgtaactgg 120 
gcttggcccc cgccttaggc cccgccagca ggcgaasagg gag atg tea gac tgc 175 

Met Ser Asp Cys 

1 

tac acg gag ctg gag aag gca gtc att gtc ctg gtg gaa aac ttc tac 223 
Tyr Thr Glu Leu Glu Lys Ala Val He Val Leu Val Glu Asn Phe Tyr 
5 10 15 20 

aaa tat gtg tct aag tac age ctg gtc aag aac aag ate age aag age 271 
Lys Tyr Val Ser Lys Tyr Ser Leu Val Lys Asn Lys He Ser Lys Ser 
25 30 35 



924 




age ttc cgc gag atg etc cag aaa gag ctg aac cac atg ctg teg gta 319 

Ser Phe Arg Glu Met Leu Gin Lys Glu Leu Asn His Met Leu Ser Val 

40 45 50 

agg cct etc acc caa ggg cct tgc etc cct etc ccc ttc cct 361 

Arg Pro Leu Thr Gin Gly Pro Cys Leu Pro Leu Pro Phe Pro 
55 60 65 

<210> 1370 
<211> 473 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 164 . .472 

<400> 1370 

attcagaagk ctgtatccgc ttagaaagtg tcttttgtcc tggggtgaga gggtgacgca 60 
yg tgtgccctct ggcagtctgc tgctgtgtcc agagtccgac tccagctggg ctgtaactgg 12 0 
U| gcttggcccc cgccttaggc cccgccagca ggegaasagg gag atg tea gac tgc 175 

Met Ser Asp Cys 

14 1 

^ tac acg gag ctg gag aag gca gtc att gtc ctg gtg gaa aac ttc tac 223 

* Tyr Thr Glu Leu Glu Lys Ala Val He Val Leu Val Glu Asn Phe Tyr 

1 5 10 15 20 

%y aaa tat gtg tct aag tac age ctg gtc aag aac aag ate age aag age 271 

Lys Tyr Val Ser Lys Tyr Ser Leu Val Lys Asn Lys He Ser Lys Ser 
Q 25 30 35 

flj age ttc cgc gag atg etc cag aaa gag ctg aac cac atg ctg teg gac 319 
rU Ser Phe Ar 9 Glu Met Leu Gln Lys Glu Leu Asn His Met Leu Ser Asp 
£ 40 45 50 

aca ggg aac egg aag get gcg gat aag etc ate cag aac ctg gat gee 367 
Thr Gly Asn Arg Lys Ala Ala Asp Lys Leu He Gin Asn Leu Asp Ala 

55 60 65 

aat cat gat ggg cgc ate age ttc gat gag tac tgg acc ttg ata ggc 415 
Asn His Asp Gly Arg He Ser Phe Asp Glu Tyr Trp Thr Leu He Gly 

70 75 80 

ggc ate acc ggc ccc ate gee aaa etc ate cat gag erg gag cag cag 463 
Gly He Thr Gly Pro He Ala Lys Leu lie His Glu Xaa Glu Gin Gin 
85 90 95 100 

age age age t 473 
Ser Ser Ser 

<210> 1371 

<211> 374 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56. .373 
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. 5h 





<210> 


1372 




<211> 


588 




<212> 


DNA 


ru 


<213> 


Homo 


-as 

*= 


<220> 
<221> 


CDS 




<222> 


213 . 



106 



<400> 1371 

aagcactgga cctgtgaggc gtgcgaactg gtggcagtga gagacttcgg cggac atg 58 

Met 

get ccc age gtg cca gcg gca gaa ccc gag tat cct aaa ggc ate egg 
Ala Pro Ser Val Pro Ala Ala Glu Pro Glu Tyr Pro Lys Gly He Arg 

5 10 15 

gee gtg ctg ctg ggg cct ccc ggg gee ggt aaa ggg acc cag gca ccc 154 
Ala Val Leu Leu Gly Pro Pro Gly Ala Gly Lys Gly Thr Gin Ala Pro 

20 25 30 

aga ttg get gaa aac ttc tgt gtc tgc cat tta get act ggg kac atg 202 
Arg Leu Ala Glu Asn Phe Cys Val Cys His Leu Ala Thr Gly Xaa Met 

35 40 45 

ctg agg gee atg gtg get tct ggc tea gag eta gga aaa aag ctg aag 250 
Leu Arg Ala Met Val Ala Ser Gly Ser Glu Leu Gly Lys Lys Leu Lys 
50 55 60 65 

gca act atg gat get ggg aaa ctg gtg agt gat gaa atg gta gtg gag 
Ala Thr Met Asp Ala Gly Lys Leu Val Ser Asp Glu Met Val Val Glu 

70 75 80 

etc att gag aag aat ttg gag acc ccc ttg tgc aaa aat ggt ttt ctt 
[n Leu He Glu Lys Asn Leu Glu Thr Pro Leu Cys Lys Asn Gly Phe Leu 
M: 85 90 95 

ctg gat ggc ttc cct egg act gtg agg c 374 
Leu Asp Gly Phe Pro Arg Thr Val Arg 
100 105 



298 



346 



587 



<400> 1372 

atttcctgcc gtaagtatac agtgcctccg ggtcgcggtc attttgagee cctgtctgga 60 
tgacttcttg cggctgttct accsctcccc ctccccgcgg taccttgcac ttttctccct 120 
ccctgccccc tctcgagtcc accctccggg ccttctgccc ctgatcgett ggttttcctt 180 
gcagtcgcct getgetgteg tegggaggaa ag atg aat ggg agg get gat ttt 233 

Met Asn Gly Arg Ala Asp Phe 

1 5 

cga gag ccg aat gca gag gtt cca aga cca att ccc cac ata ggg cct 281 
Arg Glu Pro Asn Ala Glu Val Pro Arg Pro He Pro His He Gly Pro 

10 15 20 

gat tac att cca aca gag gaa gaa agg aga gtc ttc gca gaa tgc aat 32 9 

Asp Tyr He Pro Thr Glu Glu Glu Arg Arg Val Phe Ala Glu Cys Asn 

25 30 35 

gat gaa age ttc tgg ttc aga tct gtg cct ttg get gca aca agt atg 377 
Asp Glu Ser Phe Trp Phe Arg Ser Val Pro Leu Ala Ala Thr Ser Met 
40 45 50 55 

ttg att act caa gga tta att agt aaa gga ata ctt tea agt cat ccc 425 
Leu He Thr Gin Gly Leu He Ser Lys Gly He Leu Ser Ser His Pro 



926 



60 

aaa tat ggt tec ate cct 
Lys Tyr Gly Ser He Pro 
75 

ttt get gga aaa ctt tct 
Phe Ala Gly Lys Leu Ser 
90 

aaa ctt gaa aat tec ccc 
Lys Leu Glu Asn Ser Pro 
105 

cga cga tct tea cca cct 
Arg Arg Ser Ser Pro Pro 
120 125 



65 

aaa ctt ata ctt get tgt 
Lys Leu He Leu Ala Cys 
80 

tat gtg aaa act tgc caa 
Tyr Val Lys Thr Cys Gin 
95 

ctt gga gaa get tta cga 
Leu Gly Glu Ala Leu Arg 
110 us 
9 



70 

ate atg gga tac 473 
He Met Gly Tyr 
85 

gag aaa ttc aag 521 

Glu Lys Phe Lys 

100 

tea gga caa gca 569 
Ser Gly Gin Ala 

588 



=5= 



<210> 1373 

<211> 476 

<212> DNA 

<213> Homo sapiens 



^3 <220> 



<221> CDS 
<222> 88. .474 

<400> 1373 

acctactcca caggtccagc cggccggtga gcgcctggsg acegcagagg tgagagtege 60 
•y gecegggagt ccgccgcctg cgecagg atg gag ttc gtg aaa tgc cty ggc cac 114 
^ Met Glu Phe Val Lys Cys Leu Gly His 

U 1 5 

pj ccc gaa gag ttc tac aac ctg gtg cgc tty egg ate ggg ggc aag egg 162 
Pro Glu Glu Phe Tyr Asn Leu Val Arg Phe Arg He Gly Gly Lys Arg 



~ 10 15 



20 25 



210 



258 



306 



aag gtg atg ccc aag atg gac cag gac teg etc age age age ctg aaa 
Lys Val Met Pro Lys Met Asp Gin Asp Ser Leu Ser Ser Ser Leu Lys 

30 35 40 

act tgc tac arg tat etc aat cag ace agt cgc agt ttc gca get gtt 
Thr Cys Tyr Xaa Tyr Leu Asn Gin Thr Ser Arg Ser Phe Ala Ala Val 

45 50 55 

ate cag gcg ctg gat ggg gaa atg cgc aac gca gtg tgc ata ttt tat 
He Gin Ala Leu Asp Gly Glu Met Arg Asn Ala Val Cys He Phe Tyr 

60 65 70 

ctg gtt etc cga get ctg gac aca ctg gaa gat gac atg ace ate agt 354 
Leu Val Leu Arg Ala Leu Asp Thr Leu Glu Asp Asp Met Thr He Ser 

75 80 85 

gtg gaa aag aag gtc ccg ctg tta cac aac ttt cac tct ttc ctt tac 
Val Glu Lys Lys Val Pro Leu Leu His Asn Phe His Ser Phe Leu Tyr 
90 « 100 105 

caa cca gac tgg egg ttc atg gag age aag gag aag gat cgc cag gtg 
Gin Pro Asp Trp Arg Phe Met Glu Ser Lys Glu Lys Asp Arg Gin Val 

110 H5 120 

ctg gag gac ttc cca acg ate tec ct 
Leu Glu Asp Phe Pro Thr He Ser 
125 



402 



450 



476 



927 



<210> 1374 

<211> 353 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 94 . . 351 



<400> 1374 

agttggagca agcaggaagt gaactgaggg ccaccctggg aggaagccga ctaggcgaat 60 
tcacttactg accggcctgg gctgctctga gac atg gag gaa gcc agt gaa ggt 114 

Met Glu Glu Ala Ser Glu Gly 
1 5 

gga gga aat gat cgt gtg egg aac ctg caa agt gag gtg gag gga gtt 162 
Gly Gly Asn Asp Arg Val Arg Asn Leu Gin Ser Glu Val Glu Gly Val 

10 15 20 

Q aag aat att atg acc cag aat gtg gag egg ate ctg gtc egg ggg gaa 210 

Lys Asn Ile Met Thr Gln Asn Val Glu Ar g He Leu Val Arg Gly Glu 
fjf 25 30 35 

^ aac ttg gaa cat etc cgc aac aag aca gag gat ctg gaa gcc aca tct 
M Asn Leu Glu His Leu Arg Asn Lys Thr Glu Asp Leu Glu Ala Thr Ser 
^ 40 « 50 55 

gag cac ttc aag acg aca teg cag aag gtg get cga aaa ttc tgg tgg 
*U Glu His Phe Lys Thr Thr Ser Gin Lys Val Ala Arg Lys Phe Trp Trp 

60 65 70 

a aag aac gtg aag atg att gtc ctt ate tgc gtg att gtt ttt ate at 353 

p Lys Asn Val Lys Met Ile Val Leu Ile Cys Val Ile Val Phe Ile 
fU 7 5 80 85 



??5 



<210> 1375 

<211> 466 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 30 . .464 



258 



306 



<400> 1375 

aataccagtt tccgagcggc aaggcagcg atg 

Met 
1 

gtg aac aaa get ggc ggc ttg att tac 
Val Asn Lys Ala Gly Gly Leu Ile Tyr 

10 15 
egg get gag get gag aaa act ttc agt 
Arg Ala Glu Ala Glu Lys Thr Phe Ser 
25 30 
aag eta cac gat gag cgt gtg ttg gtt 
Lys Leu His Asp Glu Arg Val Leu Val 
45 



gcg att ttt agt gtg tat gtg 53 
Ala Ile Phe Ser Val Tyr Val 
5 

cag ttg gac age tac gcg cca 101 
Gin Leu Asp Ser Tyr Ala Pro 
20 

tat ccg ctg gat ctg ctg etc 149 
Tyr Pro Leu Asp Leu Leu Leu 

35 40 
get ttc ggc cag egg gac ggc 197 
Ala Phe Gly Gin Arg Asp Gly 
50 55 



928 





O 



ate cga gtg ggt cat gca gtg ctg gec ate aat ggc atg gac gtg aat 245 
lie Arg Val Gly His Ala Val Leu Ala He Asn Gly Met Asp Val Asn 

60 65 70 

ggc agg tac acg gec gac ggg maa gag gtg ctg agt ate tgg gta acc 2 93 

Gly Arg Tyr Thr Ala Asp Gly Xaa Glu Val Leu Ser He Trp Val Thr 

75 80 85 

ctg eta att acc egg tgt cca ttc gat ttg gec ggc ccc gec tea ctt 341 
Leu Leu He Thr Arg Cys Pro Phe Asp Leu Ala Gly Pro Ala Ser Leu 

90 95 100 

eta atg aga age tta tgc tgg cct cca tgt tec act cgc tct ttg cca 
Leu Met Arg Ser Leu Cys Trp Pro Pro Cys Ser Thr Arg Ser Leu Pro 
105 no us 12Q 

teg get ccc age tgt etc ctg aac agg gaa get cag gca ttg aka tgc 437 
Ser Ala Pro Ser Cys Leu Leu Asn Arg Glu Ala Gin Ala Leu Xaa Cys 

125 130 135 

tgg aga cag aca cat tea aat tgc act gc 
Trp Arg Gin Thr His Ser Asn Cys Thr 
140 145 





<210> 


1376 


W 


<211> 


369 




<212> 


DNA 


y~ 


<213> 


Homo 


if* 


<220> 




-,n 

. iFs 


<221> 


CDS 


<222> 


58 . . 



389 



466 



f|J <400> 1376 

pj agtttgaatg aaagctctac aagatggcgg eggtegggge egaggegega ggaggat 57 
Jj atg gaa tat tat ctt gta aaa tgg aaa gga tgg cca gat tct aca aat 105 
Met Glu Tyr Tyr Leu Val Lys Trp Lys Gly Trp Pro Asp Ser Thr Asn 
1 5 10 15 

act tgg gaa cct ttg caa aat ctg aag tgc ccg tta ctg ctt cag caa 153 
Thr Trp Glu Pro Leu Gin Asn Leu Lys Cys Pro Leu Leu Leu Gin Gin 

20 25 30 

ttc tct aat gac aag cat aat tat tta tct cag gta aag aaa ggc aaa 201 
Phe Ser Asn Asp Lys His Asn Tyr Leu Ser Gin Val Lys Lys Gly Lys 

35 40 45 

gen ata act cca aaa gac aat aac aaa act ttg aaa cct gee att get 249 
Ala He Thr Pro Lys Asp Asn Asn Lys Thr Leu Lys Pro Ala He Ala 

50 55 60 

gag tac att gtg aag aag get aaa caa agg ata get ctg cag aga tgg 2 97 

Glu Tyr He Val Lys Lys Ala Lys Gin Arg He Ala Leu Gin Arg Trp 
65 70 75 80 

caa gat gaa etc aac aga aga aag aat cat aaa gga atg ata ttt gtt 345 
Gin Asp Glu Leu Asn Arg Arg Lys Asn His Lys Gly Met He Phe Val 

85 90 95 

gaa aat act gtt gat tta gag ggc 369 
Glu Asn Thr Val Asp Leu Glu Gly 
100 

<210> 1377 



929 





<211> 515 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108. .515 



<400> 1377 



60 



260 



308 



356 



404 



atttttctct tgctgtacta caaagagata gaatcaaact gctttttttc gacatactqq 
tttttctttc tgtttttctt ctctttcttc tatttcttgt ggatatt atg get aat n 6 

Met Ala Asn 
1 

aac aca aca agt tta ggg agt cca tgg cca gaa aac ttt tgg gag gac 164 
Asn Thr Thr Ser Leu Gly Ser Pro Trp Pro Glu Asn Phe Trp Glu Asp 

5 10 15 

ctt ate atg tec ttc act gat cca tgg caa teg ggc tgg tac ttg gag 212 
Leu lie Met Ser Phe Thr Asp Pro Trp Gin Ser Gly Trp Tyr Leu Glu 
*y 20 25 30 35 

y; gat tta ttt ggg ctg tgt tea ttt gtc tgt etc gaa gaa gaa gag cca 
|4 Asp Leu Phe Gly Leu Cys Ser Phe Val Cys Leu Glu Glu Glu Glu Pro 
111 40 45 5Q 

gtg etc cca tct cac agt gga gtt caa gca gga gat eta ggt ctt ctt 
Val Leu Pro Ser His Ser Gly Val Gin Ala Gly Asp Leu Gly Leu Leu 
.n 55 60 6$ 

aca ccc acg gee tea aca gaa ctg gat ttt ace gee aca gtg get gtq 
^ Thr Pro Thr Ala Ser Thr Glu Leu Asp Phe Thr Ala Thr Val Ala Val 
?! 70 75 80 

y aac gtc gaa gca ace tea gee tgg cca gtc tea cct tec age gac aag 
y Asn Val Glu Ala Thr Ser Ala Trp Pro Val Ser Pro Ser Ser Asp Lys 
£ 85 90 95 

□ ctt ccc tgg aac aag caa att cct ttc caa gaa aat caa gtt tea gag 452 
3 Leu Pro Trp Asn Lys Gin He Pro Phe Gin Glu Asn Gin Val Ser Glu 
100 105 HO 115 

ctt eta ctt tec ate cct ttc tgc aaa tgt cca cca ctt cct gtg gaa 
Leu Leu Leu Ser lie Pro Phe Cys Lys Cys Pro Pro Leu Pro Val Glu 

120 125 130 

act gag agt cag ctg 
Thr Glu Ser Gin Leu 
135 

<210> 1378 

<211> 346 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 96. .344 

<400> 1378 

agtegtcaga ccggtgctag egacaeggga gtggcaaacg catcctcttg ccgttcccgg 60 



500 



515 



930 





tgtttgggcc ttgcctgtga cggtgggaaa agaaa atg gcc ttg ctg tgc tac 113 

Met Ala Leu Leu Cys Tyr 
1 5 
c gat cct gag acc aat tec gac gat 161 



aac 


egg 


ggc 


tgc 


ggt 


cag 


cgc 


Asn 


Arg 


Gly Cys 


Gly Gin 


Arg 








10 








get 


tgc 


aca 


tac 


cac 


cca 


ggt 


Ala 


Cys 


Thr 


Tyr 


His 


Pro 


Gly 






25 










ggt 


tgg 


tct 


tgc 


tgt 


aag 


aga 


Gly Trp 


Ser 


Cys 


Cys 


Lys 


Arg 




40 










45 


age 


att 


gta 


ggc 


tgt 


aca 


aaa 


Ser 


He 


Val 


Gly 


Cys 


Thr 


Lys 


55 










60 




gag 


cca 


gtc 


aaa 


cct 


gaa 


gtc 


Glu 


Pro 


Val 


Lys 


Pro 


Glu 


Val 



15 20 
gtt ccg gtc ttt cac gat gc c 
Val Pro Val Phe His Asp Ale 
30 35 
aga aca act gat ttt tct gat 
Arg Thr Thr Asp Phe Ser Asf 
50 



aag 209 



257 



aat agt gag aag cca cct 305 

Asn Ser Glu Lys Pro Pro 

65 70 

gag aag aag ga 346 



75 80 





<210> 


1379 


y t 


<211> 


223 




<212> 


DNA 


yj 


<213> 


Homo 


. ~~ 


<220> 






<221> 
<222> 


CDS 
30. .: 



HJ <400> 1379 

fU aaaagaaaca gagacctcag aaaatcegg atg ctg gat gga tct gtg aag aca 53 

Met Leu Asp Gly Ser Val Lys Thr 
O 1 5 

n gtg atg gtg gat gat tec aag act gtg ggg gag etc ctg gtc act att 101 
~ Val Met Val Asp Asp Ser Lys Thr Val Gly Glu Leu Leu Val Thr He 
10 15 20 

tgt age aga ata gga ata aca aat tat gaa gaa tac tec tta ate caa 14 9 

Cys Ser Arg He Gly He Thr Asn Tyr Glu Glu Tyr Ser Leu He Gin 
25 30 35 40 

gaa act att gaa gaa aag aaa gag gaa gga acg ggc aca etc aaa aaa 197 
Glu Thr He Glu Glu Lys Lys Glu Glu Gly Thr Gly Thr Leu Lys Lys 

45 50 55 

gac agg aca ctg tta cga gat gag ag 223 
Asp Arg Thr Leu Leu Arg Asp Glu 
60 

<210> 1380 
<211> 434 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 138 . .434 



931 



<400> 1380 

gcaatagcga gacgctggag cgcggcgtag gtggctgccg agtcttttcc tgtttagggt 60 
cttatcctgg cattgagggc gccggactgg cgcttttggc cgrcttggca ttgggtgggc 12 0 
ggcttcttgg gacccac atg age cag tgg cat cat ccc cgc agt ggc tgg 170 

Met Ser Gin Trp His His Pro Arg Ser Gly Trp 
1 5 10 

ggc egg aga cgc gac ttt tea gga cgc tec tea gee aag aag aag ggc 218 
Gly Arg Arg Arg Asp Phe Ser Gly Arg Ser Ser Ala Lys Lys Lys Gly 

15 20 25 

gga aac cac ate ccc gaa agg tgg aaa gac tat etc cca gtt gga cag 2 66 

Gly Asn His He Pro Glu Arg Trp Lys Asp Tyr Leu Pro Val Gly Gin 

30 35 40 

egg atg cct ggg act cgt ttc att get ttc aaa gtt cct ttg caa aag 314 
Arg Met Pro Gly Thr Arg Phe He Ala Phe Lys Val Pro Leu Gin Lys 
45 50 55 

^ agt ttt gaa aag aaa ctt get cca gaa gaa tgc ttt tec cct ttg gat 362 
O Ser Phe Glu Lys Lys Leu Ala Pro Glu Glu Cys Phe Ser Pro Leu Asp 
^ 60 65 70 75 

U| ctt ttt aac aaa ate cga gaa caa aat gaa gar ctt gga ctg att att 410 

Leu Phe Asn Lys He Arg Glu Gin Asn Glu Glu Leu Gly Leu He He 
y 80 85 90 

,*T gat tta aca tat act caa cgc tat 434 
^ Asp Leu Thr Tyr Thr Gin Arg Tyr 
W 95 

s <210> 1381 

O <211> 484 

jfy <212> DNA 

f\\ <213> Homo sapiens 

s 2J <220> 

y <221> CDS 

U <222> 115. .483 



<400> 1381 

ggctcccgga agttccacgt cagtcagtct gaeggtcagt ggatcggtgg gtttatctca 
aggectgagt ageeggtaac aaacgagggt tecegggatt ggaccgacgc agee atg 



Met 
1 



cct 


ctg 


cga 


ctt 


gat 


ate 


aaa 


aga 


aag 


eta 


act 


get 


aga 


tct 


gat 


cga 


165 


Pro 


Leu 


Arg 


Leu 


Asp 


He 


Lys 


Arg 


Lys 


Leu 


Thr 


Ala 


Arg 


Ser 


Asp 


Arg 










5 










10 










15 






gtt 


aag 


agt 


gtg 


gat 


ctg 


cat 


cct 


aca 


gag 


cca 


tgg 


atg 


ttg 


gca 


agt 


213 


Val 


Lys 


Ser 


Val 


Asp 


Leu 


His 


Pro 


Thr 


Glu 


Pro 


Trp 


Met 


Leu 


Ala 


Ser 








20 










25 








30 










ctt 


tac 


aat 


ggc 


agt 


gtg 


tgt 


gtt 


tgg 


aat 


cat 


gaa 


aca 


cag 


aca 


ctg 


261 


Leu 


Tyr 
35 


Asn 


Gly 


Ser 


Val 


Cys 
40 


Val 


Trp 


Asn 


His 


Glu 
45 


Thr 


Gin 


Thr 


Leu 




gtg 


aag 


aca 


ttt 


gaa 


gta 


tgt 


gat 


ctt 


cct 


gtt 


cga 


get 


gca 


aag 


ttt 


309 


Val 


Lys 


Thr 


Phe 


Glu 


Val 


Cys 


Asp 


Leu 


Pro 


Val 


Arg Ala 


Ala 


Lys 


Phe 




50 










55 










60 








65 
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gtt gca agg aag aat tgg 
Val Ala Arg Lys Asn Trp 
70 

aga gtg ttc aat tac aat 
Arg Val Phe Asn Tyr Asn 
85 

cac tea gac tac att cgc 
His Ser Asp Tyr He Arg 
100 

att cwa eta gca gtg atg 
He Xaa Leu Ala Val Met 
115 

<210> 1382 

<211> 403 

<212> DNA 

<213> Homo sapiens 



gtt gtg aca gga gcg gat 
Val Val Thr Gly Ala Asp 
75 

act ctg gag aga gtt cat 
Thr Leu Glu Arg Val His 
90 

tgt att get gtt cat cca 
Cys He Ala Val His Pro 
105 

aca tgc tta tta a 
Thr Cys Leu Leu 
120 



gac atg cag att 357 
Asp Met Gin He 
80 

atg ttt gaa gca 405 
Met Phe Glu Ala 
95 

acc cag cct ttc 453 

Thr Gin Pro Phe 

110 

484 



104 



O <220> 

^ <221> CDS 

y» <222> 54 . .401 

<400> 1382 

aggtgcggtg gcactcacgg aatctcgggt ettctgaegt geegggeggg aag atg 56 

Met 
1 

tea tea ttg cca aga aga gcg aaa gta cag gtc cag gat gtg gta ctg 
Ser Ser Leu Pro Arg Arg Ala Lys Val Gin Val Gin Asp Val Val Leu 

5 10 15 

aaa gat gaa ttt tct tea ttc tct gag tta tea tct gee tct gaa gaa 152 
Lys Asp Glu Phe Ser Ser Phe Ser Glu Leu Ser Ser Ala Ser Glu Glu 

20 25 30 

gat gac aag gaa gat agt gee tgg gag ccc caa aag aaa gtt ccc aga 
Asp Asp Lys Glu Asp Ser Ala Trp Glu Pro Gin Lys Lys Val Pro Arg 

35 40 45 

age cgt aaa cag ccc cct ccc aag gaa tec aaa cca aag agg atg cct 
Ser Arg Lys Gin Pro Pro Pro Lys Glu Ser Lys Pro Lys Arg Met Pro 
50 55 60 65 

egg gtg aag aag aat gee cca cag ate agt gat ggc tea gaa gtc gtt 2 96 

Arg Val Lys Lys Asn Ala Pro Gin He Ser Asp Gly Ser Glu Val Val 

70 75 80 

gtt gtt aag gag gag ctg aat age tct gtg get att get gat act get 344 
Val Val Lys Glu Glu Leu Asn Ser Ser Val Ala He Ala Asp Thr Ala 

85 90 95 

tta gaa gac aga aaa aat aaa ttg gat act gta cag act ctg aaa aca 
Leu Glu Asp Arg Lys Asn Lys Leu Asp Thr Val Gin Thr Leu Lys Thr 

100 105 110 

gee aag aca aa 
Ala Lys Thr 
115 



200 



248 



392 



403 



<210> 1383 
<211> 372 



933 





<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 37. .372 

<400> 1383 

atgttttata agtattgaca ttacacagtg ttaaca atg cat cca cag age ttg 54 

Met His Pro Gin Ser Leu 
1 5 

get gaa gag gaa ata aaa aca gaa cag gag gtg gta nra ggg cat gga 102 
Ala Glu Glu Glu He Lys Thr Glu Gin Glu Val Val Xaa Gly His Gly 

10 15 20 

tat etc tac teg etc caa aga tec tgg etc tgc aga gag aac age cca 150 
Tyr Leu Tyr Ser Leu Gin Arg Ser Trp Leu Cys Arg Glu Asn Ser Pro 
25 30 35 

p gaa aag aaa gtt ccc cag ccc tec aca ttc ttc caa tgg cca etc gee 198 

M3 Glu Lys Lys Val Pro Gln Pro Ser Thr Phe phe Gln Trp Pro Leu Ala 
|fj 40 45 50 

y[ gca gac aca tea aca age ccc att aaa aag aaa aag aaa cct ggc tta 246 

§,i Ala Asp Thr Ser Thr Ser Pro Ile L Y S L Y S L Y S Lys Lys Pro Gly Leu 

/2 55 60 65 70 

H-J ctg aac agt aac aat aag gag cag gat gga egg aat gat ttc tac tgc 2 94 

*y Leu Asn Ser Asn Asn Lys Glu Gln Asp Gly Arg Asn Asp Phe Tyr Cys 

75 80 85 

E tgg gtt tgt cac egg gaa ggc caa gtc ctt tgc tgt gag etc tgt ccc 342 

O Tr P Val C Y S His Ar 9 Glu G1 7 Gln Val Leu Cys Cys Glu Leu Cys Pro 
fU 90 95 100 

fy egg gtt tat cac get aag tgt ctg aga ctg 372 

'~ Arg Val Tyr His Ala Lys Cys Leu Arg Leu 
105 110 

<210> 1384 
<211> 440 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 146 . .439 

<400> 1384 

gactggctcc gecattygeg ggaaggcgtt tgtggtgcca gagaaaagta gecagagegg 60 
cgcagtggcg gccgcgttct gtggttttcc gctattcccc cagacccgca ccttctcggc 120 
etctttgegg agaatcgtga ccaag atg tgg aac agt gga ttc gaa age tat 172 

Met Trp Asn Ser Gly Phe Glu Ser Tyr 
1 5 

ggc age tec tea tac ggg gga gee ggc ggc tac acg cag tec ccg ggg 220 
Gly Ser Ser Ser Tyr Gly Gly Ala Gly Gly Tyr Thr Gln Ser Pro Gly 
1° 15 20 25 

ggc ttt gga teg ccc gca cct tct caa gec gaa aag aaa tea aga gee 268 



934 





Gly Phe Gly Ser Pro Ala Pro Ser Gin Ala Glu Lys Lys Ser Arg Ala 

30 35 40 

cga gcc cag cac att gtg ccc tgt act ata tct cag ctg ctt tct gcc 316 
Arg Ala Gin His He Val Pro Cys Thr He Ser Gin Leu Leu Ser Ala 

45 50 55 

act ttg gtt gat gaa gtg ttc aga att ggg aat gtt gag att tea cag 364 
Thr Leu Val Asp Glu Val Phe Arg He Gly Asn Val Glu He Ser Gin 

60 65 70 

gtc act att gtg ggg ate ate aga cat gca gag aag get cca acc aac 412 
Val Thr He Val Gly He He Arg His Ala Glu Lys Ala Pro Thr Asn 

75 80 85 

att gtt tac aaa ata gat gac atg aca g 440 
He Val Tyr Lys He Asp Asp Met Thr 
90 95 

<210> 1385 

<211> 521 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 36. .521 



~*y <400> 1385 

%0 aggagegaaa gagggagagc agtggaggag agacg atg teg etc tea gac aag 53 
a Met Ser Leu Ser Asp Lys 

O 15 

jfy cag aca gcc tct etc act gcc gcg tac ggt cag etc agt aag ggc aag 101 
ry Gin Thr Ala Ser Leu Thr Ala Ala Tyr Gly Gin Leu Ser Lys Gly Lys 
£ 10 15 20 

^ cct gca gag tgc cga atg gac tec cca aaa gaa ate agt caa gcc gga 149 

Pro Ala Glu Cys Arg Met Asp Ser Pro Lys Glu He Ser Gin Ala Gly 
M 25 30 35 

ttc gaa tgg cag agg aca gag ggc aaa ctg aat gaa att ggg ctg aat 197 
Phe Glu Trp Gin Arg Thr Glu Gly Lys Leu Asn Glu He Gly Leu Asn 

40 45 50 

gtc age atg gac ggg caa cca aaa gat ggg ctt gtg awk aat gcc age 245 
Val Ser Met Asp Gly Gin Pro Lys Asp Gly Leu Val Xaa Asn Ala Ser 
55 60 65 70 

ttc ctg gag cag aac aag etc tgc ttt ttt gag ggg aag eta gac aaa 293 
Phe Leu Glu Gin Asn Lys Leu Cys Phe Phe Glu Gly Lys Leu Asp Lys 

75 80 85 

gag ctg age att gaa atg cag gac aag gac tgt caa gaa gcc tea ggt 341 
Glu Leu Ser He Glu Met Gin Asp Lys Asp Cys Gin Glu Ala Ser Gly 

90 95 100 

cac ctt gag age agg tat gtg att tea gag acc tgc cat ccc ttg gag 3 89 

His Leu Glu Ser Arg Tyr Val He Ser Glu Thr Cys His Pro Leu Glu 

!05 110 115 

ggg aac teg gta cac cag aag acc tec gag ttc cat ctg gga etc ata 437 
Gly Asn Ser Val His Gin Lys Thr Ser Glu Phe His Leu Gly Leu He 

120 125 130 

gag ggg cca gac aaa aac aaa acc att cca gtt cag ggg aag gtg gca 485 



935 





Glu Gly Pro Asp Lys Asn Lys Thr He Pro Val Gin Gly Lys Val Ala 
135 140 145 150 

ggg aag aat gga eta gag acc aag age cag tea gat 521 
Gly Lys Asn Gly Leu Glu Thr Lys Ser Gin Ser Asp 
155 160 



<210> 1386 

<211> 165 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 11. .163 



<400> 1386 

^ aagaaaagaa atg gaa agg agt gat gac ctg atg cgt gtg aga aca egg 4 9 

U Met Glu Arg Ser Asp Asp Leu Met Arg Val Arg Thr Arg 

^0 1 5 10 

U] gga cga gee ttg egg etc cgt ggg aga get tgg gtg agg acc acc cgt 97 

|U Gly Arg Ala Leu Arg Leu Arg Gly Arg Ala Trp Val Arg Thr Thr Arg 
Ul 15 20 25 

~ft gec gcg gcg acc tct gat cgt cac cca age tgt gec etc cca ttt cac 145 

~ Ala Ala Ala Thr Ser Asp Arg His Pro Ser Cys Ala Leu Pro Phe His 

1 30 35 40 45 

^ gaa aat tat cac ctg ctg ag 165 

2 Glu Asn Tyr His Leu Leu 
U 50 

ry 

m <210> 1387 

^ <211> 406 

<212> DNA 
'% <213> Homo sapiens 

=scr 

<220> 
<221> CDS 
<222> 184 . .405 

<400> 1387 

ctcctcggcc ggcaggggcg cacattttaa ttcatatytg agtgggcggt ggcgattggt 60 
gttggcggtc tggctcagct gggcaggggg taactttact gatttggggg tggtttttag 12 0 
tttaattttt cttttctagc ttcccatcga cggtcagtgc gcacgttgta atcagctgag 180 
gec atg tea gga gac gga gec asg gag cag gca get gag tat gtc cca 228 
Met Ser Gly Asp Gly Ala Xaa Glu Gin Ala Ala Glu Tyr Val Pro 
15 10 15 

gag aag gtg aag aaa gcg gaa aag aaa tta gaa gag aat cca tat gac 276 
Glu Lys Val Lys Lys Ala Glu Lys Lys Leu Glu Glu Asn Pro Tyr Asp 

20 25 30 

ctt gat get tgg age att etc att cga gag gca cag aat caa cct ata 324 
Leu Asp Ala Trp Ser He Leu He Arg Glu Ala Gin Asn Gin Pro He 

35 40 45 

gac aaa gca egg aag act tat gaa cgc ctt gtt gee cag ttc ccc agt 372 



936 





Asp Lys Ala Arg Lys Thr Tyr Glu Arg Leu Val Ala Gin Phe Pro Ser 

50 55 go 

tct ggc aga ttc tgg aaa ctg tac att gaa gca g 
Ser Gly Arg Phe Trp Lys Leu Tyr He Glu Ala 
65 70 



406 



<210> 1388 

<211> 380 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 24 . .380 



<400> 1388 

^ ccgtgccgag tttcctgttt aag atg gcg tec ccc gta gca gcg cag gec ggg 53 
-J Met Ala Ser Pro Val Ala Ala Gin Ala Gly 



m 


aag 


ctt 


ctg 


cga 


gee 


Saw 


Lys 


Leu 


Leu 


Arg 


Ala 


yj 










15 




tec 


cag 


gca 


gtt 


caa 




Ser 


Gin 


Ala 


Val 


Gin 










30 






tac 


cag 


age 


aag 


aaa 




Tyr 


Gin 


Ser 


Lys 


Lys 








45 






m 

:: rr 


ttc 


ttt 


gta 


gca 


gac 




Phe 


Phe 


Val 


Ala 


Asp 






60 






eta 


aat 


gca 


aaa 


gaa 




Leu 


Asn 


Ala 


Lys 


Glu 




75 












aga 


gga 


aaa 


ggt 


gtc 




Arg Gly Lys 


Gly 


Val 












95 




aca 


aaa 


gac 


cct 


aat 




Thr 


Lys 


Asp 


Pro 


Asn 





1 








5 










10 




eta 


gcg 


ctg 


egg 


ccc 


cgc 


ttc 


ctg 


gcg 


gee 


ggg 


101 


Leu 


Ala 


Leu 


Arg 


Pro 


Arg 


Phe 


Leu 


Ala 


Ala 


Gly 












20 










25 




tta 


acc 


tec 


aga 


aga 


tgg 


ctg 


aac 


ctg 


cag 


gaa 


149 


Leu 


Thr 


Ser 


Arg 
35 


Arg 


Trp 


Leu 


Asn 


Leu 
40 


Gin 


Glu 




ctg 


atg 


tct 


gac 


aac 


gga 


gtg 


aga 


gtt 


caa 


aga 


197 


Leu 


Met 


Ser 


Asp 


Asn 


Gly 


Val 


Arg 


Val 


Gin 


Arg 








50 










55 








act 


gca 


aat 


gaa 


get 


etc 


gag 


get 


get 


aag 


aga 


245 


Thr 


Ala 


Asn 


Glu 


Ala 


Leu 


Glu 


Ala 


Ala 


Lys 


Arg 






65 










70 








att 


gtt 


tta 


aaa 


gee 


cag 


ate 


tta 


get 


gga 


gga 


293 


He 


Val 


Leu 


Lys 


Ala 


Gin 


He 


Leu 


Ala 


Gly 


Gly 




80 










85 








90 




ttc 


aat 


agt 


ggt 


ttg 


aaa 


gga 


ggt 


gtt 


cat 


tww 


341 


Phe 


Asn 


Ser 


Gly 


Leu 
100 


Lys 


Gly 


Gly 


Val 


His 
105 


Xaa 




gtt 


gtg 


gga 


cag 


ctg 


get 


aaa 


cag 








380 


Val 


Val 


Gly Gin 


Leu 


Ala 


Lys 


Gin 











110 115 



<210> 1389 

<211> 246 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 2 . .244 



<400> 1389 

g atg cag ggg ggc aac tec ggg gtc cgc aag cgc gaa gag gag ggc gac 4 9 



937 






1 




5 










10 










ggg get ggg 


get 


gtg 


get 


gcg 


ccg 


ccg 


gec 


ate 


gac 


ttt 


ccc 




Gly Ala Gly Ala 


Val 


Ala 


Ala 


Pro 


Pro 


Ala 


He 


Asp 


Phe 


Pro 






20 










25 










30 




ggc ccg gac 


ccc 


gaa 


tat 


gac 


gaa 




gat 


gtt 


cca 


gca 


xaa 




Gly Pro Asp 


Pro 


Glu 


Tyr 


Asp 


Glu 


Ser 


Asp 


Val 


Pro 


Ala 


Xaa 




35 










40 










45 






gtg tta aaa 


gaa 


ccc 


eta 


caa 


cag 


cca 


acc 


ttc 


cct 


ttt 


gca 




Val Leu Lys 


Glu 


Pro 


Leu 


Gin 


Gin 


Pro 


mr 


Ktie 


Pro 


Phe 


Ala 




50 








55 


















aac caa etc 


ttg 


ctg 


gtt 


tct 


ttg 


ctg 


gag 


cac 


ttg 


age 


cac 




Asn Gin Leu 


Leu 


Leu 


Val 


Ser 


Leu 


Leu 


Glu 


His 


Leu 


Ser 


His 




65 






70 










75 










gaa cc 


























Glu 


























<210> 1390 


























<211> 491 
























■ fj 


<212> DNA 
























- 3~ 

HI 


<213> Homo sapiens 




















5 i i 


<220> 


























<221> CDS 


























<222> 37. .489 























15 

:c gag 
La Glu 



80 



97 



145 



193 



241 



246 



= <400> 1390 

O antttttggt taaaagaacc eggaaagaga aggact atg ggg gaa ctg atg gcg 54 
fU Met Gly Glu Leu Met Ala 

~s 15 
j= ttc ctg tta cct etc ate att gtg tta atg gtg aag cac age gat tec 
2l Phe Leu Leu Pro Leu He He Val Leu Met Val Lys His Ser Asp Ser 
X 10 15 20 

^ egg acg cac tct ctg aga tat ttt cgc ctg ggc gtt teg gat ccc ate 
Arg Thr His Ser Leu Arg Tyr Phe Arg Leu Gly Val Ser Asp Pro He 

25 30 35 

cat ggg gtc cct gaa ttt att teg gtt ggg tac gtg gac teg cac cct 
His Gly Val Pro Glu Phe He Ser Val Gly Tyr Val Asp Ser His Pro 

40 45 50 

ate acc aca tat gac agt gtc act egg cag aag gag cca egg gee cca 
He Thr Thr Tyr Asp Ser Val Thr Arg Gin Lys Glu Pro Arg Ala Pro 
55 60 65 70 

tgg atg gca gag aac etc gcg cct gat cac tgg gag agg tac act cag 2 94 

Trp Met Ala Glu Asn Leu Ala Pro Asp His Trp Glu Arg Tyr Thr Gin 

75 80 85 

ctg ctg agg ggc tgg cag cag atg ttc aag gtg gaa ctg aag cgc eta 342 
Leu Leu Arg Gly Trp Gin Gin Met Phe Lys Val Glu Leu Lys Arg Leu 

90 95 100 

cag agg cac tac aat cac tea ggg tct cac act tac cag aga atg att 390 
Gin Arg His Tyr Asn His Ser Gly Ser His Thr Tyr Gin Arg Met He 

105 110 115 

ggc tgt gag ctg ctg gag gat gga age acc aca gga ttt ctg cag tat 438 
Gly Cys Glu Leu Leu Glu Asp Gly Ser Thr Thr Gly Phe Leu Gin Tyr 



102 



150 



198 



246 



938 



120 125 130 

gca tat gac ggg cag gat ttc ctg ate ttc aat aaa gac acc etc tec 486 
Ala Tyr Asp Gly Gin Asp Phe Leu lie Phe Asn Lys Asp Thr Leu Ser 

135 140 145 iso 

tgg ct 

491 

Trp 4yi 

<210> 1391 
<211> 219 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 22 . .219 



■s? : 



3 U 



<210> 1392 

<211> 529 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145. .528 



99 



<400> 1391 

O cagaaatgtc ttcaagctgg a atg aat tta gga gca cga aag tea aag aag 51 
£ Met Asn Leu Gly Ala Arg Lys Ser Lys Lys 

"fl .„ 1 5 10 

teg gga aag tta aaa ggg att cac gag gag cag cca cag cag cag cag 
Leu Gly Lys Leu Lys Gly He His Glu Glu Gin Pro Gin Gin Gin Gin 

15 20 25 

ccc cca ccc cca ccc cca ccc ccg caa age cca gag gaa ggg aca acg 147 
w Pro Pro Pro Pro Pro Pro Pro Pro Gin Ser Pro Glu Glu Gly Thr Thr 
*° 30 35 40 

tac ate get cct gca aaa gaa ccc teg gtc aac aca gca ctg gtt cct 195 
p Tyr He Ala Pro Ala Lys Glu Pro Ser Val Asn Thr Ala Leu Val Pro 
fU 45 50 55 

cag etc tec aca ate tea cga acg 
Gin Leu Ser Thr He Ser Arg Thr 
60 65 



219 



<400> 1392 

agtgagcgga gaagctttct teeggeggga agggccccgg aggegggcac ttggggggaa 60 
agttgagacg tgattacegg gttgggcggg ccccatctgg gaggggtttg tgggtgaact 120 
cggggtccac cgcccgctga ggag atg gat gag gac ggg ctt cct etc atg 171 

Met Asp Glu Asp Gly Leu Pro Leu Met 

1 5 

ggg tea ggc ata gac ctg acc aas gtg cca get att caa cag aaa aga 219 
Gly Ser Gly He Asp Leu Thr Xaa Val Pro Ala He Gin Gin Lys Arq 
10 15 20 25 

acg gtg get ttt eta aac caa ttt gtg gtg cac act gta cag ttc etc 



267 



939 



u 




.ft 125 



f; <210> 1393 

f! <211> 371 

^ <212> DNA 

r ^ <213> Homo sapiens 

*S <220> 

s <221> CDS 

fi <222> 79 . .369 



Thr Val Ala Phe Leu Asn Gin Phe Val Val His Thr Val Gin Phe Leu 

30 35 40 

aac cgc ttt tct aca gtt tgt gag gag aaa ctg gca gac ctt tea ctt 315 
Asn Arg Phe Ser Thr Val Cys Glu Glu Lys Leu Ala Asp Leu Ser Leu 

45 50 55 

cgt ate caa caa att gaa aca act etc aat att tta gat gca aag ntg 363 
Arg He Gin Gin He Glu Thr Thr Leu Asn He Leu Asp Ala Lys Xaa 

60 65 70 

tea tct ate cca ggc eta gat gat gtc aca gtt gaa gta tct cct tta 411 
Ser Ser He Pro Gly Leu Asp Asp Val Thr Val Glu Val Ser Pro Leu 

75 80 85 

aat gtc acc agt gtc aca aat gga gca cat cct gaa gee act tea gag 459 
Asn Val Thr Ser Val Thr Asn Gly Ala His Pro Glu Ala Thr Ser Glu 
90 95 ioo 105 

caa cca cag cag aac agt aca cga gac tct gga eta cag gaa agt gaa 
Gin Pro Gin Gin Asn Ser Thr Arg Asp Ser Gly Leu Gin Glu Ser Glu 

115 120 
gta tea gca gaa aat ate tta a 529 
Val Ser Ala Glu Asn He Leu 



507 



<400> 1393 

agggecgage geggaacsna ggggctgctg gggtgtttgt cgcagcgggt tttcctcggc 60 
ggtttgcgga stgetagg atg gag cag gtt gcg gag gga gca agg gtg acc ill 

Met Glu Gin Val Ala Glu Gly Ala Arg Val Thr 
1 5 10 

gca gtc cct gtg tea get gee gac age act gag gag ttg gee gaa gtc 15 9 

Ala Val Pro Val Ser Ala Ala Asp Ser Thr Glu Glu Leu Ala Glu Val 

15 20 25 

gaa gaa gga gtt gga gta gtg ggc gaa gat aat gac gca gee gcg aga 2 07 

Glu Glu Gly Val Gly Val Val Gly Glu Asp Asn Asp Ala Ala Ala Arg 

30 35 40 

gga gcg gag gee ttt ggc gac agt gag gag gac gga gag gat gtg ttc 255 
Gly Ala Glu Ala Phe Gly Asp Ser Glu Glu Asp Gly Glu Asp Val Phe 

45 50 55 

gag gtg gag aag ate ctg gac atg aag acc gag ggg ggt aaa gtt ctt 303 
Glu Val Glu Lys He Leu Asp Met Lys Thr Glu Gly Gly Lys Val Leu 
60 65 70 75 

tac aaa gtt cgc tgg aaa ggc tat aca teg gat gat gat acc tgg gag 351 
Tyr Lys Val Arg Trp Lys Gly Tyr Thr Ser Asp Asp Asp Thr Trp Glu 

80 85 90 

ccc gag att cac ctg gag ga 371 
Pro Glu He His Leu Glu 
95 



940 



<210> 1394 
<211> 385 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 218. .385 



<400> 1394 

ggaagtgacg taggacgcgc cctccatttt gtggagcgcc agagctgcta agtgcgtcag 60 
ttgtggagtg gcgtagacga gttaagtcct ggtctgcgtg gaggtcgacg actccgtcgc 12 0 
agactacgga cctgtctggg tctcagccgc caaagacccc gtccggtagg tgagtggctc 180 
actttgaggg caagccttct cggatcgagg cttcttc atg gcc get cag ate gtg 235 

Met Ala Ala Gin He Val 
1 5 

age ggc egg ggc tgc tct ctt tgc gga gga tgg cgt eta atg age gca 283 
Ser Gly Arg Gly Cys Ser Leu Cys Gly Gly Trp Arg Leu Met Ser Ala 

10 15 20 

gtt gat teg agg tgg gcg ctg ggg cac gtc tec ctt ttg gca tac tgt 331 
Val Asp Ser Arg Trp Ala Leu Gly His Val Ser Leu Leu Ala Tyr Cys 

25 30 35 

ttg agg ggt act gag gtg aaa ggg egg tea ctg ttc ggg teg ttt tta 379 
Leu Arg Gly Thr Glu Val Lys Gly Arg Ser Leu Phe Gly Ser Phe Leu 
*U 40 45 50 

s cac age 385 

His Ser 
55 



y i 



nl 



<210> 1395 

<211> 494 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 147 . .494 



<400> 1395 

agtgcgtgcg eggggcatge cgggagtggt tgtgtacggt ccgcagcggc aggtgaagee 60 
tagcagagga cgcggccagg egatteggtg aagegattec tgcaggcgtt ggttcccctc 120 
tttgacctgg atttgaattt gttgaa atg age agt cgt aaa tea aag agt aac 173 

Met Ser Ser Arg Lys Ser Lys Ser Asn 

1 5 

age tta att cac aca gag tgc ctt tea cag gta caa aga att tta cgt 221 

Ser Leu He His Thr Glu Cys Leu Ser Gin Val Gin Arg He Leu Arg 

10 15 20 25 

gaa aga ttt tgt cgt cag agt cca cat agt aac eta ttt gga gtg caa 269 

Glu Arg Phe Cys Arg Gin Ser Pro His Ser Asn Leu Phe Gly Val Gin 

30 35 40 

gta caa tac aaa cac tta agt gag ctg ctg aaa aga act get etc cat 317 



941 



3=85. 



Val 


Gin 


Tyr 


gga 


gag 


agt 


Gly 


Glu 


Ser 






60 


act 


atg 


tta 


Thr 


Met 


Leu 




75 




gtg 


agt 


gaa 


Val 


Ser 


Glu 


90 






rat 


gac 


aaa 


Xaa 


Asp 


Lys 


<210> 1396 


<211> 318 



45 50 55 

aac tct gtc ctt att ate gga ccc cga gga ten gga aaa 365 



65 70 

get ttg aaa gar etc atg gaa 

Ala Leu Lys Glu Leu Met Gli 
80 85 



<212> DNA 

<213> Homo sapiens 



g f* <220> 



413 



461 



95 100 105 

gee eta aag gaa ate aca agg 494 
Ala Leu Lys Glu lie Thr Arg 
110 us 



48 



96 



<221> CDS 
<222> 4 . .318 



<400> 1396 

%* att atg gcg ace tec gcg acg teg ccg cac gcg cct ggt ttt cca get 
^ Met Ala Thr Ser Ala Thr Ser Pro His Ala Pro Gly Phe Pro Ala 

O 1 5 10 15 

fU gag ggt aga tgc ggt tac tat gtg gaa aag aag aaa egg ttc tgc agg 
fj Glu Gl y Ar g C Y S Gly Tyr Tyr Val Glu Lys Lys Lys Arg Phe Cys Arg 

20 25 30 

atg gtg gtg gec gca ggg aaa aga ttt tgt ggt gaa cac get gga gee 144 
Met Val Val Ala Ala Gly Lys Arg Phe Cys Gly Glu His Ala Gly Ala 

35 40 45 

atg gag gaa gaa gat get egg aaa aga ate ctg tgt cct tta gat cca 
Met Glu Glu Glu Asp Ala Arg Lys Arg He Leu Cys Pro Leu Asp Pro 

50 55 60 

aaa cac aca gta tat gaa gat caa eta gsa aag cat ttg aaa aaa tgt 
Lys His Thr Val Tyr Glu Asp Gin Leu Xaa Lys His Leu Lys Lys Cys 

65 70 75 

aac tea aga gag aaa cca aaa cct gat ttc tat att caa gat att aat 
Asn Ser Arg Glu Lys Pro Lys Pro Asp Phe Tyr He Gin Asp He Asn 
80 85 90 95 

gca ggc tta aga gat gaa aca gaa ata cct 
Ala Gly Leu Arg Asp Glu Thr Glu He Pro 
100 105 

<210> 1397 
<211> 540 
<212> DNA 

<213> Homo sapiens 
<220> 



192 



240 



288 



318 



942 




<221> CDS 
<222> 120. .539 

<400> 1397 

ctcagtccat sagggggggg agggggtggc gcgcgcgcca tttctagtcg ttttcaaagc 60 
gcctcgcgct gattctcacg ggcccggctg ccggcccccg ctctgccctg cataataaa 119 
atg get aat cag gtg aat ggt aat gcg gta cag tta aaa gaa gag gaa 167 
Met Ala Asn Gin Val Asn Gly Asn Ala Val Gin Leu Lys Glu Glu Glu 
15 10 15 

gaa cca atg gat act tec agt gta act cac aca gaa cac tac aag aca 215 
Glu Pro Met Asp Thr Ser Ser Val Thr His Thr Glu His Tyr Lys Thr 

20 25 30 

ctg ata gag gca ggc etc cca cag aag gtg gca gaa aga ctt gat gaa 263 
Leu He Glu Ala Gly Leu Pro Gin Lys Val Ala Glu Arg Leu Asp Glu 

35 40 45 

ata ttt cag aca gga ttg gta get tat gtc gat ctt gat gaa aga gca 311 
He Phe Gin Thr Gly Leu Val Ala Tyr Val Asp Leu Asp Glu Arq Ala 
O 50 55 60 

*0 att gat gct ctc ag 9 9aa ttt aat gaa gwa gga get ctg tct gta eta 359 
HI He Asp Ala Leu Arg Glu Phe Asn Glu Xaa Gly Ala Leu Ser Val Leu 
iU 65 70 75 80 

* cag cag ttc aag gaa agt gac tta tea cat gtt cag aac aaa agt gca 407 

Gin Gin Phe Lys Glu Ser Asp Leu Ser His Val Gin Asn Lys Ser Ala 

85 90 95 

tt:t tta t9t gga gtt atg aag ace tac agg cag aga gag aaa cag ggg 455 
*y Phe Leu Cys Gly Val Met Lys Thr Tyr Arg Gin Arg Glu Lys Gin Gly 
s_ 100 105 HO 

O age aag gtg caa gag tec aca aag gga cct gat gaa gcg aag ate aag 
Ser Lys Val Gin Glu Ser Thr Lys Gly Pro Asp Glu Ala Lys He Lys 
fU US 120 125 

r gee ttg ctt gag aga act ggt tat act ctg gat gta a 
^ Ala Leu Leu Glu Arg Thr Gly Tyr Thr Leu Asp Val 
130 135 140 

<210> 1398 
<211> 329 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 27. .329 

<400> 1398 

tatttctcct ccccctcccg gecaag atg tct gac atg gag gat gat ttc atg 53 

Met Ser Asp Met Glu Asp Asp Phe Met 
1 5 

tgc gat gat gag gag gac tac gac ctg gaa tac tct gaa gat agt aac 101 
Cys Asp Asp Glu Glu Asp Tyr Asp Leu Glu Tyr Ser Glu Asp Ser Asn 
10 15 20 25 

tec gag cca aat gtg gat ttg gaa aat cag tac tat aat tec aaa gca 14 9 

Ser Glu Pro Asn Val Asp Leu Glu Asn Gin Tyr Tyr Asn Ser Lys Ala 



503 



540 



943 




in 



30 35 40 

z agt ttc caa aag gtt 197 

r Ser Phe Gin Lys Val 
55 

a ttt aaa gca ctg aaa 245 



tta aaa 


gaa 


gat 


gac 


cca 


aaa 


gcg 


gca 


tta 


Leu Lys 


Glu 


Asp 


Asp 


Pro 


Lys 


Ala 


Ala 


Leu 








45 










50 




ttg gaa 


ctt 


gaa 


ggt 


gaa 


aaa 


gga 


gaa 


tgg 


Leu Glu 


Leu 


Glu 


Gly Glu 


Lys Gly Glu Trp 






60 










65 






caa atg 


att 


aag 


att 


aac 


ttc 


aag 


ttg 


aca 


Gin Met 


He 


Lys 


He 


Asn 


Phe 


Lys 


Leu 


Thr 


75 










80 








aat aga 


tat 


aag 


cag 


eta 


ttg 


acc 


tat 


att 


Asn Arg 


Tyr 


Lys 


Gin 


Leu 


Leu 


Thr 


Tyr 


He 


90 










95 








<210> 


1399 
















<211> 


592 
















<212> 


DNA 
















<213> 


Homo £ 


apiens 












<220> 




















<221> 


CDS 
















<222> 


41 


. .592 















70 



85 



100 



293 



329 



^ <400> 1399 

W ctctctatca gccgctcact ccgtctcaat atgtctcaag atg gcg gec aat gtg 55 

^ Met Ala Ala Asn Val 

L 1 5 

u gga teg atg ttt caa tat tgg aag cgc ttt gat tta cag cag ctg cag 103 

HJ Gly Ser Met Phe Gin Tyr Trp Lys Arg Phe Asp Leu Gin Gin Leu Gin 

fy 10 15 20 

jj* aga gaa etc gat gec acc gca acg gta ttg gcg aac egg cag gat gaa 151 

^ Arg Glu Leu Asp Ala Thr Ala Thr Val Leu Ala Asn Arg Gin Asp Glu 

S 25 30 35 

agt gag cag tec aga aag egg ctt ate gaa cag age egg gag ttc aag 199 
Ser Glu Gin Ser Arg Lys Arg Leu He Glu Gin Ser Arg Glu Phe Lys 

40 45 50 

aag aac act cca gag gat ttg cgc aag cag gta gcg ccg ctg ctg aag 247 
Lys Asn Thr Pro Glu Asp Leu Arg Lys Gin Val Ala Pro Leu Leu Lys 

55 60 65 

agt ttc caa gga gag att gat gca ctg agt aaa aga age aag gaa get 2 95 

Ser Phe Gin Gly Glu He Asp Ala Leu Ser Lys Arg Ser Lys Glu Ala 
70 75 80 85 

gaa gca get ttc ttg aat gtc tac aaa aga ttg att gac gtc cca gat 343 
Glu Ala Ala Phe Leu Asn Val Tyr Lys Arg Leu He Asp Val Pro Asp 

90 95 100 

ccc gta cca get ttg gat etc gga cag caa etc cag etc aaa gtg cag 
Pro Val Pro Ala Leu Asp Leu Gly Gin Gin Leu Gin Leu Lys Val Gin 

105 110 115 

cgc ctg cac gat att gaa aca gag aac cag aaa ctt agg gaa act ctg 439 
Arg Leu His Asp He Glu Thr Glu Asn Gin Lys Leu Arg Glu Thr Leu 

120 125 130 

gaa gaa tac aac aag gaa ttt get gaa gtg aaa aat caa gag gtt acg 4 87 

Glu Glu Tyr Asn Lys Glu Phe Ala Glu Val Lys Asn Gin Glu Val Thr 



391 
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r. U 



LJ 



135 140 145 

ata aaa gca ctt aaa gag aaa ate cga gaa tat gaa cag aca ctg aag 535 
He Lys Ala Leu Lys Glu Lys He Arg Glu Tyr Glu Gin Thr Leu Lys 
150 155 160 165 

aac caa gec gaa acc ata get ctt gag aag gaa cag aag tta cag aat 583 
Asn Gin Ala Glu Thr He Ala Leu Glu Lys Glu Gin Lys Leu Gin Asn 

170 175 180 

gac ttt gca 592 
Asp Phe Ala 

<210> 1400 

<211> 456 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .455 



aac t 
Asn 

<210> 1401 
<211> 471 
<212> DNA 

<213> Homo sapiens 



60 



<400> 1400 

ctttctctgt tcgcgatgtg aegtaacgeg cctgcggact gggcccagct tgtcctctat DU 
gacttaccca gaaggcaacg cttctctttc tggtcaaa atg get ggt aag cag gee 116 

Met Ala Gly Lys Gin Ala 
~ 15 
*y gtt tea gca tea ggc aag tgg ctg gat ggt att cga aaa tgg tat tac 164 
%0 Val Ser Ala Ser Gly Lys Trp Leu Asp Gly He Arg Lys Trp Tyr Tyr 
s 10 15 20 

p aat get gca gga ttc aat aaa ctg ggg tta atg cga gat gat aca ata 212 
fy Asn Ala Ala Gly Phe Asn Lys Leu Gly Leu Met Arg Asp Asp Thr He 
25 30 35 

tac gag gat gaa gat gta aaa gaa gec ata aga aga ctt cct gag aac 
Tyr Glu Asp Glu Asp Val Lys Glu Ala He Arg Arg Leu Pro Glu Asn 

40 45 50 

ctt tat aat gac agg atg ttt cgc att aag agg gca ctg gac ctg aac 
Leu Tyr Asn Asp Arg Met Phe Arg He Lys Arg Ala Leu Asp Leu Asn 
55 60 65 70 

ttg aag cat cag ate ttg cct aaa gag cag tgg acc aaa tat gaa gag 3 56 

Leu Lys His Gin He Leu Pro Lys Glu Gin Trp Thr Lys Tyr Glu Glu 

75 80 85 

gtc ttt get gtt cca get ctg cac tct get tec tac tta gaa aaa gat 
Val Phe Ala Val Pro Ala Leu His Ser Ala Ser Tyr Leu Glu Lys Asp 

9 ° 95 100 

cag ccc att gag tgt ccc tec aga tec caa gaa gag etc tgt gaa gca 452 
Gin Pro He Glu Cys Pro Ser Arg Ser Gin Glu Glu Leu Cys Glu Ala 
105 110 115 



260 



308 



404 



456 



945 



<220> 
<221> CDS 
<222> 99. .470 



<400> 1401 

ctttctctgt tcgcgatgtg acgtaacgcg cctgcggact gggcccagct tgtcctctat 60 
gacttaccca gaaggcaacg cttctctttc tggtcaaa atg get ggt aag cag gec 116 

Met Ala Gly Lys Gin Ala 
1 5 

gtt tea gca tea ggc aag tgg ctg gat ggt att cga aaa tgg tat tac 164 
Val Ser Ala Ser Gly Lys Trp Leu Asp Gly lie Arg Lys Trp Tyr Tyr 

10 15 20 

aat get gca gga ttc aat aaa ctg ggg tta atg cga gat gat aca ata 212 
Asn Ala Ala Gly Phe Asn Lys Leu Gly Leu Met Arg Asp Asp Thr He 

25 30 35 

tac gag gat gaa gat gta aaa gaa gee ata aga aga ctt cct gag aac 2 60 

Tyr Glu Asp Glu Asp Val Lys Glu Ala He Arg Arg Leu Pro Glu Asn 
p 40 45 50 

J ctt tat aat gac agg atg ttt cgc att aag agg gca ctg gac ctg aac 308 
J Leu T Y r Asn Asp Arg Met Phe Arg He Lys Arg Ala Leu Asp Leu Asn 
H 55 60 65 70 

ttg aag cat cag ate ttg cct aaa gag cag tgg acc aaa tat gaa gag 356 
Leu Lys His Gin He Leu Pro Lys Glu Gin Trp Thr Lys Tyr Glu Glu 
75 80 85 

%S gta gca cag ctt tat eta cct gac agt gtt get cat taw gga tgg agt 404 
yg Val Ala Gin Leu Tyr Leu Pro Asp Ser Val Ala His Xaa Gly Trp Ser 
= 90 95 100 

q ttt aga rac aag aga aac atg ttc att tgc ata gtg tta gag ttc tct 452 
«s Phe Arg Xaa Lys Arg Asn Met Phe He Cys He Val Leu Glu Phe Ser 
Wi 105 110 115 

^ gag tea tgt caa ata aat a 471 
+• Glu Ser Cys Gin He Asn 
O 120 

Q 

<210> 1402 

<211> 254 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 40 . .252 



<400> 1402 

ctctctttcc ggtgtggagt ctggagacga cgtgcagaa atg gca cct cga aag 

Met Ala Pro Arg Lys 
1 5 
ggg aag gaa aag aag gaa gaa cag gtc ate age etc gga cct cag gtg 
Gly Lys Glu Lys Lys Glu Glu Gin Val He Ser Leu Gly Pro Gin Val 

10 15 20 

get gaa gga gag aat gta ttt ggt gtc tgc cat ate ttt gca tec ttc 
Ala Glu Gly Glu Asn Val Phe Gly Val Cys His He Phe Ala Ser Phe 



946 



* % 



25 30 



35 



aat gac act ttg tec akg tea ctg ate ttt ckg gca agt gag tac ctg 
Asn Asp Thr Leu Ser Xaa Ser Leu He Phe Xaa Ala Ser Glu Tyr Leu 



40 45 



50 



gac ggg ct 
Asp Gly 
70 



198 



ggt gga gag gca tec age tgg caa aag get gag gaa ggc aat ggc tgg 24 6 

Gly Gly Glu Ala Ser Ser Trp Gin Lys Ala Glu Glu Gly Asn Gly Trp 
55 60 65 



254 



<210> 1403 

<211> 679 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .678 



<400> 1403 

gtgatgacgt caggccccgg geaggceggg agtggcgtgc tgggcgtgcg eggctgeggt 60 
acggcgtgtt ggtcccagcg gttcagctga ggtagggacg tgctgtaggc egga atg 117 

Met 

tta ccg get gtt gga tct gyg gat gag gar gag gat cct gcg gag gag 165 
Leu Pro Ala Val Gly Ser Xaa Asp Glu Glu Glu Asp Pro Ala Glu Glu 

5 10 15 

gat tgt cct gaa ttg gtt ccc att gag acg acg caa age gag gag gag 213 
Asp Cys Pro Glu Leu Val Pro He Glu Thr Thr Gin Ser Glu Glu Glu 

2° 25 30 

gaa aag tct ggc etc ggc gec aag ate cca gtc aca att ate acc ggg 261 
Glu Lys Ser Gly Leu Gly Ala Lys He Pro Val Thr lie He Thr Gly 

35 40 45 

tat tta ggt get ggg aag aca aca ctt ctg aac tat att ttg aca gag 309 
Tyr Leu Gly Ala Gly Lys Thr Thr Leu Leu Asn Tyr He Leu Thr Glu 
50 55 60 65 

caa cat agt aaa aga gta gcg gtc att tta aat gaa tyt ggg gaa gga 357 
Gin His Ser Lys Arg Val Ala Val He Leu Asn Glu Xaa Gly Glu Gly 

70 75 80 

agt gcg ctg gag aaa tec tta get gtc age caa ggt gga gag etc tat 405 
Ser Ala Leu Glu Lys Ser Leu Ala Val Ser Gin Gly Gly Glu Leu Tyr 

85 90 95 

gaa gag tgg ctg gaa ctt aga aac ggt tgc etc tgc tgt tea gtg aag 453 
Glu Glu Trp Leu Glu Leu Arg Asn Gly Cys Leu Cys Cys Ser Val Lys 

100 105 no 

gac aat ggc ctt aga get att gag aat ttg atg caa aag aag ggg aaa 501 
Asp Asn Gly Leu Arg Ala He Glu Asn Leu Met Gin Lys Lys Gly Lys 

115 120 125 

ttt gat tac ata ctg tta gag acc act gga ttg gca gac cca ggt gca 54 9 

Phe Asp Tyr He Leu Leu Glu Thr Thr Gly Leu Ala Asp Pro Gly Ala 
130 135 140 145 

gtg get tct atg ttt tgg gtt gat get gaa tta ggg agt gat att tac 597 



947 



Val Ala Ser Met Phe Trp Val Asp Ala Glu Leu Gly Ser Asp He Tyr 

150 155 160 

ctt gat ggt ate ata act ata gtg gat tea aaa tat gga tta aaa cat 645 
Leu Asp Gly He He Thr He Val Asp Ser Lys Tyr Gly Leu Lys His 

165 170 175 

tta gca gaa gag aaa cct gat ggc ctt ate aat g 6 79 
Leu Ala Glu Glu Lys Pro Asp Gly Leu He Asn 
180 185 

<210> 1404 

<211> 534 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 339. .533 

'% <400> 1404 

~ acacagtgtt catcccctca ggaggataca gcttttgagg taccatcttg gaagcagaga 60 
tL cca 9 acctca ctagacacaa acttcctggc accttgattt tggacttcat agectctaga 120 
= actgtgctgg gaagacaaca cttctgaact atattttgac agagcaacat agtaaaagag 180 

W tageggtcat tttaaatgaa tttggggaag gaagtgcgct ggagaaatcc ttagctgtca 240 
%y gccaaggtgg agagctctat gaagagtggc tggaacttag aaacggttgc ctctgctgtt 300 
C= cagtgaagga caatggcett agagctattg agaatttg atg caa aag aag ggg aaa 356 
^ Met Gin Lys Lys Gly Lys 

» 1 5 

p ttt gat tac ata ctg tta gag acc act gga ttg gca gac cca ggt gca 404 

Phe Asp Tyr He Leu Leu Glu Thr Thr Gly Leu Ala Asp Pro Gly Ala 
fH 1° 15 2 0 

e £ gtg get tct atg ttt tgg gtt gat get gaa tta ggg agt gat att tac 452 
I Val Ala Ser M et Phe Trp Val Asp Ala Glu Leu Gly Ser Asp He Tyr 
S 25 30 35 

W ctt gat ggt ate ata act ata gtg gat tea aaa tat gga tta aaa cat 500 
Leu Asp Gly He He Thr He Val Asp Ser Lys Tyr Gly Leu Lys His 

40 45 50 

tta gca gaa gag aaa cct gat ggc ctt ate aat g 534 
Leu Ala Glu Glu Lys Pro Asp Gly Leu He Asn 
55 60 65 

<210> 1405 
<211> 323 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .321 



<400> 1405 

gtgatgacgt caggccccgg geaggceggg agtggcgtgc tgggcgtgcg eggctgeggt 
acggcgtgtt ggtcccagcg gttcagctga ggtagggacg tgctgtaggc egga atg 



948 



tta ccg get gtt gga tct 
Leu Pro Ala Val Gly Ser 
5 

gat tgt cct gaa ttg gtt 
Asp Cys Pro Glu Leu Val 
20 

gaa aag tct ggc etc ggc 
Glu Lys Ser Gly Leu Gly 
35 

tat tta ggt get ggg ate 
Tyr Leu Gly Ala Gly He 
50 55 
cat ttc agg egg gt 
His Phe Arg Arg 



gcg gat gag gag gag gat 
Ala Asp Glu Glu Glu Asp 
10 

ccc atg gag acg acg caa 
Pro Met Glu Thr Thr Gin 
25 

gec aag ate cca gtc aca 
Ala Lys He Pro Val Thr 
40 45 
fct 9 gcg ccg agg cca gam 
Leu Ala Pro Arg Pro Xaa 
60 



Met 
1 

cct gcg gag gag 165 
Pro Ala Glu Glu 
15 

age gag gag gag 213 

Ser Glu Glu Glu 

30 

att ate acc ggg 261 
He He Thr Gly 

ttt tec tec tec 309 
Phe Ser Ser Ser 
65 

323 





<210> 


1406 




<211> 


421 


m 


<212> 
<213> 


DNA 
Homo 


He 


<220> 




%M 


<221> 


CDS 


■ 


<222> 


43 . .< 



420 

s <400> 1406 

O acgtgatgcg ccgggagcgt catcgcctcc tccctcccca ag atg gcg tec ttg 54 
fU Met Ala Ser Leu 

ru i 

£ ctg cag teg gac egg gtt etc tat eta gtc cag gga gaa aag aag gtt 102 
^ Leu Gin Ser Asp Arg Val Leu Tyr Leu Val Gin Gly Glu Lys Lys Val 
S 5 10 15 20 

3 egg gee ccg etc teg caa etc tac ttc tgc cgc tat tgt age gaa ctg 150 
Arg Ala Pro Leu Ser Gin Leu Tyr Phe Cys Arg Tyr Cys Ser Glu Leu 

25 30 35 

egg teg ctg gaa tgt gtg tct cac gag gtg gac tec cat tat tgt ccc 198 
Arg Ser Leu Glu Cys Val Ser His Glu Val Asp Ser His Tyr Cys Pro 

40 45 50 

agt tgt tta gaa aat atg cca teg get gaa gee aaa eta aaa aag aat 246 
Ser Cys Leu Glu Asn Met Pro Ser Ala Glu Ala Lys Leu Lys Lys Asn 

55 60 65 

aga tgt gec aat tgt ttt gac tgt cct ggc tgc atg cac rsc etc tct 2 94 

Arg Cys Ala Asn Cys Phe Asp Cys Pro Gly Cys Met His Xaa Leu Ser 

70 75 80 

act egg gec acg age ate tec aca cag ctt cca gat gac cca gee aag 342 
Thr Arg Ala Thr Ser He Ser Thr Gin Leu Pro Asp Asp Pro Ala Lys 
85 90 95 100 

acc acc atg aag nna gee tat tac ctg gca tgt gga ttn wgt cgc tgg 390 
Thr Thr Met Lys Xaa Ala Tyr Tyr Leu Ala Cys Gly Xaa Xaa Arg Trp 

105 110 115 

acg tct aga gat gtg ggc atg gca gac aaa t 42 i 
Thr Ser Arg Asp Val Gly Met Ala Asp Lys 



949 



120 125 

<210> 1407 

<211> 497 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 204 . .497 



<400> 1407 

gcgtgtggga ggggcgggtg cggggagggg cgcgcgtgcg tggggaggtg tgtgtgctga 60 
gatcagtgtg aacatggtta cgcctcttca ttcccgtcca tgccgagccc ccgactgcag 120 
cattcaaagc ccccacggag gtggaggcgk gtgtgagagg tcgcgsagag tgtgaacatg 180 
gctacgcctc ttcattcccg tec atg ccg age ccc cga ctg cag cat tea aag 233 

Met Pro Ser Pro Arg Leu Gin His Ser Lys 
O 1 5 io 

ccc cca c 99 a 99 ttg age egg gca cag aaa cac age age ggg age age 281 
Pro Pro Arg Arg Leu Ser Arg Ala Gin Lys His Ser Ser Gly Ser Ser 
!5 20 25 

us a9C aCt 9CC aaC aga tCt aCa Cac aat S a 9 ct 9 9 aa aa 9 aat 32 9 

Asn Thr Ser Thr Ala Asn Arg Ser Thr His Asn Glu Leu Glu Lys Asn 

^ 30 35 40 

Ui cga cga get cat ctg cgc ctt tgt tta gaa cgc tta aaa gtt ctg att 377 

%p Arg Arg Ala His Leu Arg Leu Cys Leu Glu Arg Leu Lys Val Leu He 
s 45 50 55 

g cca eta gga cca gac tgc ace egg cac aca aca ctt ggt ttg etc aac 425 

pj Pro Leu Gly Pro Asp Cys Thr Arg His Thr Thr Leu Gly Leu Leu Asn 
fy 60 65 70 

^ aaa gee aaa gca cac ate aag aaa ctt gaa gaa get gaa aga aaa age 473 

% Lys Ala Lys Ala His He Lys Lys Leu Glu Glu Ala Glu Arg Lys Ser 

% 75 80 85 90 

W cag cac cag etc gag aat ttg gaa 497 
Gin His Gin Leu Glu Asn Leu Glu 
95 



<210> 1408 

<211> 410 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 187. .408 



<400> 1408 

agagtttcct gcccaccatc tttgtccctg gcaaagtggg ttttgcgcag tggcttagac 
ctagaaaaga ategtgaegg gcaggaaacc attacaccac cacctgggct gtgctctccg 
gctcccgccg ccacccccgc cctcgccttc gcctccgcct ccggtgcaca ttaaagatcc 
aaagtc atg act gac tec aag tat ttc aca acc aat aaa aaa gga gaa 
Met Thr Asp Ser Lys Tyr Phe Thr Thr Asn Lys Lys Gly Glu 



950 



1 5 10 

ata ttt raa eta aaa get gaa etc aac aat gaa aag aaa gaa aag aga 276 
He Phe Xaa Leu Lys Ala Glu Leu Asn Asn Glu Lys Lys Glu Lys Arg 
15 20 25 30 

aag gag get gtg aag aaa gtg att gey get atg ace gtg ggg aag gat 324 
Lys Glu Ala Val Lys Lys Val He Ala Ala Met Thr Val Gly Lys Asp 

35 40 45 

gtt agt tct etc ttt cca gac gta gtg aac tgt atg cag act gac aat 372 
Val Ser Ser Leu Phe Pro Asp Val Val Asn Cys Met Gin Thr Asp Asn 

50 55 eo 

ctg gaa cga gag aac twn cat cct tec cca egg tea ta 410 
Leu Glu Arg Glu Asn Xaa His Pro Ser Pro Arg Ser 
65 70 

<210> 1409 
<211> 286 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> CDS 
<222> 118 . .285 



W <400> 1409 

m acgtctcctc atgtgatgcg agggctattt aaagcggcag cccgggcagg gagccgccgt 60 
y cggagccctt gcacgcctgc tctcttgtag cttctctcag cctagcccag catcact 117 
» atg gtg gac get ttc ctg ggc ace tgg aag eta gtg gac age aag aat 165 

q Met Val Asp Ala Phe Leu Gly Thr Trp Lys Leu Val Asp Ser Lys Asn 
ry I 5 10 1 5 

fd ttc gat gac tac atg aag tea etc ggt gtg ggt ttt get ace agg cag 213 
-£ Phe Asp Asp Tyr Met Lys Ser Leu Gly Val Gly Phe Ala Thr Arg Gin 
ST 20 25 30 

« gtg gec age atg acc aag cct ace aca ate ate gaa aag aat ggg gac 
U Val Ala Ser Met Thr Lys Pro Thr Thr He He Glu Lys Asn Gly Asp 
35 40 45 

att etc acc eta aaa aca cac age a 

He Leu Thr Leu Lys Thr His Ser 
50 55 

<210> 1410 
<211> 350 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 122. .349 



261 



286 



<400> 1410 

agaagggctc caggatggag gccgacctga cttctccgcc tcggtgggct gggteggegg 
ctggagcatt acccctactg cgggtcccgc tgctggcagc gctggaaact gggtggacgg 
c atg ggt tgg tct cag gat ttg ttc cgc gec ttg tgg aga teg ctg tea 



951 



~3~ 

LP, 



Met Gly Trp Ser Gin Asp Leu Phe Arg Ala Leu Trp Arg Ser Leu Ser 
1 5 10 15 

agg gaa gtg aag gag cac gtg ggc acg gac caa ttc ggg aac aaa tac 217 
Arg Glu Val Lys Glu His Val Gly Thr Asp Gin Phe Gly Asn Lys Tyr 

20 25 30 

tac tac ate ccg cag tac aag aac tgg aga gga caa act att cga gag 265 
Tyr Tyr He Pro Gin Tyr Lys Asn Trp Arg Gly Gin Thr He Arg Glu 

35 40 45 

aaa aga att gta gaa gca gca aat aaa aaa gaa gta gac tat gaa gca 313 
Lys Arg He Val Glu Ala Ala Asn Lys Lys Glu Val Asp Tyr Glu Ala 

50 55 60 

999 gat att cca aca gaa tgg gaa get tgg att aga a 350 
Gly Asp He Pro Thr Glu Trp Glu Ala Trp He Arg 
65 70 75 

<210> 1411 

<211> 375 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 169. .375 



J3 <400> 1411 

C 1 acagecgagg gcactatggt aagacgagcg cgctggccgg gaggegekge gaggegagaa 60 
aagccccccg cacggccccg ggagtgaggc cgecatttta acctgatttt ggcctycaag 12 0 
g gcttctggag ttacagtgaa tgatgaagtc atcaaagttt ttaatgat atg aaa gta 177 
fU Met Lys Val 

fy 1 

agg aaa tct tct aca caa gag gag ate aaa aag aga aag aaa gca gtt 
Arg Lys Ser Ser Thr Gin Glu Glu He Lys Lys Arg Lys Lys Ala Val 

5 10 15 

etc ttc tgt tta age gat gac aaa aga caa ata att gta gag gaa gca 
Leu Phe Cys Leu Ser Asp Asp Lys Arg Gin He He Val Glu Glu Ala 
20 25 30 35 

aag cag ate ttg gtg ggt gac att ggt gat act gta gag gac ccc tac 321 
Lys Gin He Leu Val Gly Asp He Gly Asp Thr Val Glu Asp Pro Tyr 

40 45 50 

aca tct ttt gtg aag ttg eta cct ctg aat gat tgc cga tat get ttg 369 
Thr Ser Phe Val Lys Leu Leu Pro Leu Asn Asp Cys Arg Tyr Ala Leu 
55 60 65 

tac gat 
Tyr Asp 



225 



273 



375 



<210> 1412 

<211> 321 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 62 . . 319 



952 



<400> 1412 

ctcctcccag tgccacagag ccgaagcccg agctgccgcc gcagccacag ccgagggcac 60 
t atg get tct gga gtt aca gtg aat gat gaa gtc ate aaa gtt ttt aat 109 
Met Ala Ser Gly Val Thr Val Asn Asp Glu Val He Lys Val Phe Asn 
1 5 10 15 

gat atg aaa gta agg aaa tct tct aca caa gag gag ate aaa aag aga 157 
Asp Met Lys Val Arg Lys Ser Ser Thr Gin Glu Glu He Lys Lys Arg 

20 25 30 

aag aaa gca gtt etc ttc tgt tta age gat gac aaa aga caa ata att 205 
Lys Lys Ala Val Leu Phe Cys Leu Ser Asp Asp Lys Arg Gin He He 

35 40 45 

gta gag gaa gca aag cag ate ttg gtg ggt gac att ggt gat act gta 253 
Val Glu Glu Ala Lys Gin He Leu Val Gly Asp He Gly Asp Thr Val 

50 55 60 

gag gac ccc tac aca tct ttt gtg aag ttg eta cct ctg aat gat tgc 301 
Glu Asp Pro Tyr Thr Ser Phe Val Lys Leu Leu Pro Leu Asn Asp Cys 
65 70 75 80 

cga tat get ttg tac gat gc 321 
U! Arg Tyr Ala Leu Tyr Asp 
L' 85 



<210> 1413 

<211> 279 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56. .277 



<400> 1413 

acattttctc ggccctgcca gcccccagga ggaaggtggg tctgaatcta gcacc atg 58 

Met 
1 

acg gaa eta gag aca gee atg ggc atg ate ata gac gtc ttt tec cga 106 
Thr Glu Leu Glu Thr Ala Met Gly Met He He Asp Val Phe Ser Arg 

5 10 15 

tat teg ggc age gag ggc age acg cag ace ctg ace aag ggg gag etc 154 
Tyr Ser Gly Ser Glu Gly Ser Thr Gin Thr Leu Thr Lys Gly Glu Leu 

20 25 30 

aag gtg ctg atg gag aag gag eta cca ggc ttc ctg cag agt gga aaa 2 02 

Lys Val Leu Met Glu Lys Glu Leu Pro Gly Phe Leu Gin Ser Gly Lys 

35 40 45 

gac aag gat gee gtg gat aaw ttg etc aag gac ctg gac gee aat gga 250 
Asp Lys Asp Ala Val Asp Xaa Leu Leu Lys Asp Leu Asp Ala Asn Gly 
50 55 60 65 

gat gec cag gtg gac ttc agt gag ttc at 279 
Asp Ala Gin Val Asp Phe Ser Glu Phe 
70 



<210> 1414 



953 



<211> 378 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . .376 



<400> 1414 

acattttctc ggccctgcca gcccccagga ggaaggtggg tctgaatcta gcacc atg 58 

Met 
1 

acg gaa eta gag aca gec atg ggc atg ate ata gac gtc ttt tec cga 106 
Thr Glu Leu Glu Thr Ala Met Gly Met He He Asp Val Phe Ser Arg 

5 10 15 

tat teg ggc age gag ggc age acg cag acc ctg ace aag ggg gag etc 154 
Tyr Ser Gly Ser Glu Gly Ser Thr Gin Thr Leu Thr Lys Gly Glu Leu 
O 20 25 30 

aa 9 STtg ct 9 atg gag aag gag eta cca ggc ttc ctg cag gtg age cag 2 02 

Lys Val Leu Met Glu Lys Glu Leu Pro Gly Phe Leu Gin Val Ser Gin 

35 40 45 

gee ggc agt get gga etc age ggg ggc tgg gga aga agg gga agg cgt 250 
Ala Gly Ser Ala Gly Leu Ser Gly Gly Trp Gly Arg Arg Gly Arg Arg 
50 55 60 65 

ggc agg cag agg get gag age tgc ggt ggg gtc ggc ggt caa ggg get 2 98 

Gly Arg Gin Arg Ala Glu Ser Cys Gly Gly Val Gly Gly Gin Gly Ala 

70 75 80 

cag agg caa gag gga cag ate ctg aaa tgc cct gga age cca gee aag 346 
Gin Arg Gin Glu Gly Gin He Leu Lys Cys Pro Gly Ser Pro Ala Lys 

85 90 95 

gaa egg acc cac cct ggc ata aag gca ggg gg 378 
Glu Arg Thr His Pro Gly He Lys Ala Gly 
100 105 



in 



Bit 



Q 



<210> 1415 
<211> 279 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 116. .277 



<400> 1415 

ttcccggcct gggectttta teteggtget geegggggag gegggaggag gagacaccag 60 
gggtggccct gagcgccggc gacacctttc ctggactata aattgagcac ctggg atg 118 

Met 
1 

ggt agg ggg cca acg cag tea ccg ccg tec gca gtc aca gtc cag cca 166 
Gly Arg Gly Pro Thr Gin Ser Pro Pro Ser Ala Val Thr Val Gin Pro 

5 10 15 

ctg acc gca gca gcg ccc ttg cgt asa gey get tgc age gag aac act 214 



954 



Leu Thr Ala Ala Ala Pro Leu Arg Xaa Ala Ala Cys Ser Glu Asn Thr 

20 25 30 

gaa ttg cca acg age agg aga gtc tea agg cgc aag asg agg cca ggg 2 62 

Glu Leu Pro Thr Ser Arg Arg Val Ser Arg Arg Lys Xaa Arg Pro Gly 

35 40 45 

etc gac cca cag age ac 279 
Leu Asp Pro Gin Ser 
50 



<210> 1416 

<211> 644 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 305 . . 643 



60 



397 



sJJ <400> 1416 

yF| atagcaacct ecaatgeatg aaggaaactc cgtttacaca tgetegtagg atcccctgcg 
L*" tggaaacagc agcttgtctc tgactacccg gaggacatgg agcaccccaa ataggaactt 120 
y tagagggatt gaaatctgtt gcctgttcca ctaggaatat tgtttgcaag gcacaaggtg 180 
^ tcttttggta gtgagegege tetgegcatg cgcaggtcca ttegggaatt actgcccagc 240 
agecgactaa gttgeattec ttgaatcttc gcagaaaaga caattctttt aatcagagtt 300 
agta atg tgg aca gta caa aat cga gag agt ctg ggg ctt etc tct ttc 349 
Met Tr P Th r Val Gin Asn Arg Glu Ser Leu Gly Leu Leu Ser Phe 

~ 1 5 10 15 

u cct gtg atg att acc atg gtc tgt tgt gca cac age acc aat gaa ccc 

fy Pro Val Met lie Thr Met Val Cys Cys Ala His Ser Thr Asn Glu Pro 

20 25 30 

age aac atg tea tac gtg aaa gag aca gtg gac aga ttg etc aaa gga 445 

Ser Asn Met Ser Tyr Val Lys Glu Thr Val Asp Arg Leu Leu Lys Gly 

35 40 45 

tat gac att cgc ttg egg ccg gac ttc gga ggg ccc ccc gtc gac gtt 493 

Tyr Asp He Arg Leu Arg Pro Asp Phe Gly Gly Pro Pro Val Asp Val 

50 55 60 

ggg atg egg ate gat gtc gee age ata gac atg gtc tec gaa gtg aat 541 

Gly Met Arg He Asp Val Ala Ser He Asp Met Val Ser Glu Val Asn 

65 70 75 

atg gtg agt ggc etc ccg agg ggc ccg gcg gtt egg ctt acg cag atg 589 

Met Val Ser Gly Leu Pro Arg Gly Pro Ala Val Arg Leu Thr Gin Met 
80 85 90 95 

gga aat gga cag gtc cct ttg ccc tct gcg ttt cat tgg egg tea set 637 

Gly Asn Gly Gin Val Pro Leu Pro Ser Ala Phe His Trp Arg Ser Xaa 

100 105 110 

cgc ccc t 644 
Arg Pro 



<210> 1417 

<211> 315 

<212> DNA 

<213> Homo sapiens 



955 



<220> 
<221> CDS 
<222> 138. .314 



yy 



ru 

ry 



<400> 1417 

agctttgggg ttgtccctgg acttgtcttg gttccagaac ctgacgaccc ggcgacggcg 60 
acgtctcttt tgactaaaag acagtgtcca gtgctccagc ctaggagtct acggggaccg 12 0 
cctcccgcgc cgmcacc atg ccc aac ttc tct ggc aac tgg aaa ate ate 170 

Met Pro Asn Phe Ser Gly Asn Trp Lys lie lie 
15 10 
cga teg gaa aac ttc gag gaa ttg etc aaa gtg ctg ggg gtg aat gtg 218 
Arg Ser Glu Asn Phe Glu Glu Leu Leu Lys Val Leu Gly Val Asn Val 

15 20 25 

atg ctg agg aag att get gtg get gca gcg tec aag cca gca gtg gag 266 
Met Leu Arg Lys He Ala Val Ala Ala Ala Ser Lys Pro Ala Val Glu 

30 35 40 

ate aaa cag gag gga grs act ttc tac ate aaa acc tec acc acc gtg c 315 
O He Lys Gin Glu Gly Xaa Thr Phe Tyr He Lys Thr Ser Thr Thr Val 
,H 45 50 55 



<210> 1418 

<211> 430 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 32 . .430 



<400> 1418 

gctggcccgt ttccggtccg gtgggtacaa g atg acg gag ccg ggc gee tct 52 

Met Thr Glu Pro Gly Ala Ser 
1 5 

ccc gag gac cct tgg gtc aag gtg gag tat gee tac age gac aac age 100 
Pro Glu Asp Pro Trp Val Lys Val Glu Tyr Ala Tyr Ser Asp Asn Ser 

10 15 20 

ctg gac ccc ggg ctt ttt gta gaa age acc cgc aag ggn agt gta gtg 14 8 

Leu Asp Pro Gly Leu Phe Val Glu Ser Thr Arg Lys Gly Ser Val Val 

25 30 35 

tec aga get aat age ate ggt tec acc agt gee tct tct gtc ccc aac 196 
Ser Arg Ala Asn Ser He Gly Ser Thr Ser Ala Ser Ser Val Pro Asn 
40 45 50 55 

aca gat gat gag gac agt gat tac cac cag gag gee tac aag gag tec 244 
Thr Asp Asp Glu Asp Ser Asp Tyr His Gin Glu Ala Tyr Lys Glu Ser 

60 65 70 

tac aaa gac egg egg egg cgc gca cac act cag get gag cag aag agg 2 92 

Tyr Lys Asp Arg Arg Arg Arg Ala His Thr Gin Ala Glu Gin Lys Arg 

75 80 85 

agg gac gee ate aag aga ggc tat gat gac ctt cag acc ate gtc ccc 340 
Arg Asp Ala He Lys Arg Gly Tyr Asp Asp Leu Gin Thr He Val Pro 

90 95 100 

act tgc cag cag cag gac ttc tec att ggc tec caa aag etc age aaa 388 



956 



Thr Cys Gin Gin Gin Asp Phe Ser He Gly Ser Gin Lys Leu Ser Lys 

105 no 115 

gcc ate gtt eta caa aag acc att gac tac att cag ttt ttg 

Ala He Val Leu Gin Lys Thr He Asp Tyr He Gin Phe Leu 

12 0 125 130 

<210> 1419 

<211> 461 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 70 . .459 



303 



<400> 1419 

^ gctaccgccg ccgccgccgc tgcgcctgct gctcctcgcc gtccgcgctg cagtgcgaag 60 
U ggctcgaag atg gcc ggt tgg cag age tac gtg gat aac ctg atg tgc gat ill 

Met Ala Gly Trp Gin Ser Tyr Val Asp Asn Leu Met Cys Asp 
Ifl 1 5 10 

^ ggc tgc tgc cag gag gcc gcc att gtc ggc tac tgc gac gcc aaa tac 159 
iit Gly Cys Cys Gin Glu Ala Ala He Val Gly Tyr Cys Asp Ala Lys Tyr 

Jrt 15 20 25 30 

/? gtc tgg gca gcc acg gcc ggg ggc gtc ttt cag age att acg cca ata 2 07 

J Val Tr P A la Ala Thr Ala Gly Gly Val Phe Gin Ser He Thr Pro He 

35 40 45 

3^ gaa ata gat atg att gta gga aaa gac egg gaa ggt ttc ttt acc aac 2 55 

y Glu He Asp Met He Val Gly Lys Asp Arg Glu Gly Phe Phe Thr Asn 
fU 50 55 60 

ry ggt ttg act ctt ggc gcg aag aaa tgc tea gtg ate aga gat agt eta 
£ Gly Leu Thr Leu Gly Ala Lys Lys Cys Ser Val He Arg Asp Ser Leu 
|5* 65 70 75 

S tac 9 tc 9 at ggt gac tgc aca atg gac ate egg aca aag agt caa ggt 351 
^ Tyr Val Asp Gly Asp Cys Thr Met Asp He Arg Thr Lys Ser Gin Gly 
80 85 90 

ggg gag cca aca tac aat gtg get gtc ggc aga get ggt aga gtc ttg 3 99 

Gly Glu Pro Thr Tyr Asn Val Ala Val Gly Arg Ala Gly Arg Val Leu 
95 100 105 110 

gtc ttt gta atg gga aaa gaa ggg gtc cat gga ggc gga ttg aat aag 447 
Val Phe Val Met Gly Lys Glu Gly Val His Gly Gly Gly Leu Asn Lys 

115 120 125 

aag gca tac tea at 

Lys Ala Tyr Ser 

130 

<210> 1420 
<211> 296 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 124 . .294 



461 



957 




<400> 1420 

cttttctgtg ttcctggccc gcggccgtcg ggtgtgagct gcgccgaccg ctctgagggt 60 
tcgtggccca ccgctccttc gcggtccctg ccgccaccgt ccacgctcag cgttgtagag 120 
aag atg gtg ggt egg aac age gec ate gee gee ggt gta tgc ggg gee 168 
Met Val Gly Arg Asn Ser Ala He Ala Ala Gly Val Cys Gly Ala 
15 10 15 

ctt ttc att ggg tac tgc ate tac ttc gac cgc aaa aga cga agt gac 216 
Leu Phe He Gly Tyr Cys He Tyr Phe Asp Arg Lys Arg Arg Ser Asp 

20 25 30 

ccc aac ttc aag aac agg ctt cga gaa cga aga aag aaa cag aag ctt 264 
Pro Asn Phe Lys Asn Arg Leu Arg Glu Arg Arg Lys Lys Gin Lys Leu 

35 40 45 

gec aag gag aga get ggg ctt tec aag tta cc 2 96 
Ala Lys Glu Arg Ala Gly Leu Ser Lys Leu 
50 55 





<210> 


1421 




. vh. 
%f 

y ; 


<211> 


484 




<212> 


DNA 






<213> 


Homo 


sapiens 




<220> 
<221> 
<222> 


CDS 
106. 


483 



<400> 1421 

gtcagaaegg cggccaggac geeggaegtg cggcagttgc aggegagcag gegaggaate 60 
gccgtggcgt cttggtgttc tccacgctgg ttcgcaggtg aagag atg gcg ttt gtg 117 

Met Ala Phe Val 

1 

aag agt ggc tgg ttg ctg cga cag agt act att ttg aag cgc tgg aag 165 

Lys Ser Gly Trp Leu Leu Arg Gin Ser Thr He Leu Lys Arg Trp Lys 

5 10 15 20 

aag aac tgg ttt gat ctg tgg teg gat ggt cac ctg ate tat tat gat 213 

Lys Asn Trp Phe Asp Leu Trp Ser Asp Gly His Leu He Tyr Tyr Asp 

25 30 35 

gac cag act egg cag aat ate gag gat aag gtc cac atg cca atg gac 261 
Asp Gin Thr Arg Gin Asn He Glu Asp Lys Val His Met Pro Met Asp 

4 0 45 50 

tgc ate aac ate cgc acg ggg cag gaa tgt egg gat act cag ccc ccg 309 
Cys He Asn lie Arg Thr Gly Gin Glu Cys Arg Asp Thr Gin Pro Pro 

55 60 65 

gat gga aag tea aaa gac tgc atg etc cag att gtt tgt cga gat ggg 357 
Asp Gly Lys Ser Lys Asp Cys Met Leu Gin He Val Cys Arg Asp Gly 

7 0 75 80 

aaa aca att agt ctt tgt gca gaa age aca gat gat tgc ttg gee tgg 4 05 

Lys Thr He Ser Leu Cys Ala Glu Ser Thr Asp Asp Cys Leu Ala Trp 
85 90 95 100 

aaa ttt aca etc caa gat tct agg aca aac aca gcg tat gtg ggc tct 453 
Lys Phe Thr Leu Gin Asp Ser Arg Thr Asn Thr Ala Tyr Val Gly Ser 
105 110 115 



958 



gca gtc atg acc gat gag aca tec gtg gtt t 484 
Ala Val Met Thr Asp Glu Thr Ser Val Val 
120 125 

<210> 1422 

<211> 507 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 29. .505 



100 



148 



196 



292 



<400> 1422 

agattctctt ccgtcgcaga gtttcgee atg gec egg ggc ccc aag aag cac 52 

Met Ala Arg Gly Pro Lys Lys His 
1 5 
tta aag cgt gtt gca gcg ccg aag cat tgg atg ctt gac aaa eta acg 
Leu Lys Arg Val Ala Ala Pro Lys His Trp Met Leu Asp Lys Leu Thr 

10 15 20 

ggt gta ttt gca cct cgt cca teg aca ggt ccc cac aag ctg agg gaa 
i; . Gly Val Phe Ala Pro Arg Pro Ser Thr Gly Pro His Lys Leu Arq Glu 
2 25 30 35 40 

^ tgt ctt cct ctg ate gtc ttc etc agg aat aga etc aag tat gcg ttg 
Ujj Cys Leu Pro Leu He Val Phe Leu Arg Asn Arg Leu Lys Tyr Ala Leu 
"^0 45 50 55 

s act gga gat gag gta aag aag ata tgt atg caa cgt ttc ate aaa att 244 

O Thr G1 y As P Glu Val Lys Lys He Cys Met Gin Arg Phe He Lys He 
fU 60 65 70 

ry gat ggc aag gtt cga gtg gat gtc aca tac cct get gga ttc atg gat 
£ Asp Gly Lys Val Arg Val Asp Val Thr Tyr Pro Ala Gly Phe Met Asp 

75 80 85 

^ gtc ate age ate gag aag aca ggt gaa cat ttc cgc ctg gtc tat gac 34 0 

M Val He Ser He Glu Lys Thr Gly Glu His Phe Arg Leu Val Tyr Asp 
90 95 100 

acc aag ggc cgt ttt get gtt cac cgc ate aca gtg gaa gag gca aag 388 
Thr Lys Gly Arg Phe Ala Val His Arg He Thr Val Glu Glu Ala Lys 
105 HO 115 120 

tac aag ttg tgc aaa gtg agg aag att act gtg gga gtg aag gga ate 436 
Tyr Lys Leu Cys Lys Val Arg Lys He Thr Val Gly Val Lys Gly He 

125 130 135 

cct cac ctg gtg act cat gat get cga acc ate cgc tac cca gat cct 
Pro His Leu Val Thr His Asp Ala Arg Thr He Arg Tyr Pro Asp Pro 

140 145 150 

gtc ate aar gtg aac gat act gt 
Val He Lys Val Asn Asp Thr 
155 

<210> 1423 
<211> 443 
<212> DNA 

<213> Homo sapiens 



484 



507 



959 



<220> 
<221> CDS 
<222> 59. .442 



<400> 1423 

aactcccggc ttccaaccgc gcggasctct gccttggaga ttctcagtgc tgcggatc 58 

atg tec eta agg ggc age etc teg cgt etc etc cag acg cga gtg cat 106 

Met Ser Leu Arg Gly Ser Leu Ser Arg Leu Leu Gin Thr Arg Val His 

1 5 10 15 

tec ate ctg aag aaa tec gtc cac tec gtg get gtg ata gga gec ccg 154 

Ser He Leu Lys Lys Ser Val His Ser Val Ala Val He Gly Ala Pro 

20 25 30 

ttc tea caa ggg cag aaa aga aaa gga gtg gag cat ggt ccc get gec 202 
Phe Ser Gin Gly Gin Lys Arg Lys Gly Val Glu His Gly Pro Ala Ala 

35 40 45 

ata aga gaa get ggc ttg atg aaa agg etc tec agt ttg ggc tgc cac 250 
He Arg Glu Ala Gly Leu Met Lys Arg Leu Ser Ser Leu Gly Cys His 

50 55 60 

eta aaa gac ttt gga gat ttg agt ttt act cca gtc ccc aaa gat gat 298 
Leu Lys Asp Phe Gly Asp Leu Ser Phe Thr Pro Val Pro Lys Asp Asp 
65 70 75 80 

etc tac aac aac ctg ata gtg aat cca cgc tea gtg ggt ctt gee aac 346 
Leu Tyr Asn Asn Leu He Val Asn Pro Arg Ser Val Gly Leu Ala Asn 

85 90 95 

cag gaa ctg get gag gtg gtt age aga get gtg tea gat ggc tac age 3 94 

Gin Glu Leu Ala Glu Val Val Ser Arg Ala Val Ser Asp Gly Tyr Ser 

100 105 no 

tgt gtc aca ctg gga gga gay cac age ctg gca ate ggt ace att agt g 443 
Cys Val Thr Leu Gly Gly Asp His Ser Leu Ala He Gly Thr He Ser 
115 120 125 

<210> 1424 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . . 391 



<400> 1424 

gtcaaagaga aagggaaagg ageaagecag gaagecagae aacaacagca tcaaaacaag 60 
gctgtttctg tgtgtgagga actttgectg ggagataaaa ttagacctag agctttctga 12 0 
cagggagtct gaagcgtggg ac atg gac cgt tea ctg gga tgg caa ggg aat 172 

Met Asp Arg Ser Leu Gly Trp Gin Gly Asn 
1 5 10 

tct gtc cct gag gac agg act gaa get ggg ate aag cgt ttc ctg gag 220 
Ser Val Pro Glu Asp Arg Thr Glu Ala Gly He Lys Arg Phe Leu Glu 

15 20 25 

gac ace acg gat gat gga gaa ctg age aag ttc gtg aag gat ttc tea 268 
Asp Thr Thr Asp Asp Gly Glu Leu Ser Lys Phe Val Lys Asp Phe Ser 
30 35 40 



960 



gga aat gcg age tgc cac cca cca gag get aag acc tgg gca tec agg 316 
Gly Asn Ala Ser Cys His Pro Pro Glu Ala Lys Thr Trp Ala Ser Arg 

45 50 55 

ccc caa gtc ccg gag cca agg ccc cag rcc ccg gac etc tat gat gat 364 
Pro Gin Val Pro Glu Pro Arg Pro Gin Xaa Pro Asp Leu Tyr Asp Asp 

60 65 70 

gac ctg gag ttc aga ccc ccc teg egg 391 
Asp Leu Glu Phe Arg Pro Pro Ser Arg 
75 80 

<210> 1425 

<211> 485 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 28 . .483 



<400> 1425 

gagagtccag tgacteggea ggagaag atg gcg acc gtg tgg gat gag gee gag 54 
I4i Me t Ala Thr Val Trp Asp Glu Ala Glu 

;~ caa gat gga att ggg gag gag gtg etc aag atg tec acg gag gag ate 102 

'** Gin Asp Gly He Gly Glu Glu Val Leu Lys Met Ser Thr Glu Glu He 

^ 10 15 20 25 

^ ate cag cgc aca egg ctg ctg gac agt gag ate aag ate atg aag agt 150 

%j He Gin Arg Thr Arg Leu Leu Asp Ser Glu He Lys He Met Lys Ser 

fU 30 35 40 

fy gaa gtg ttg aga gtc acc cat gag etc caa gee atg aag gac aag ata 198 

^ Glu Val Leu Arg Val Thr His Glu Leu Gin Ala Met Lys Asp Lys He 

m 45 50 55 

p aaa gag aac agt gag aaa ate aaa gtg aac aag acc ctg ccg tac ctt 24 6 

Lys Glu Asn Ser Glu Lys He Lys Val Asn Lys Thr Leu Pro Tyr Leu 

60 65 70 

gtc tec aac gtc ate gag etc ctg gat gtt gat cct aat gac caa gag 294 
Val Ser Asn Val He Glu Leu Leu Asp Val Asp Pro Asn Asp Gin Glu 

75 80 85 

gag gat ggt gec aat att gac ctg gac tec cag agg aag ggc aag tgt 342 
Glu Asp Gly Ala Asn He Asp Leu Asp Ser Gin Arg Lys Gly Lys Cys 
90 95 100 105 

get gtg ate aaa acc tct aca cga cag acg tac ttc ctt cct gtg att 390 
Ala Val He Lys Thr Ser Thr Arg Gin Thr Tyr Phe Leu Pro Val He 

HO 115 120 

ggg ttg gtg gat get gaa aag cca aag cca gga gac ctg gtg ggt gtg 438 
Gly Leu Val Asp Ala Glu Lys Pro Lys Pro Gly Asp Leu Val Gly Val 

125 130 135 

aac aaa gac tec tat ctg ate ctg gag acg ctg ccc aca gag tat ga 485 
Asn Lys Asp Ser Tyr Leu He Leu Glu Thr Leu Pro Thr Glu Tyr 
140 145 150 

<210> 1426 
<211> 393 



961 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 150 . .392 



<400> 1426 

agtgtgtgcg gatctgtggt ggagaaggta tctcattcct ctctaacatc atctccactt 60 
tgcatctgtc tctcttagtc tgcttttttt ccaccgatgt aacagacctg gagccagcag 120 
gactcagagg aaaggactta atcaggttt atg tgt cct aaa ggt tat gaa gac 173 

Met Cys Pro Lys Gly Tyr Glu Asp 
1 5 

agt atg gag ttt cca gac cat agt aga cat ttg eta cag tgt ctg age 221 
Ser Met Glu Phe Pro Asp His Ser Arg His Leu Leu Gin Cys Leu Ser 

10 15 20 

gag cag aga cac cag ggt ttt ctt tgt gac tgc act gtt ctg gtg gga 269 
Glu Gin Arg His Gin Gly Phe Leu Cys Asp Cys Thr Val Leu Val Gly 
25 30 35 40 

gat gec cag ttc cga gcg cac cga get gta ctg get tea tgc age atg 317 
U As P Ala Gln Phe A ^9 Ala His Arg Ala Val Leu Ala Ser Cys Ser Met 

111 45 50 55 

tat ttc cac etc ttt tac aag gac cag ctg gac aaa aga gac att gtt 365 

^ Tyr Phe His Leu Phe Tyr Lys Asp Gin Leu Asp Lys Arg Asp He Val 
1? 60 65 70 

*0 cat ctg aac age gac att gtt aca gee c 393 

a His Leu Asn Ser Asp He Val Thr Ala 
O 75 80 

ru 

ry <210> 1427 

% <211> 359 



01 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 143 . . 358 



<400> 1427 

agtttattct agcagtggca tettgeagaa tgtgtctggg gttaggataa agttttagtc 60 
tgtcttgggc aaagtgtaga agaacaagaa gaaaggaagg cttttgttgt aacaccctga 12 0 
ctttaaaagt tatgaagaca gt atg gag ttt cca gac cat agt aga cat ttg 172 

Met Glu Phe Pro Asp His Ser Arg His Leu 
1 5 10 

eta cag tgt ctg age gag cag aga cac cag ggt ttt ctt tgt gac tgc 
Leu Gin Cys Leu Ser Glu Gin Arg His Gin Gly Phe Leu Cys Asp Cys 

15 20 25 

act gtt ctg gtg gga gat gee cag ttc cga gcg cac cga get gta ctg 
Thr Val Leu Val Gly Asp Ala Gin Phe Arg Ala His Arg Ala Val Leu 
30 35 



40 



get tea tgc age atg tat ttc cac etc ttt tac aag gac cag ctg gac 
Ala Ser Cys Ser Met Tyr Phe His Leu Phe Tyr Lys Asp Gin Leu Asp 



220 



268 



316 



962 



45 50 55 

aaa aga gac att gtt cat ctg aac age gac att gtw aca gec c 359 
Lys Arg Asp He Val His Leu Asn Ser Asp He Val Thr Ala 
60 65 70 



<210> 1428 
<211> 738 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 74 . . 736 



<400> 1428 

tctcgcgatc tccgaggccg catacatatt acccacaatt ccctttcctt tctctctcct 60 
cccgccgccc aag atg ccg aaa gga aag aag gec aag gga aag aag gtg 109 
O Met Pro L Y S Gly Lys Lys Ala Lys Gly Lys Lys Val 

^3 1 5 10 

U! get ccg gee cca get gtc gtg aag aag cag gag get aag aaa gtg gtg 157 
u Ala Pro Ala Pro Ala Val Val Lys Lys Gin Glu Ala Lys Lys Val Val 
Ui 15 20 25 

^ aat ccc ctg ttt gag aaa agg cct aag aat ttt ggc att gga cag gac 2 05 

Asn Pro Leu Phe Glu Lys Arg Pro Lys Asn Phe Gly He Gly Gin Asp 
^ 30 35 40 

«i ate cag ccc aaa aga gac etc acc cgc ttt gtg aaa tgg ccc cgc tat 253 

2 He Gin Pro Lys Arg Asp Leu Thr Arg Phe Val Lys Trp Pro Arg Tyr 

O 45 50 55 60 

fU atC agg ttg cag cgg cag a 9 a 9 CC atc ctc tat aag egg ctg aaa gtg 301 

m He Arg Leu Gin Arg Gin Arg Ala He Leu Tyr Lys Arg Leu Lys Val 

£ 65 70 75 

^ cct cct gcg att aac cag ttc acc cag gec ctg gac cgc caa aca get 349 

M Pro Pro Ala He Asn Gin Phe Thr Gin Ala Leu Asp Arg Gin Thr Ala 

U 80 85 90 

act cag ctg ctt aag ctg gee cac aag tac aga cca gag aca aag caa 3 97 

Thr Gin Leu Leu Lys Leu Ala His Lys Tyr Arg Pro Glu Thr Lys Gin 

95 100 105 

gag aag aag cag aga ctg ttg gec egg gee gag aag aag get get ggc 445 
Glu Lys Lys Gin Arg Leu Leu Ala Arg Ala Glu Lys Lys Ala Ala Gly 

X1 0 115 120 

aaa ggg gac gtc cca acg aag aga cca cct gtc ctt cga gca gga gtt 4 93 

Lys Gly Asp Val Pro Thr Lys Arg Pro Pro Val Leu Arg Ala Gly Val 
125 130 135 140 

aac acc gtc acc acc ttg gtg gag aac aag aaa get cag ctg gtg gtg 541 
Asn Thr Val Thr Thr Leu Val Glu Asn Lys Lys Ala Gin Leu Val Val 

145 150 155 

att gca cac gac gtg gat ccc atc gag ctg gtt gtc ttc ttg cct gee 589 
He Ala His Asp Val Asp Pro He Glu Leu Val Val Phe Leu Pro Ala 

160 165 170 

ctg tgt cgt aaa atg ggg gtm net tac tgc att atc aag gga aag gca 63 7 

Leu Cys Arg Lys Met Gly Val Xaa Tyr Cys He He Lys Gly Lys Ala 

175 180 185 

aga ctg gga cgt eta gtc cac agg aag acc tgc acc act gtc gec ttc 685 



963 



Arg Leu Gly Arg Leu Val His Arg Lys Thr Cys Thr Thr Val Ala Phe 

190 195 200 

aca cag gtg aac teg gaa gac aaa ggc get ttg get aag ctg gtg gaa 733 
Thr Gin Val Asn Ser Glu Asp Lys Gly Ala Leu Ala Lys Leu Val Glu 
205 210 215 220 

get at 738 
Ala 



<210> 1429 
<211> 422 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 93 . .422 



<400> 1429 

^ agtegctgea cagtctgtct cttcgccggt tcccggcccc gtggatccta cttctctgtc 60 
j| gcccgcggtt cgccgccccg ctcgccgccg eg atg cca gkg ttt cat acg cgc 113 

Met Pro Xaa Phe His Thr Arg 

^ acg ate gag age ate ctg gag ccg gtg gca cag cag ate tec cac ctg 161 
^ Thr lie Glu Ser He Leu Glu Pro Val Ala Gin Gin He Ser His Leu 
*jf 10 15 20 

UJ gtg ata atg cac gag gag ggc gag gtg gac ggc aaa gee att cct gac 209 
- Val He Met His Glu Glu Gly Glu Val Asp Gly Lys Ala He Pro Asp 

O 25 30 35 

ry etc ace gcg ccc gtg gee gec gtg cag gcg gen gtc age aac etc gtc 257 

HJ Leu Thr Ala Pr ° Val Ala Ala Val Gin Ala Ala Val Ser Asn Leu Val 

£ 40 45 50 55 

5 °99 gtt gga aaa gag act gtt caa ace act gag gat cag att ttg aag 3 05 

^ Arg Val Gly Lys Glu Thr Val Gin Thr Thr Glu Asp Gin He Leu Lys 

W 60 65 70 

aga gat atg cca cca gca ttt att aag gtt gag aat get tgc ace aag 353 
Arg Asp Met Pro Pro Ala Phe He Lys Val Glu Asn Ala Cys Thr Lys 

75 80 85 

ctt gtc cag gca get cag atg ctt cag tea gac cct tan tea gtg cct 401 
Leu Val Gin Ala Ala Gin Met Leu Gin Ser Asp Pro Xaa Ser Val Pro 

90 95 100 

get cga gat tat eta att gat 422 
Ala Arg Asp Tyr Leu He Asp 
105 110 



<210> 1430 

<211> 396 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 200 . .394 



964 



<400> 1430 

agaggagggg ccssaatgtc tgaggtggca acacttctct tcagccagac agcactggcc 60 
agtttggagt ctgtccatcc tgcaggccac aagctctgga tgaggaactt gaggcaagtc 12 0 
accagcccct gatcatttcg cctaaaagag caaggactag agttcctgac ctccaggcca 180 
gtccctgatc cctgaccta atg tta teg egg aat gat gta aag agg ctg gag 232 

Met Leu Ser Arg Asn Asp Val Lys Arg Leu Glu 
1 5 10 

agg age tgg gee cag ggc tec tea gag cag gna etc cac tat gca tct 280 
Arg Ser Trp Ala Gin Gly Ser Ser Glu Gin Xaa Leu His Tyr Ala Ser 

!5 20 25 

ctg cag agg ctg cca gtg ccc age agt gag gga cct gac etc agg ggc 328 
Leu Gin Arg Leu Pro Val Pro Ser Ser Glu Gly Pro Asp Leu Arg Gly 

30 35 40 

aga gac aag aga ggc acn aag gag gat cca aga get gac tat gee tgc 3 76 

Arg Asp Lys Arg Gly Thr Lys Glu Asp Pro Arg Ala Asp Tyr Ala Cys 

45 50 55 

att get gag aac aaa ccc ac 396 
lie Ala Glu Asn Lys Pro 
60 65 

<210> 1431 

<211> 471 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 309 . .470 



<400> 1431 

ggtttggcct tgggttccgc tgtaggggag gtcccgtgcg aaagaatgag gagatcctgg 60 
ggccttacct actageggaa tcgactgaag agacgcctgc cagtgcggga ggtasgaagc 12 0 
tcgatcccca aagaaaagag cgagtgggca ggcagstgcg agacagaacc ggagtgtgca 180 
gggtccctag aggceggtte ctggtctgtg c tgc tct cct ggaagccatg gtacaggcag 24 0 
agctcagggc gatccccagg tgagggcagc ggctctgcct gggattccac cgcagtacaa 300 
cegggtag atg egg ggt nra gaa gaa agg atg ttg cct gca ctg etc gec 350 

Met Arg Gly Xaa Glu Glu Arg Met Leu Pro Ala Leu Leu Ala 

1 5 10 

aat age ace ctg aga ggc ras att tgc aga age age age agn nng aag 398 
Asn Ser Thr Leu Arg Gly Xaa He Cys Arg Ser Ser Ser Xaa Xaa Lys 
15 20 25 30 

aca cag cgc egg tec agg agg egg etc gan snr gtt cgt aaa gtc gee 446 
Thr Gin Arg Arg Ser Arg Arg Arg Leu Xaa Xaa Val Arg Lys Val Ala 

35 40 45 

cga mag ctt ttt etc cgt agt atg c 471 
Arg Xaa Leu Phe Leu Arg Ser Met 
50 



<210> 1432 

<211> 334 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 162 . .332 



ru 

1=3 S 

iy 
4* 



320 



334 



<400> 1432 

atatgtgtcc tgttccagtg cgcgggtctg tggagagccg ggtgcgagcg gcggcagcac 60 
gaggggaaaa gagctgagcg gagaccaaag tcagccggga gacagtgggt ctgtgagaga 12 0 
ccgaatagag gggctggggc cacgagcgcc attgacaagc a atg ggg aag aaa cag 176 

Met Gly Lys Lys Gin 
1 5 

aaa aac aag age gaa gac age acc aag gat gac att gat ctt gat gec 224 
Lys Asn Lys Ser Glu Asp Ser Thr Lys Asp Asp He Asp Leu Asp Ala 

10 15 20 

ttg get gca gaa ata gaa gga get ggt get gee aaa gaa cag gag cct 272 
Leu Ala Ala Glu He Glu Gly Ala Gly Ala Ala Lys Glu Gin Glu Pro 

25 30 35 

caa aag tea aaa ggg ama mag ana ana gag ana aaa rag erg gac ttt 
Gin Lys Ser Lys Gly Xaa Xaa Xaa Xaa Glu Xaa Lys Xaa Xaa Asp Phe 

40 45 50 

gat gaa gat gat at 
Asp Glu Asp Asp 
55 

<210> 1433 
<211> 497 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 195. .497 



<400> 1433 

atacttggct gtctggtttc accaggaact ctacccaaaa gaggaaacag caaggagaac 60 
atttgetttg tttgtaggag ggaagtkgtc gagctacaaa caaatcttta ggcatctgag 120 
gaattgctaa gtttctaatt tcatatggtt gctgacaagg aggtgeagae aaggaccctc 180 
ttgetttect cact atg gat agt ctg ttg cct cca tct aga ttc tct tat 230 

Met Asp Ser Leu Leu Pro Pro Ser Arg Phe Ser Tyr 

1 5 10 

ttc aaa aaa tat cct etc cat gca att agg aga tat tta teg acg ctg 278 
Phe Lys Lys Tyr Pro Leu His Ala He Arg Arg Tyr Leu Ser Thr Leu 

15 20 25 

aga aac caa aga gee gaa gaa cag gtt gca cgt ttt caa aaa ata cct 326 
Arg Asn Gin Arg Ala Glu Glu Gin Val Ala Arg Phe Gin Lys He Pro 

30 35 40 

aat ggt gaa aat gag aca atg att cct gta ttg aca tea aaa aaa gca 374 
Asn Gly Glu Asn Glu Thr Met He Pro Val Leu Thr Ser Lys Lys Ala 
45 50 55 60 

agt gaa tta cca gtc agt gaa gtt gca age att etc caa get gat ctt 422 
Ser Glu Leu Pro Val Ser Glu Val Ala Ser He Leu Gin Ala Asp Leu 

65 70 75 



966 



cag aat ggt eta aac aaa tgt gaa gtt agt cat agg cga gec ttt cat 
Gin Asn Gly Leu Asn Lys Cys Glu Val Ser His Arg Arg Ala Phe His 

80 85 90 

ggc tgg aat gag ttt gat att agt gaa 
Gly Trp Asn Glu Phe Asp He Ser Glu 
95 ioo 

<210> 1434 

<211> 467 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 60 . .467 



as 



<400> 1434 

O gaetctgett ccgtttctgg ttttgetcta gtgtttgggt ttcttcgegg ctgctcaag 59 

%p atg aac cga etc ttc ggg aaa gcg aaa ccc aag get ccg ccg ccc age 107 

yi Met Asn Arg Leu Phe Gly Lys Ala Lys Pro Lys Ala Pro Pro Pro Ser 

M= 1 5 10 15 

lj ctg act gac tgc att ggc acg gtg gac agt aga gca gaa tec att gac 155 

- Leu Thr Asp Cys He Gly Thr Val Asp Ser Arg Ala Glu Ser He Asp 

X 20 25 30 

«J aag aag att tct cga ttg gat get gag eta gtg aag tat aag gat cag 2 03 

*y Lys Lys He Ser Arg Leu Asp Ala Glu Leu Val Lys Tyr Lys Asp Gin 
3 35 40 45 

□ ate aag aag atg aga gag ggt cct gca aag aat atg gtc aag cag aaa 251 
ry He Lys Lys Met Arg Glu Gly Pro Ala Lys Asn Met Val Lys Gin Lys 
50 55 60 

gee ttg cga gtt tta aag caa aag agg atg tat gag cag cag egg gac 299 
Ala Leu Arg Val Leu Lys Gin Lys Arg Met Tyr Glu Gin Gin Arg Asp 
65 70 75 80 

aat ctt gee caa cag tea ttc aac atg gaa caa gee aat tat ace ate 347 
Asn Leu Ala Gin Gin Ser Phe Asn Met Glu Gin Ala Asn Tyr Thr He 

85 90 95 

cag tct ttg aag gac ace aag ace acg gtt gat get atg aaa ctg gga 395 
Gin Ser Leu Lys Asp Thr Lys Thr Thr Val Asp Ala Met Lys Leu Gly 

100 105 110 

gta aag gaa atg aag aag gca tac aag caa gtg aag ate gnc cag att 443 
Val Lys Glu Met Lys Lys Ala Tyr Lys Gin Val Lys He Xaa Gin He 

115 120 125 

gag gat tta caa gac cag eta gag 467 
Glu Asp Leu Gin Asp Gin Leu Glu 
130 135 

<210> 1435 
<211> 198 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 



967 



<222> 36. .197 



'i ?5 



<400> 1435 

actcagggag ccggaggnga cgcgccggag gaaag atg gaa gac tac cag get 53 

Met Glu Asp Tyr Gin Ala 
1 5 

gcg gag gag act get ttt gtt gtt gat gaa gtg age aac att gta aaa 101 
Ala Glu Glu Thr Ala Phe Val Val Asp Glu Val Ser Asn He Val Lys 

10 15 20 

gag get ata gaa age gca att ggt ggt aac get tat caa cac age aaa 14 9 

Glu Ala He Glu Ser Ala He Gly Gly Asn Ala Tyr Gin His Ser Lys 

25 30 35 

gtg aac cag tgg ace aca aat gta gta gaa caa act tta age caa etc a 198 
Val Asn Gin Trp Thr Thr Asn Val Val Glu Gin Thr Leu Ser Gin Leu 
40 45 50 

<210> 1436 

<211> 214 

<212> DNA 

<213> Homo sapiens 

H <220> 

^ <221> CDS 

^ <222> 27. .212 

~ <400> 1436 

p catgtgtttt attgtttctt tcagtt atg tat tct cat ttt gee caa gac ctt 53 
fU Wet Tyr Ser His Phe Ala Gin Asp Leu 

fU 1 5 

j~ tgg tea gag cag age ata aaa gat tct ttc caa aaa gtg ata eta aga 101 
^ Trp Ser Glu Gin Ser He Lys Asp Ser Phe Gin Lys Val He Leu Arg 
S 10 15 20 25 

aga tat gaa aaa tgt aga cat gac aat tta cag tta aaa aaa ggc tgt 149 
Arg Tyr Glu Lys Cys Arg His Asp Asn Leu Gin Leu Lys Lys Gly Cys 

30 35 40 

gaa agt gta gat gag tgt cca gtg cac aaa aga ggt tat aat gga ctt 197 
Glu Ser Val Asp Glu Cys Pro Val His Lys Arg Gly Tyr Asn Gly Leu 

45 50 55 

aaa caa tgt ttg gca ac 214 
Lys Gin Cys Leu Ala 
60 

<210> 1437 

<211> 432 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 270. .431 
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<400> 1437 

gccgcgggcg cgcccccgct ctgcgctgtc tctccgatgg cgtccgcctc aggggccatg 60 
gcgaacacga gcagatcctg gtcctcgatc cgcccacaga cctcaaattc aaaggcccct 120 
tcacagatgt agtcactaca aatcttaaat tgcgaaatcc atcggataga aaagtgtgtt 180 
tcaaagtgaa gactacagca cctcgccggt actgtgtgag gcccaacagt ggaattattg 240 
acccagggtc aactgtgact gtttcagta atg eta cag ccc ttt gac tat gat 293 

Met Leu Gin Pro Phe Asp Tyr Asp 

1 5 

ccg aat gaa aag agt aaa cac aag ttt atg gta cag aca att ttt get 341 
Pro Asn Glu Lys Ser Lys His Lys Phe Met Val Gin Thr He Phe Ala 

!0 15 20 

cca cca aac act tea gat atg gaa get gtg tgg aaa gag gca aaa cct 389 
Pro Pro Asn Thr Ser Asp Met Glu Ala Val Trp Lys Glu Ala Lys Pro 
25 30 35 40 

gat raa tta atg gat tec aaa ttg aga tgc gta ttt gaa atg c 432 
Asp Xaa Leu Met Asp Ser Lys Leu Arg Cys Val Phe Glu Met 
45 50 



Has- 


<210> 


1438 


* 3?s 


<211> 


250 


ui 


<212> 


DNA 




<213> 


Homo 




<220> 










<221> 


CDS 




<222> 


54. 



= i : 



<400> 1438 

gttatgtatt tatcatcaat cttattccac tgcatgtatt tgtgttgtta ctg atg 56 

Met 
1 

cag aga tac age aaa aga gtc tac ata gca tat age act ttc tac att 104 
Gin Arg Tyr Ser Lys Arg Val Tyr He Ala Tyr Ser Thr Phe Tyr He 

5 10 15 

gtg ggt tta ata tta tea atg cag ata cct ttt gtg gga ttc cag cca 152 
Val Gly Leu He Leu Ser Met Gin He Pro Phe Val Gly Phe Gin Pro 

20 25 30 

ate aga aca agt gaa cac atg gca get gca ggt gtc ttt gca ttg ctg 200 
He Arg Thr Ser Glu His Met Ala Ala Ala Gly Val Phe Ala Leu Leu 

35 40 45 

caa get tat get ttc ttg cag tat ctg aga gac cga tta aca aaa caa 248 
Gin Ala Tyr Ala Phe Leu Gin Tyr Leu Arg Asp Arg Leu Thr Lys Gin 
50 55 60 

ga 



65 

250 



<210> 1439 

<211> 336 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 145. .336 



969 




<400> 1439 

aagcggcttc cgggtgctcg cgcgccgacc tggacgcaga gaagccagag actttcgctt 60 
ccggctgccg caggscttcg ctggtgcaga cgcagtgctg agcacacagc taccggacaa 12 0 
agagtgacgc ccggagctgg agtt atg gcg get acg gag ccg ate ttg gcg 171 

Met Ala Ala Thr Glu Pro lie Leu Ala 

1 5 

gee act ggg agt ccc gcg gcg gtg cca ccg gag aaa ctg gaa gga gec 219 

Ala Thr Gly Ser Pro Ala Ala Val Pro Pro Glu Lys Leu Glu Gly Ala 

10 15 20 25 

ggt teg age tea gee cct gag cgt aac tgt gtg ggc tec teg ctg cca 267 

Gly Ser Ser Ser Ala Pro Glu Arg Asn Cys Val Gly Ser Ser Leu Pro 

30 35 40 

gag gee tea ccg cct gee cct gag cct tec agt ccc aac gec gcg gtc 315 
Glu Ala Ser Pro Pro Ala Pro Glu Pro Ser Ser Pro Asn Ala Ala Val 

45 50 55 

cct gaa gee ate ccy acg ccc 336 
Q Pro Glu Ala He Pro Thr Pro 



fli 



60 

<210> 1440 

<211> 424 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 103 . .423 



<400> 1440 

agagttcygg gggccaggcg gccgccgcga gtctggtatc ctgwgcttcg tgagttgagc 60 
gctgctgctc cgcggtggag tcaccgcaca gctcccggga tc atg gtg ttc tac 114 

Met Val Phe Tyr 

1 

ttc acc age age age gtt aat tea tct gec tac act att tac atg gga 162 

Phe Thr Ser Ser Ser Val Asn Ser Ser Ala Tyr Thr He Tyr Met Gly 

5 10 15 20 

aaa gat aaa tat gaa aat gaa gat ctg ate aag cat ggc trr cct gaa 210 

Lys Asp Lys Tyr Glu Asn Glu Asp Leu He Lys His Gly Xaa Pro Glu 

25 30 35 

gat ate tgg ttt cat gtg gac aaa etc tct teg get cat gta tac ctt 258 
Asp He Trp Phe His Val Asp Lys Leu Ser Ser Ala His Val Tyr Leu 

40 45 50 

cga tta cat aag gga gag aat ata gaa gac ate cca aag gaa gtg ctg 306 
Arg Leu His Lys Gly Glu Asn He Glu Asp He Pro Lys Glu Val Leu 

55 60 65 

atg gac tgt gbm aac ctt gtg aag gee aat age att caa ggc tgc aag 354 
Met Asp Cys Xaa Asn Leu Val Lys Ala Asn Ser He Gin Gly Cys Lys 

70 75 80 

atg aac aac gtt aat gtg gta tat acg ccg tgg tct aac ctg aag aaa 402 
Met Asn Asn Val Asn Val Val Tyr Thr Pro Trp Ser Asn Leu Lys Lys 
85 90 95 100 



970 



aca get gac atg gat gtg ggg c 424 
Thr Ala Asp. Met Asp Val Gly 
105 

<210> 1441 

<211> 495 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 112 . .495 



a 



T. F~ 



<400> 1441 

tttttttcgt ttgtgacgcc agggagegtg aggacgtggg gcttccgtga atgcgcagtg 60 
ggtgcgtcgg ccacgacctt ttggccaggt tagggagggg gcgacgctga g atg ggg 117 

Met Gly 
1 

gcg gcg gcg gcg gaa gcg gat cgc act etc ttt gtg ggc aac ctt gaa 165 
Ala Ala Ala Ala Glu Ala Asp Arg Thr Leu Phe Val Gly Asn Leu Glu 

5 10 15 

acg aaa gtg acc gag gag etc ctt ttc gag ctt ttc cac cag get ggg 213 
Thr Lys Val Thr Glu Glu Leu Leu Phe Glu Leu Phe His Gin Ala Gly 

20 25 30 

cca gta ata aag gtg aaa att cca aaa gat aag gat ggt aaa cca aag 261 
Pro Val lie Lys Val Lys He Pro Lys Asp Lys Asp Gly Lys Pro Lys 
35 40 45 50 

cag ttt gcg ttt gtg aat ttc aaa cat gaa gtg tct gtt cct tat gca 
Gin Phe Ala Phe Val Asn Phe Lys His Glu Val Ser Val Pro Tyr Ala 

55 60 65 

atg aat eta ctt aat gga ate aaa ctt tat gga agg cct ate aaa att 357 
Met Asn Leu Leu Asn Gly He Lys Leu Tyr Gly Arg Pro He Lys He 

70 75 80 

caa ttt aga tea gga agt agt cat gee cca caa gat gtc agt ttg tea 
Gin Phe Arg Ser Gly Ser Ser His Ala Pro Gin Asp Val Ser Leu Ser 

85 90 95 

tat ccc caa cat cat gtt gga aat tea age cct acc tec aca tct cct 
Tyr Pro Gin His His Val Gly Asn Ser Ser Pro Thr Ser Thr Ser Pro 

100 105 110 

age agg tac gaa agg act atg gat aac atg act tea tea gca 
Ser Arg Tyr Glu Arg Thr Met Asp Asn Met Thr Ser Ser Ala 
115 120 125 



309 



405 



453 



495 



<210> 1442 

<211> 319 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 108. .317 



971 




<400> 1442 

gccgctggct tccggtcccc tgagactggg gcctcgctcg ctcccgaccc ggttgcaagt 60 
gttgcggtgg gagaaagtcg cgtccgcatc ggaggggaag cgccgtc atg cct aag lie 

Met Pro Lys 
1 

tat tat gag gac aag ccg cag gcg cgn ngc gtg csg ggc ctg aag gag 164 
Tyr Tyr Glu Asp Lys Pro Gin Ala Arg Xaa Val Xaa Gly Leu Lys Glu 

5 10 15 

gac ctg ggc gcg tgt ctg ctg cag teg gac tgt gtg gtc cag gaa gga 212 
Asp Leu Gly Ala Cys Leu Leu Gin Ser Asp Cys Val Val Gin Glu Gly 
20 25 30 35 

aaa tea cct egg cag tgt ttg aag gaa gga tac tgc aac tct ttg aag 260 
Lys Ser Pro Arg Gin Cys Leu Lys Glu Gly Tyr Cys Asn Ser Leu Lys 

40 45 50 

tac gca ttt ttt gag tgt aaa aga tea gtg ttg gat aac agg gca aga 308 
Tyr Ala Phe Phe Glu Cys Lys Arg Ser Val Leu Asp Asn Arg Ala Arg 

55 60 65 

ttc aga gga ag 319 

Q Phe Arg Gly 

*ft 70 

In 

^ <210> 1443 
C <211> 358 
<212> DNA 
<213> Homo sapiens 



if: 
,F3 



%U <220> 

s <221> CDS 

Q <222> 69. .356 

•as 

iu 

P <400> 1443 

JE gccacattcg cttcctgctt tcggtgtgtc tgttgtgtct tgttgcgggc accgcagtcg 60 
S ccgtgaag atg gcg tct acc age cgt ttg gat get ctt cca aga gtc aca 110 
*** Met Ala Ser Thr Ser Arg Leu Asp Ala Leu Pro Arg Val Thr 

15 10 
tgt cca aac cat cca gat gcg att tta gtg gag gac tac aga gec ggt 158 
Cys Pro Asn His Pro Asp Ala He Leu Val Glu Asp Tyr Arg Ala Gly 
15 20 25 30 

gat atg ate tgt cct gaa tgt ggc ttg gtt gta ggt gac egg gtt att 206 
Asp Met He Cys Pro Glu Cys Gly Leu Val Val Gly Asp Arg Val He 

35 40 45 

gat gtg gga tct gaa tgg cga act ttc age aat gac aaa gca aca aaa 254 
Asp Val Gly Ser Glu Trp Arg Thr Phe Ser Asn Asp Lys Ala Thr Lys 

50 55 60 

gat cca tct cga gtt gga gat tct cag aat cct ctt ctg agt gat gga 302 
Asp Pro Ser Arg Val Gly Asp Ser Gin Asn Pro Leu Leu Ser Asp Gly 

65 70 75 

gat ttg tct acc atg att ggc aag ggc aca gga gck gca agt ttt gac 350 
Asp Leu Ser Thr Met He Gly Lys Gly Thr Gly Ala Ala Ser Phe Asp 

80 85 90 

gaa gtt tg 

Glu Val 358 
95 
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<210> 1444 

<211> 357 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 72 . .356 



<400> 1444 

agcggcgccc tcaccggaag tcccgcctct gccgtgggcc tgcgagaatc gaggcactcg 60 
ctggcgtacc c atg tat cga aat gag ttc acg gcc tgg tac egg egg atg 110 
Met Tyr Arg Asn Glu Phe Thr Ala Trp Tyr Arg Arg Met 
15 10 
teg gtg gtc tac ggg ate ggc acc tgg tct gtg ttg ggc tea ctg ctt 15 8 

Ser Val Val Tyr Gly lie Gly Thr Trp Ser Val Leu Gly Ser Leu Leu 
a 15 20 25 

J3 tac tat age c 99 aca atg gcg aag teg tea gac caa aag gat ggc tea 206 

Tyr Tyr Ser Arg Thr Met Ala Lys Ser Ser Asp Gin Lys Asp Gly Ser 
U 30 35 40 45 

y gca agt gaa gta ccc agt gaa etc tct gaa cgc cca aaa gga ttt tat 2 54 

~& Ala Ser Glu Val Pro Ser Glu Leu Ser Glu Arg Pro Lys Gly Phe Tyr 
^ 50 55 60 

"i? gtg gaa aca gtt gtc aca tat aaa gaa gat ttt gtt cca aat aca gaa 3 02 

%J Val Glu Thr Val Val Thr Tyr Lys Glu Asp Phe Val Pro Asn Thr Glu 
s 65 70 75 

C3 aag ate etc aac tat tgg aaa tea tgg act ggt ggc ctg gta cag aac 350 
f|j Lys He Leu Asn Tyr Trp Lys Ser Trp Thr Gly Gly Leu Val Gin Asn 
ry 80 85 90 

"p cat gac t 



HIS Asp 
95 

<210> 1445 

<211> 404 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 142 . .402 



357 



<400> 1445 

gagagaggcg tgacageget gtgtttgcga gegggagcra ngkggcgccg gctggggtgt 60 
gtgctcctga gctcttcaga aaccaggctg ctttcaggaa cattgctgtg gattcccagg 120 
gcctattccr ctagaagcaa g atg get gaa etc aat act cat gtg aat gtc 171 

Met Ala Glu Leu Asn Thr His Val Asn Val 
15 10 
aag gaa aag ate tat gca gtt aga tea gtt gtt ccc aac aaa age aat 219 
Lys Glu Lys He Tyr Ala Val Arg Ser Val Val Pro Asn Lys Ser Asn 
15 20 25 



973 



* % 



aat gaa ata gtc ctg gtg 
Asn Glu lie Val Leu Val 
30 

gcc gtg caa gcc ttt gtg 
Ala Val Gin Ala Phe Val 
45 

tgg aat atg aca gga aaa 
Trp Asn Met Thr Gly Lys 
60 

tec aag cag cat caa ggc 
Ser Lys Gin His Gin Gly 
75 80 



etc caa cag ttt gat ttt 
Leu Gin Gin Phe Asp Phe 
35 

gat ggc agt gca att caa 
Asp Gly Ser Ala He Gin 
50 

aag aag aac aat aaa aga 
Lys Lys Asn Asn Lys Arg 
65 70 
aac aaa gat get aaa gac 
Asn Lys Asp Ala Lys Asp 
85 



aat gtg gat aaa 2 67 

Asn Val Asp Lys 
40 

gtt eta aaa gaa 315 

Val Leu Lys Glu 

55 

aaa aga age aag 3 63 

Lys Arg Ser Lys 

aag gt 4 04 

Lys 



<210> 1446 

<211> 517 

<212> DNA 

<213> Homo sapiens 

O <220> 

yg <221> CDS 

<222> 83 . .517 



256 



304 



<400> 1446 

gaaggcggtg gtagcgcctc agtggtgtgg gcctgcgccc tgcccaggtg cccgcagaga 60 
gcagccgggc tgccagcgtt tc atg ate aac atg gga gac tec cac gtg gac 112 

Met He Asn Met Gly Asp Ser His Val Asp 
15 10 
ace age tec acc gtg tec gag gcg gtg gcc gaa gaa gta tct ctt ttc 160 
Thr Ser Ser Thr Val Ser Glu Ala Val Ala Glu Glu Val Ser Leu Phe 

15 20 25 

age atg acg gac atg att ctg ntt teg etc ate gtg ggt etc eta acc 208 
Ser Met Thr Asp Met He Leu Xaa Ser Leu He Val Gly Leu Leu Thr 
30 35 40 

^ tac tgg ttc etc ttc aga aag aaa aaa gaa gaa gtc ccc gag ttc acc 
Tyr Trp Phe Leu Phe Arg Lys Lys Lys Glu Glu Val Pro Glu Phe Thr 

45 50 55 

aaa att cag aca ttg acc tec tct gtc aga gag age age ttt gtg gaa 
Lys He Gin Thr Leu Thr Ser Ser Val Arg Glu Ser Ser Phe Val Glu 

60 65 70 

aag atg aag aaa acg ggg agg aac ate ate gtg ttc tac ggc tec cag 352 
Lys Met Lys Lys Thr Gly Arg Asn He He Val Phe Tyr Gly Ser Gin 
75 80 85 90 

acg ggg act gca gag gag ttt gen aac cgc ctg tec aag gac gcc cac 400 
Thr Gly Thr Ala Glu Glu Phe Ala Asn Arg Leu Ser Lys Asp Ala His 

95 100 105 

cgc tac ggg atg cga ggc atg tea gcg gac cct gag gag tat gac ctg 44 8 

Arg Tyr Gly Met Arg Gly Met Ser Ala Asp Pro Glu Glu Tyr Asp Leu 

HO 115 120 

gcc gac ctg age age ctg cca gag ate gac nac gcc ctg gtg gtt ttc 4 96 

Ala Asp Leu Ser Ser Leu Pro Glu He Asp Xaa Ala Leu Val Val Phe 

125 130 135 

tgc atg gcc acc tac ggt gag 517 
Cys Met Ala Thr Tyr Gly Glu 
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140 145 

<210> 1447 

<211> 476 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 189. .476 



fU " 70 75 



ata cng gtt ctt caa gcc caa ttg cag agg tta cac ate gat act gag 
He Xaa Val Leu Gin Ala Gin Leu Gin Arg Leu His He Asp Thr Glu 

80 85 90 

aat etc 
Asn Leu 
95 



<400> 1447 

agtttgggct tggatggtaa cgtttatttt ccttggcaga gaagctgatc gtcgaagggc 60 
atctaaccaa ageggtagaa gaaacaaagc tttcaaaaga aaatcagaca agagcaaaag 12 0 
aatctgattt ttcagatact ctgagtccaa gcaaggaaaa aagcagtgac gacactacag 180 
aygcccaa atg gat gag caa gac eta aat gag cct ctt gcc aaa gtg tec 230 
Met Asp Glu Gin Asp Leu Asn Glu Pro Leu Ala Lys Val Ser 
M 1 5 10 

=13 ctt tta aaa gat gac ttg cag ggt gca cag tea gaa att gag gca aag 2 78 

Leu Leu Lys Asp Asp Leu Gin Gly Ala Gin Ser Glu He Glu Ala Lys 
15 20 25 30 

caa gam ata cag cat ctt cga aag gaa ttg ate gaa gcc cag gag eta 326 
Gin Xaa He Gin His Leu Arg Lys Glu Leu He Glu Ala Gin Glu Leu 

35 40 45 

get aga aca agt aaa caa aaa tgc ttt gaa ctt caa get ctt ttg gaa 374 
Ala Arg Thr Ser Lys Gin Lys Cys Phe Glu Leu Gin Ala Leu Leu Glu 

50 55 60 

gaa gaa aga naa gcc tat cga rat caa gtt gag gaw tec act aaa caa 
ffj Glu Glu Arg Xaa Ala Tyr Arg Xaa Gin Val Glu Xaa Ser Thr Lys Gin 



422 



470 



476 



<210> 1448 

<211> 428 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 164 . .427 



<400> 1448 

ataggtttgt aacaggaagg ctgttgattc tggcttcatt gttgggccag tcatttgtga 60 
gctggtggcc ggaccacagg ccacacactt cttccgtgca aatcttcatg tattgaaact 120 
gcctgtgtat tgtttttacg attggagact tggccaagaa aag atg agt tec ggg 175 

Met Ser Ser Gly 

1 



975 




% 



35 



aac gcg tec tat cgc tgc tct atg tct tec tct gcg gat ttt tec gat 223 

Asn Ala Ser Tyr Arg Cys Ser Met Ser Ser Ser Ala Asp Phe Ser Asp 

5 10 15 20 

gag gat gat ttc age cag aaa tct ggc tec gca tec cca get ccg gga 271 

Glu Asp Asp Phe Ser Gin Lys Ser Gly Ser Ala Ser Pro Ala Pro Gly 

25 30 35 

gac acc tta ccc tgg aat ttg cct aaa cat gag aga teg aaa aga aag 319 
Asp Thr Leu Pro Trp Asn Leu Pro Lys His Glu Arg Ser Lys Arg Lys 

40 45 50 

att caa ggg ggc tea gtg ctg gac cct gee gag agg gca gtg ctt egg 367 
He Gin Gly Gly Ser Val Leu Asp Pro Ala Glu Arg Ala Val Leu Arg 

55 60 65 

ata gca gat gaa egg aca aag ttc aga ara aac att tac aaa atg gat 415 
He Ala Asp Glu Arg Thr Lys Phe Arg Xaa Asn He Tyr Lys Met Asp 

70 75 80 

aaa tea gca tct c 
Lys Ser Ala Ser 
85 

<210> 1449 
<211> 385 
<212> DNA 

<213> Homo sapiens 



<210> 1450 
<211> 611 
<212> DNA 

<213> Homo sapiens 
<220> 



428 



<220> 
W <221> CDS 
'43 <222> 209. .385 



lj <400> 1449 

y aaagatgctg atgaggggct geagcatgea attcacttca ccagcagtca ctaaggtctg 60 
atctcttttc taaccatacc tggaagatgg aatgctggac ccaggaaggc tttgacatat 120 
caatgcacca gggatcttac caaactaaat tttaagcact tatagctcaa gattctccct 180 
ctgagatgaa acatacttcc accctgtc atg tgt cag ctt cag aag ata tea 232 

Met Cys Gin Leu Gin Lys He Ser 
1 5 

att get caa gaa agt gtt gga caa gca gaa aag cac act gaa cat ttc 2 80 

He Ala Gin Glu Ser Val Gly Gin Ala Glu Lys His Thr Glu His Phe 

10 15 20 

tgg act tgt gaa aga get ctg aat atg gat etc tea ggg ata ttc cat 328 
Trp Thr Cys Glu Arg Ala Leu Asn Met Asp Leu Ser Gly He Phe His 
25 30 35 40 

ccc cac caa tgc ttt acc aat gcg aga get ggc cag get gag aca ttt 376 
Pro His Gin Cys Phe Thr Asn Ala Arg Ala Gly Gin Ala Glu Thr Phe 

45 50 55 

aat gat aac 385 
Asn Asp Asn 



976 



* % 



<221> CDS 
<222> 181. .609 



<400> 1450 

gtgttccgca ttctgcaagc ctccggagcg cacgtcggca gtcggctccc tcgttgaccg 60 
aatcaccgac ctctctcccc agctgtattt ccaaaatgtc gctttctaac aagctgacgc 120 
tggacaagct ggacgttaaa gggaagcggg tcgttatgag agtcgcactt caatgttcct 180 
atg aag aac aac cag ata aca aac aac cag agg att aag get get gtc 22 8 

Met Lys Asn Asn Gin He Thr Asn Asn Gin Arg He Lys Ala Ala Val 
1 5 10 15 

cca age ate aaa ttc tgc ttg gac aat gga gec aag teg gta gtc ctt 276 
Pro Ser He Lys Phe Cys Leu Asp Asn Gly Ala Lys Ser Val Val Leu 

20 25 30 

atg age cac eta ggc egg cct gat ggt gtg ccc atg cct gac aag tac 324 
Met Ser His Leu Gly Arg Pro Asp Gly Val Pro Met Pro Asp Lys Tyr 

35 40 45 

tec tta gag cca gtt get gta gaa etc aaa tct ctg ctg ggc aag gat 372 
p Ser Leu Glu Pro Val Ala Val Glu Leu Lys Ser Leu Leu Gly Lys Asp 

50 55 60 

Uf 9tt ctg ttc ttg aag gac tgt gta ggc cca gaa gtg gag aaa gec tgt 420 

Val Leu Phe Leu Lys Asp Cys Val Gly Pro Glu Val Glu Lys Ala Cys 
jy 65 70 75 80 

~~ gec aac cca get get ggg tct gtc ate ctg ctg gag aac etc cgc ttt 468 
^ Ala Asn Pro Ala Ala Gly Ser Val He Leu Leu Glu Asn Leu Arg Phe 
% 85 90 95 

UJ cat gtg gag gaa gaa ggg aag gga aaa gat get tct ggg aac aag gtt 516 
a His Val Glu Glu Glu Gly Lys Gly Lys Asp Ala Ser Gly Asn Lys Val 

O 100 105 HO 

fy aaa gec gag cca gee aaa ata gaa get ttc cga get tea ctt tec aag 564 
IJj L ys Ala Glu Pro Ala Lys He Glu Ala Phe Arg Ala Ser Leu Ser Lys 

£ 115 120 125 

eta ggg gat gtc tat gtc aat gat get ttt ggc act get cac aga gc 611 
2f Leu Gly Asp Val Tyr Val Asn Asp Ala Phe Gly Thr Ala His Arg 
M 130 135 140 

<210> 1451 

<211> 232 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75 . .230 



<400> 1451 

attaccatgg ttaccaggca cagagtccag tgccccaacc tggacgttcc agaagaggee 60 
agggaggatc tgag atg gec ttc ttc aac ttg tat eta ttg gga tat caa no 
Met Ala Phe Phe Asn Leu Tyr Leu Leu Gly Tyr Gin 
1 5 10 

aat tec ttt cag aac aag aaa agg aac aca act gaa gaa aca aac cag 158 
Asn Ser Phe Gin Asn Lys Lys Arg Asn Thr Thr Glu Glu Thr Asn Gin 
15 20 25 
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aag gaa cca gag cct act agg ctt ccc ccc att ate tea aaa gat ggg 206 
Lys Glu Pro Glu Pro Thr Arg Leu Pro Pro He He Ser Lys Asp Gly 

30 35 40 

aat tat tec gtg cac cag aat age ca 232 
Asn Tyr Ser Val His Gin Asn Ser 
45 50 



<210> 1452 

<211> 391 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 179. .391 



<400> 1452 

aagttttact tctccctaga gcaggggtgt ttgccagcag cctgcactct cagaaatcag 60 
43 acttgagtgg ccggaaccct tgagaccaga ggcttaccat gctgctccct aggagggeca 120 
yi ggaactgctg acgtgaccac tggacagtta ttcgtgtctc ttacaattac caaacaga 178 
atg gac aag ctt aat aaa ata ace gtc ccc gee agt cag aag ttg agg 226 
Met Asp Lys Leu Asn Lys He Thr Val Pro Ala Ser Gin Lys Leu Arg 
1 5 10 15 

cag ctt caa aag atg gtc cat gat att aaa aac aat gaa ggt gga ata 274 
Gin Leu Gin Lys Met Val His Asp He Lys Asn Asn Glu Gly Gly He 

20 25 30 

atg aat aaa ate aaa aag eta aaa gtc aaa gca cct cca agt gtt cct 322 
Met Asn Lys He Lys Lys Leu Lys Val Lys Ala Pro Pro Ser Val Pro 

35 40 45 

cga agg gac tac get tea gag age cct get gac gaa gag gag cag tgg 3 70 

Arg Arg Asp Tyr Ala Ser Glu Ser Pro Ala Asp Glu Glu Glu Gin Trp 

50 55 60 

tec gat gac ttt gac age gac 291 
Ser Asp Asp Phe Asp Ser Asp 
65 70 



<210> 1453 

<211> 427 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 68 . .427 



<400> 1453 

gagaaggege gatgttgacg gggtcctaag atggctgctg ggcgaccact tcctgacaga 60 
agaaaag atg tgg agt ggg ctg eta cct cct ggc eta aat gaa agt gac 109 

Met Trp Ser Gly Leu Leu Pro Pro Gly Leu Asn Glu Ser Asp 

15 10 
get gag tea aac teg gaa gat gaa get acg ttg gag aac tct gga ctt 157 
Ala Glu Ser Asn Ser Glu Asp Glu Ala Thr Leu Glu Asn Ser Gly Leu 



978 




=3 : 













U 










25 










30 


aaC 




pan 
Cay 


gaa 


yac 


aaa 


9 a 9 


gat 


gag 


age 


ate 


aga 


aaa 


aca 


gaa 


ate 


Aon 


i-iC LI 


V_J -L 11 


Li-LU 


Asp 


Lys 


GlU 


Asp 


Glu 


Ser 
40 


He 


Arg 


Lys 


Thr 


Glu 
45 


He 


3 1 3. 


gat 






aca 


gac 


gaa 


cca 


aaa 


act 


gaa 


aca 


gag 


tea 


aat 


gta 


lie 




DV,p 


Ser 
50 


Thr 


Asp 


VjXU 


Pro 


Lys 
55 


Thr 


Glu 


Thr 


Glu 


Ser 
60 


Asn 


Val 


ct ct L 


gec 


LdC 


gaa 


gag 


tgt 


cct 


tct 


gga 


att 


ccc 


ata 


gat 


atg 


tgg 


aat 


Asn 


Ala 


Tyr 


Glu 


Glu 


Cys 


Pro 


Ser 


Gly 


He 


Pro 


He 


Asp 


Met 


Trp 


Asn 






65 










70 










75 






aaa 


ttt 


caa 


gaa 


ttg 


cat 


aaa 


aaa 


cat 


tct 


gaa 


cag 


aaa 


age 


aca 


acc 


Lys 


Phe 


Gin 


Glu 


Leu 


His 


Lys 


Lys 


His 


Ser 


Glu 


Gin 


Lys 


Ser 


Thr 


Thr 




80 










85 










90 








tea 


aga 


ttc 


aga 


ggg 


aaa 


aga 


mga 


aaa 


cgc 


tec 


aga 


aaa 


gat 


ama 


ttg 


Ser 


Arg 


Phe 


Arg Gly 


Lys 


Arg 


Arg 


Lys 


Arg 


Ser 


Arg 


Lys 


Asp 


Xaa 


Leu 


95 










100 










105 








110 


amg 


aat 


gar 


aaa 


gaa 


tta 


cat 


agt 


gam 


cgt 














Xaa 


Asn 


Glu 


Lys 


Glu 
115 


Leu 


His 


Ser 


Xaa 


Arg 
120 















205 



253 



301 



349 



397 



427 



<210> 1454 

<211> 379 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 148 . .378 



<400> 1454 

agaactgeag gagactatct ttctagacaa ggcagttgag gaggagggag cgcttgaggg 60 
J ggactggcct ggcgtgcact ccgcacctcg gggacattat tgcgcgtgga aeggctgett 12 0 
**} ttggaagact attgeccaga agaaaag atg ttt ggt ttt cac aag cca aag atg 174 
y Met Phe Gly Phe His Lys Pro Lys Met 

1 5 

tac cga agt ata gag ggc tgc tgt att tgc aga get aag tec tec agt 222 

Tyr Arg Ser He Glu Gly Cys Cys He Cys Arg Ala Lys Ser Ser Ser 

10 15 20 25 

tct cga ttc act gac agt aaa cgc tat gaa aag gac ttc cag age tgt 270 

Ser Arg Phe Thr Asp Ser Lys Arg Tyr Glu Lys Asp Phe Gin Ser Cys 

30 35 40 

ttt gga ttg cat gag act cgt tea gga gac ate tgc aat gee tgt gtc 318 
Phe Gly Leu His Glu Thr Arg Ser Gly Asp He Cys Asn Ala Cys Val 

45 50 55 

ctg ctt gtg aaa aga tgg aag aag ttg cca gca gga tea aaa aaa aac 366 
Leu Leu Val Lys Arg Trp Lys Lys Leu Pro Ala Gly Ser Lys Lys Asn 

60 65 70 

tgg aat cat gtg g 379 
Trp Asn His Val 
75 

<210> 1455 
<211> 501 



979 



<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 269. .499 



<400> 1455 

agcagagaaa ggaagtcctc tccctggagg cctatctccc tcagaactgc gcgagaagcg 60 
agaccttaga aggcagsgct tcccgcgaag gaccggaaag gagcgcctac taaggacgcc 12 0 
gtcgargtcc ggggsgcctc aactctatag ctctaactgg ctagaagtgc ccaacgtgga 180 
atgtttcttt tttaaaggcg gctcttgaag cgacccggaa gcggaagtgg aagaaagttc 24 0 
tagtggcttg agattaagcc tgatcaag atg aca acc tec caa aag cac cga 2 92 

Met Thr Thr Ser Gin Lys His Arg 
1 5 

gac ttc gtg gca gag ccc atg ggg gag aag cca gtg ggg age ctg get 34 0 

Asp Phe Val Ala Glu Pro Met Gly Glu Lys Pro Val Gly Ser Leu Ala 

10 15 20 

999 att ggt gaa gtc ctg ggc aag aag ctg gag gaa agg ggt ttt gac 3 88 

in Gl y Ile G1 Y Glu Val Leu Gly Lys Lys Leu Glu Glu Arg Gly Phe Asp 
y! 25 30 35 40 

* ut an 9 gec tat gtt gtc ctt ggc cag ttt ctg gtg eta aag aaa gat gaa 436 

Xaa Ala Tyr Val Val Leu Gly Gin Phe Leu Val Leu Lys Lys Asp Glu 
^ 45 50 55 

*€J gac etc ttc egg gaa tgg ctg aaa gac act tgt ggc gec aac gee aag 4 84 

%p Asp Leu Phe Arg Glu Trp Leu Lys Asp Thr Cys Gly Ala Asn Ala Lys 
a 60 65 70 

Q cag tec egg gac tgc tt 501 
ify Gin Ser Arg Asp Cys 



75 

<210> 1456 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 140 . .409 



<400> 1456 

aaagaaagtt ctagtggctt gaggtatccg caggagegge cgggtggcgg gaggaaccgt 60 
tacgggaact gaagttgcgg gcctatgttg tccttggcca gtttctggtg ctaaagaaag 120 
rtgaagacct ettceggga atg get gaa aga cam ttg tkg gsg cca acg cca 172 

Met Ala Glu Arg Xaa Leu Xaa Xaa Pro Thr Pro 
15 10 
age agt ccc ggg ayt get teg gat gee ttc gag agt ggt gcg acg cct 22 0 

Ser Ser Pro Gly Xaa Ala Ser Asp Ala Phe Glu Ser Gly Ala Thr Pro 

15 20 25 

tct tgt gat get etc tgg gaa get etc aat ccc cag ccc tea tec aga 268 
Ser Cys Asp Ala Leu Trp Glu Ala Leu Asn Pro Gin Pro Ser Ser Arg 
30 35 40 



980 



45 



60 



age 


cga 


gta 


ggg 


act 


cct 


ccc 


ctg 


tec 


tct 


acg 


aag 


gaa 


aag 


Ser 


Arg 


Val 


Gly Thr 


Pro 


Pro 


Leu 


Ser 


Ser 


Thr 


Lys 


Glu 


Lys 










50 










55 








att 


gtc 


gta 


etc 


acc 


tec 


gac 


gta 


etc 


egg 


ggt 


ctt 


ttg 


gga 


He 


Val 


Val 


Leu 


Thr 


Ser 


Asp 


Val 


Leu 


Arg 


Gly Leu Leu 


Gly 








65 










70 










75 


tec 


cct 


aac 


cat 


ttc 


aac 


ttt 


ttt 


ttg 


gat 


tct 


cgc 


ten 


tg 


Ser 


Pro 


Asn 


His 


Phe 


Asn 


Phe 


Phe 


Leu 


Asp 


Ser 


Arg 


Ser 






80 










85 








90 





316 



364 



411 



<210> 1457 

<211> 459 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 141. .458 

<400> 1457 

^ gtcggctgga aggggaggtg tagceggtet ttgggggtag gcggtagtgg eggaagaggt 60 
teggeggctg atggcggatc aggateggaa gectgegtaa ctttctccct tgatccggga 120 
^ gtctttccac tggattcaca atg aca tec ttt caa gaa gtc cca ttg cag act 173 
^ Met Thr Ser Phe Gin Glu Val Pro Leu Gin Thr 

1 5 io 

*jj tec aac ttt gee cat gtc ate ttt caa aat gtg gee aag agt tac ctt 221 
s Ser Asn Phe Ala His Val He Phe Gin Asn Val Ala Lys Ser Tyr Leu 

O 15 20 25 

ry cct aat gca cac ctg gaa tgt cat tac acc tta act cca tat att cat 269 
P j Pro Asn Ala His Leu Glu Cys His Tyr Thr Leu Thr Pro Tyr He His 
5 ^ 30 35 40 

cca cat cca aaa gat tgg gtt ggt ata ttc aag gtt gga tgg agt act 317 
Pro His Pro Lys Asp Trp Val Gly He Phe Lys Val Gly Trp Ser Thr 
M 45 50 55 

get cgt gat tat tac acg ttt tta tgg tec cct atg cct gaa cat tat 365 

Ala Arg Asp Tyr Tyr Thr Phe Leu Trp Ser Pro Met Pro Glu His Tyr 

6 0 65 70 75 

gtg gaa gga tea aca gtc aat tgt gta eta gca ttc caa gga tat tac 413 

Val Glu Gly Ser Thr Val Asn Cys Val Leu Ala Phe Gin Gly Tyr Tyr 

80 85 90 

ctt cca aat gat gat gga gaa ttt tat cag ttc tgt tac gtt acc c 459 
Leu Pro Asn Asp Asp Gly Glu Phe Tyr Gin Phe Cys Tyr Val Thr 
95 100 105 

<210> 1458 

<211> 326 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 115. .324 



981 



<400> 1458 

ctnytganng gtaggcggta gtggcggaag aggttcggcg gctgatggcg gatcaggatc 60 
ggaagcctgc gtaactttct cccttgatcc gggagtcttt ccactggatt caca atg 117 

Met 
1 

aca tec ttt caa gaa gtc cca ttg cag act tec aac ttt gee cat gtc 165 
Thr Ser Phe Gin Glu Val Pro Leu Gin Thr Ser Asn Phe Ala His Val 

5 10 15 

ate ttt caa aat gtg gee aag agt tac ctt cct aat gca cac ctg gaa 213 
lie Phe Gin Asn Val Ala Lys Ser Tyr Leu Pro Asn Ala His Leu Glu 

20 25 30 

tgt cat tac ace tta act cca teg gcg get gat ata aaa att ttt ttc 261 
Cys His Tyr Thr Leu Thr Pro Ser Ala Ala Asp lie Lys He Phe Phe 

35 40 45 

tgt aga aac aga gtc tec etc tgt tgc cca ggc tgg agt gca gtg tta 309 
Cys Arg Asn Arg Val Ser Leu Cys Cys Pro Gly Trp Ser Ala Val Leu 
50 55 60 65 

g ctg tct cag ttc act gc 326 

Jpl Leu Ser Gin Phe Thr 

gfs 70 

f\ <210> 1459 

<211> 433 

*Q <212> DNA 

<213> Homo sapiens 

,f% 

s <220> 

f% <221> CDS 

S <222> 24 . .431 

■m 

j; <400> 1459 

U attaccaggc aegegcagga aac atg gcg gcg gcg ggt gtt gtg age ggg aag 53 
M Met Ala Ala Ala Gly Val Val Ser Gly Lys 

15 10 
att ata tat gaa caa gaa gga gta tat att cac tea tct tgt gga aag 101 
He He Tyr Glu Gin Glu Gly Val Tyr He His Ser Ser Cys Gly Lys 

15 20 25 

ace aat gac caa gac ggc ttg att tea gga ata tta cgt gtt tta gaa 149 
Thr Asn Asp Gin Asp Gly Leu He Ser Gly He Leu Arg Val Leu Glu 

30 35 40 

aag gat gee gaa gta ata gtg gac tgg aga cca ttg gat gat gca tta 197 
Lys Asp Ala Glu Val He Val Asp Trp Arg Pro Leu Asp Asp Ala Leu 

45 50 55 

gat tec tct agt att etc tat get aga aag gac tec agt tea gtt gta 245 
Asp Ser Ser Ser He Leu Tyr Ala Arg Lys Asp Ser Ser Ser Val Val 

60 65 70 

gaa tgg act cag gee cca aaa gaa aga ggt cat cga gga tea gaa cat 2 93 

Glu Trp Thr Gin Ala Pro Lys Glu Arg Gly His Arg Gly Ser Glu His 
75 80 85 90 

ctg aac agt tac gaa gca gaa tgg gac atg gtt aat aca gtt tea ttt 341 
Leu Asn Ser Tyr Glu Ala Glu Trp Asp Met Val Asn Thr Val Ser Phe 
95 100 105 



982 



acc aat gga gat get cca agt cat aga aat ggg 389 

Thr Asn Gly Asp Ala Pro Ser His Arg Asn Gly 

115 120 

ttc ctg ttc agt ttg aca gac ctg aaa tc 433 

Phe Leu Phe Ser Leu Thr Asp Leu Lys 
130 135 

<210> 1460 
<211> 426 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 54 . .425 



aaa agg aaa cca cat 
Lys Arg Lys Pro His 
110 

aaa age aaa tgg tea 
Lys Ser Lys Trp Ser 
125 



<400> 1460 

Q aeggegagtc tgggcgactg cgcacgcgcg gctggttata aacaacttgt gaa atg 56 
*n Met 

Ifl 1 

7"l a 9t gat ttg gaa gat gat gag aca ccc cag ctt tct gec cat gee tta 104 

f*; Ser Asp Leu Glu Asp Asp Glu Thr Pro Gin Leu Ser Ala His Ala Leu 
^ 5 10 15 

*Q gca get etc cag gaa ttt tat get gag caa aag caa caa att gag cca 152 

%y Ala Ala Leu Gin Glu Phe Tyr Ala Glu Gin Lys Gin Gin He Glu Pro 

^0 20 25 30 

B 99C gag gat gat aaa tat aac att gga ata ata gaa gag aat tgg caa 200 

Q G1 y Glu As P As P L Y S ^ Asn He Gly He He Glu Glu Asn Trp Gin 

ry 35 40 45 

JJ! ctg age cag ttt tgg tat agt cag gaa act get ctg cag ctg gca cag 248 

Sw Leu Ser Gin Phe Trp Tyr Ser Gin Glu Thr Ala Leu Gin Leu Ala Gin 

50 55 60 65 

gag gca att gca get gta gga gaa ggt ggc aga ate gca tgt gtg agt 2 96 

Glu Ala He Ala Ala Val Gly Glu Gly Gly Arg He Ala Cys Val Ser 

70 75 80 

gee cct agt gtt tac cag aaa etc aga gag ctg tgc aga gaa aac ttt 344 

Ala Pro Ser Val Tyr Gin Lys Leu Arg Glu Leu Cys Arg Glu Asn Phe 

85 90 95 

teg ata tac ate ttt gaa tat gac aaa aga ttt gee atg tat gga gag 392 

Ser He Tyr He Phe Glu Tyr Asp Lys Arg Phe Ala Met Tyr Gly Glu 

100 105 110 

gag ttt att ttc tat gat tac aat aat cca ttg g 426 

Glu Phe He Phe Tyr Asp Tyr Asn Asn Pro Leu 
115 120 



<210> 1461 
<211> 506 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 167. .505 
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<400> 1461 

tgcgagctcc cggggaaaag caacagtgtc ctcctaagcc tgaggccacc gcgaccgagc 60 
cgagccaggc taagggacca gtgtctccct gcccccccmc ccacctctag grgctctgga 120 
gccttaggac catggacgct ctcaatagga accaaatagg ccctgg atg cca gac 175 

Met Pro Asp 

1 

cca gac cat ggt gca gaa agg acc ctt gga cct gat cga gac agg caa 223 
Pro Asp His Gly Ala Glu Arg Thr Leu Gly Pro Asp Arg Asp Arg Gin 

5 10 15 

a 99 get gaa agt gca aac gac aaa ccc cac ctg gtg age ctg ggc agt 271 
Arg Ala Glu Ser Ala Asn Asp Lys Pro His Leu Val Ser Leu Gly Ser 
20 25 30 35 

ggg cga etc age aca gec ate acc etc ctg ccg ctg gag gaa ggg agg 319 
Gly Arg Leu Ser Thr Ala He Thr Leu Leu Pro Leu Glu Glu Gly Arg 

40 45 50 

acg gtg att ggc tct gca gec aga gac ate tea eta cag ggc cca ggc 367 
Thr Val He Gly Ser Ala Ala Arg Asp He Ser Leu Gin Gly Pro Gly 

55 60 65 

ctg get cca gag cac tgc tac ate gag aac ctg egg ggc acc etc acc 415 
Leu Ala Pro Glu His Cys Tyr He Glu Asn Leu Arg Gly Thr Leu Thr 

70 75 80 

etc tac ccc tgt ggc aat gee tgc act att gat ggg etc ctg tec ggc 463 
Leu Tyr Pro Cys Gly Asn Ala Cys Thr He Asp Gly Leu Leu Ser Gly 

85 90 95 

age eta ccc ggc tea etc arn get gca tgt tgt gsc tgg gtc a 506 
Ser Leu Pro Gly Ser Leu Xaa Ala Ala Cys Cys Xaa Trp Val 
100 105 110 

<210> 1462 

<211> 393 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 61. .393 



<400> 1462 



20 



35 



50 55 60 



60 



ttg 


gtt 


atg 


gaa 


tat 


ttg 


get 


cat 


ccc 


agt 


aca 


108 


Leu 


Val 


Met 


Glu 


Tyr 


Leu 


Ala 


His 


Pro 


Ser 


Thr 












10 










15 






gga 


gtt 


get 


tgt 


ggc 


atg 


tgc 


ctg 


ggc 


tgg 


age 


156 


Gly 


Val 


Ala 


Cys 


Gly 


Met 


Cys 


Leu 


Gly Trp 


Ser 










25 










30 








ggg 


atg 


etc 


ccc 


aaa 


age 


aag 


acg 


age 


aag 


aca 


204 


Gly 


Met 


Leu 
40 


Pro 


Lys 


Ser 


Lys 


Thr 
45 


Ser 


Lys 


Thr 




agt 


gaa 


gca 


age 


ate 


ttg 


gga 


gac 


age 


ggg 


gag 


252 


Ser 


Glu 


Ala 


Ser 


He 


Leu 


Gly 


Asp 


Ser 


Gly 


Glu 
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tac aag atg att ctt gtg gtt cga aat gac tta aag atg gga aaa ggg 300 

Tyr Lys Met He Leu Val Val Arg Asn Asp Leu Lys Met Gly Lys Gly 

65 70 75 80 

aaa gtg get gec cag tgc tct cat get get gtt tea gee tac aag cag 348 

Lys Val Ala Ala Gin Cys Ser His Ala Ala Val Ser Ala Tyr Lys Gin 

85 90 95 

att caa aga aga aat cct gaa atg etc aaa caa tgg gaa tac tgt 393 
He Gin Arg Arg Asn Pro Glu Met Leu Lys Gin Trp Glu Tyr Cys 
100 105 110 

<210> 1463 

<211> 428 

<212> DNA 

<213> Homo sapiens 



<220> 
<221> CDS 
<222> 42 . .428 

a 

<400> 1463 



agttccagaa amyaggactg accaagaagc agaaaagcaa g atg aat gat gtg aag 56 

Met Asn Asp Val Lys 





ctt 


get 


gtc 


ttg 


ggt 


ggt 


gaa 


gga 


aca 


ggc 


aaa 


1 

tct 


gee 


ctt 


aca 


5 

gtg 


104 




Leu 


Ala 


Val 


Leu 


Gly 


Gly Glu Gly 


Thr 


Gly 


Lys 


Ser 


Ala 


Leu 


Thr 


Val 














10 










15 










20 








agg 


ttt 


ctt 


act 


aag 


cga 


ttc 


att 


gga 


gaa 


tat 


get 


tct 


aat 


ttt 


gaa 


152 




Arg 


Phe 


Leu 


Thr 


Lys 


Arg 


Phe 


He 


Gly 


Glu 


Tyr 


Ala 


Ser 


Asn 


Phe 


Glu 












25 










30 










35 








§U 
:=3 : 


tct 


ate 


tat 


aag 


aag 


cac 


ttg 


tgt 


ttg 


gaa 


agg 


aaa 


caa 


eta 


aat 


eta 


200 


" ; e 
S TS? 


Ser 


He 


Tyr 


Lys 


Lys 


His 


Leu 


Cys 


Leu 


Glu 


Arg 


Lys 


Gin 


Leu 


Asn 


Leu 




Sf» 






40 










45 






50 












gaa 


ata 


tat 


gac 


cct 


tgt 


tct 


caa 


aca 


cag 


aaa 


gca 


aaa 


ttc 


tec 


etc 


248 




Glu 


He 


Tyr Asp 


Pro 


Cys 


Ser 


Gin 


Thr 


Gin 


Lys 


Ala 


Lys 


Phe 


Ser 


Leu 








55 










60 










65 












aca 


agt 


gag 


ctt 


cac 


tgg 


gca 


gat 


ggg 


ttt 


gtt 


att 


gtg 


tat 


gac 


ate 


296 




Thr 


Ser 


Glu 


Leu 


His 


Trp 


Ala 


Asp 


Gly 


Phe 


Val 


He 


Val 


Tyr 


Asp 


He 






70 










75 










80 








85 






agt 


gat 


agg 


tct 


tea 


ttt 


get 


ttt 


gca 


aaa 


gcg 


ctg 


ate 


tac 


aga 


ate 


344 




Ser 


Asp 


Arg 


Ser 


Ser 


Phe 


Ala 


Phe 


Ala 


Lys 


Ala 


Leu 


He 


Tyr 


Arg 


He 














90 










95 








100 








egg 


gag 


cca 


caa 


act 


agt 


cat 


tgt 


aaa 


aga 


get 


gtg 


gaa 


tea 


gca 


gtg 


392 




Arg 


Glu 


Pro 


Gin 
105 


Thr 


Ser 


His 


Cys 


Lys 
110 


Arg 


Ala 


Val 


Glu 


Ser 
115 


Ala 


Val 






ttt 


ttg 


gtt 


ggc 


aac 


aaa 


cga 


gat 


ctt 


tgt 


cat 


gtg 










428 




Phe 


Leu 


Val 


Gly Asn 


Lys 


Arg 


Asp 


Leu 


Cys 


His 


Val 













120 125 



<210> 1464 

<211> 358 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 63 . .356 



<400> 1464 

gttttaagaa tayntcagcg tastagagga tttaagcaga tcgctttgcc tactttaatt 60 
at atg aaa tac cag gag gtc aga tgt tta acc tct ttc aac ata tct 107 
Met Lys Tyr Gin Glu Val Arg Cys Leu Thr Ser Phe Asn He Ser 
1 5 10 15 

gtt tct ttt cct gca gaa aca gat gat tat get gag att ata gat gaa 155 
Val Ser Phe Pro Ala Glu Thr Asp Asp Tyr Ala Glu He He Asp Glu 

20 25 30 

gaa gat act tac acc atg ccc tea acc agg gat tat gag att caa aga 203 
Glu Asp Thr Tyr Thr Met Pro Ser Thr Arg Asp Tyr Glu He Gin Arg 

35 40 45 

gam aga ata gaa ctt gga cga tgt att gga gaa ggc caa ttt gga gat 251 
Xaa Arg He Glu Leu Gly Arg Cys He Gly Glu Gly Gin Phe Gly Asp 
f*% 50 55 60 

% 9 ta cat caa ggc att yat atg agt cca gag aat cca get ttg gcg gtt 2 99 

Val His Gin Gly He Xaa Met Ser Pro Glu Asn Pro Ala Leu Ala Val 
¥} 65 70 75 

gca att aaa aca tgt aaa aac tgt act keg gac age gtg aga gag aaa 347 
yj Ala He Lys Thr Cys Lys Asn Cys Thr Xaa Asp Ser Val Arg Glu Lys 
^0 80 85 90 95 

Jj ttt ctt caa ga 3 58 
uf% Phe Leu Gin 



P3S 



<210> 1465 
<211> 460 
!H <212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 217. .459 



<400> 1465 

acacactgtc agggctagee tgectgetta cgcgcgctgc ggattgttgc tccgttgtac 60 
ctgctgggga attcacctcg ttactgcttg atatcttcca ccccttacaa aatcagaaaa 120 
gttgtgtttt ctaataccaa agaggaggtt tggctttctg tgggtgattc ccagacactg 180 
aagtgcaaag aagagaccct cctagaaaag taaaat atg act aaa age aat gga 234 

Met Thr Lys Ser Asn Gly 
1 5 

gaa gag ccc aag atg ggg ggc agg atg gag aga ttc cag cag gga gtc 2 82 

Glu Glu Pro Lys Met Gly Gly Arg Met Glu Arg Phe Gin Gin Gly Val 

10 15 20 

cgt aaa cgc aca ctt ttg gec aag aag aaa gtg cag aac att aca aag 330 
Arg Lys Arg Thr Leu Leu Ala Lys Lys Lys Val Gin Asn He Thr Lys 

25 30 35 

gag gat gtt aaa agt tac ctg ttt egg aat get ttt gtg ctg etc aca 378 
Glu Asp Val Lys Ser Tyr Leu Phe Arg Asn Ala Phe Val Leu Leu Thr 
40 45 50 



986 



gtc anc get gtc att gtg ggt aca ate ctt gga ttt anc etc cga cca 426 
Val Xaa Ala Val He Val Gly Thr He Leu Gly Phe Xaa Leu Arg Pro 
55 60 65 70 

tac aga atg age tac egg gaa gtc aag tac ttc t 460 
Tyr Arg Met Ser Tyr Arg Glu Val Lys Tyr Phe 
75 80 



<210> 1466 

<211> 366 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 75. .365 



= ?5 



<400> 1466 

attctgetge caaaaatctt caagctgaga gegaaaagea gattctttca ctacaagaga 60 
agaacaagga gctg atg gat gaa tat aat cat tta aaa gaa aga atg gat 110 
Met Asp Glu Tyr Asn His Leu Lys Glu Arg Met Asp 

caa tgt gag aaa gag aaa gca gga aga aaa att gac ctt aca gaa gca 158 
UJ Gin Cys Glu Lys Glu Lys Ala Gly Arg Lys He Asp Leu Thr Glu Ala 
m 15 20 25 

«J ca 9 9 aa act gta cct tea cga tgt eta cat ctg gat gca gag aat gaa 
; || Gin Glu Thr Val Pro Ser Arg Cys Leu His Leu Asp Ala Glu Asn Glu 
7 30 35 40 

gtt ctt caa ctt caa cag aca tta ttc tct atg aaa gca ata caa aag 
^ Val Leu Gin Leu Gin Gin Thr Leu Phe Ser Met Lys Ala He Gin Lys 

HI 45 50 55 60 

caa tgt gaa aca eta cag aag aat aag aag cag ctg aaa caa gaa gta 

Gin Cys Glu Thr Leu Gin Lys Asn Lys Lys Gin Leu Lys Gin Glu Val 

65 70 75 

gta aac etc aaa agt tat atg gaa aga aat atg tta gaa cgt ggt aag 

Val Asn Leu Lys Ser Tyr Met Glu Arg Asn Met Leu Glu Arg Gly Lys 

80 85 90 

ctg aat ggc ata aac t 

Leu Asn Gly He Asn 

95 



206 



254 



302 



350 



366 



<210> 1467 
<211> 362 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 28 . . 360 



<400> 1467 

gagcteggeg gcggcgggcg egggaag atg gcg gca gcg gcg gcg gcg get gca 54 

Met Ala Ala Ala Ala Ala Ala Ala Ala 
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% 



1 5 

gaa cag ata aca ctt gtt att tgg gcc gtg att cgc att gga cca aat 102 

Glu Gin He Thr Leu Val He Trp Ala Val He Arg He Gly Pro Asn 

10 15 20 25 

ggc tgt gat agt atg gag ttt cat gaa agt ggc ctg ctt cga tkk aag 150 

Gly Cys Asp Ser Met Glu Phe His Glu Ser Gly Leu Leu Arg Xaa Lys 

30 35 40 

caa gta tct gac atg gga gtg ate cac cct ctt tat aaa age aca gta 198 
Gin Val Ser Asp Met Gly Val He His Pro Leu Tyr Lys Ser Thr Val 

45 50 55 

gga gga agg cga aat gaa aat ttg gtc ate act ggc aac aac cag cct 246 
Gly Gly Arg Arg Asn Glu Asn Leu Val He Thr Gly Asn Asn Gin Pro 

60 65 70 

att gtt ttt cag caa ggg aca aca aag etc agt gta gas mac aac aaa 2 94 

He Val Phe Gin Gin Gly Thr Thr Lys Leu Ser Val Xaa Xaa Asn Lys 

75 80 85 

act tct att aca agt gac ate ggc atg cag ttt ttt gac ccg agg wet 342 
Thr Ser He Thr Ser Asp He Gly Met Gin Phe Phe Asp Pro Arg Xaa 
n 90 95 100 105 

^ caa aat ate tta ttc age ac 362 
Gin Asn He Leu Phe Ser 

no 



ssSs 



5** 



<210> 1468 

<211> 403 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 136 . .402 



<400> 1468 

aaccattgtt ccgccggtcg cgccggagct gggttgctcc tgctcccgtc tccaagtcct 60 
ggtacctcct tcaagctggg agagggctct agtccctggt tctgaacact ctggggttct 12 0 
egggtgeagg ccgcc atg age aaa egg aag gcg ccg cag gag act etc aac 171 
Met Ser Lys Arg Lys Ala Pro Gin Glu Thr Leu Asn 
15 10 
ggg gga ate ace gac atg etc aca gaa etc gca aac ttt gag aag aac 219 
Gly Gly He Thr Asp Met Leu Thr Glu Leu Ala Asn Phe Glu Lys Asn 

15 20 25 

gtg akc caa get ate cac aag tac aat get tas rga aaa gca gca tct 267 
Val Xaa Gin Ala He His Lys Tyr Asn Ala Xaa Xaa Lys Ala Ala Ser 
30 35 40 



gtt 


ata 


gca 


aaa tac 


cca 


cac 


aaa 


ata 


aag 


agt 


gga 


get 


kwa 


get 


aag 


315 


Val 


He 


Ala 


Lys Tyr 


Pro 


His 


Lys 


He 


Lys 


Ser 


Gly 


Ala 


Xaa 


Ala 


Lys 




45 








50 










55 










60 




aaa 


ttg 


cct 


gga gta 


gga 


aca 


aaa 


att 


get 


gaa 


aag 


att 


gat 


gag 


ttt 


363 


Lys 


Leu 


Pro 


Gly Val 


Gly Thr 


Lys 


He 


Ala 


Glu 


Lys 


He 


Asp 


Glu 


Phe 










65 










70 










75 






tta 


gca 


act 


gga aaa 


tta 


cgt 


aaa 


ctg 


gaa 


aag 


att 


egg 


c 






403 


Leu 


Ala 


Thr 


Gly Lys 
80 


Leu 


Arg 


Lys 


Leu 
85 


Glu 


Lys 


He 


Arg 
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* % 



<210> 1469 

<211> 388 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 121 . .387 



<400> 1469 

cccgttccac cgcggaccgg atgtttgccg agccttgaca ggcgtggcag agggagcagt 60 
gcccgagcgc ggtttctctt aaggttctgc agggcaaggc tgtctgggac aggcttggcc 120 
atg gat ccg etc tea gag ctg cag gat gat ctg acc ttg gat gac acc 168 
Met Asp Pro Leu Ser Glu Leu Gin Asp Asp Leu Thr Leu Asp Asp Thr 
1 5 10 15 

age gag get ctg aac cag ctg aag ctg gec tec ate gat gag aag aac 216 
^ Ser Glu Ala Leu Asn Gin Leu Lys Leu Ala Ser He Asp Glu Lys Asn 

S 20 25 30 

tgg ccc teg gat gaa atg cct gac ttc ccc aag tea gat gac tec aaa 264 

-f\ Trp Pro Ser Asp Glu Met Pro Asp Phe Pro Lys Ser Asp Asp Ser Lys 

35 40 45 

yj age age tec ccg gaa ctt gtc aca cac ctg aag tgg gat gac cca tac 312 

%0 Ser Ser Ser Pro Glu L eu Val Thr His Leu Lys Trp Asp Asp Pro Tyr 

%P 50 55 60 

*P tat 9aC atC 9CC ° 99 CaC cag atc gtg gag gtg gca 99 a 9 at 9 ac aa 9 360 

* Tyr Asp He Ala Arg His Gin He Val Glu Val Ala Gly Asp Asp Lys 

» 65 70 75 80 

^ tat ggg egg aag atc att gtg ttt agt g 388 

§y Tyr Gly Arg Lys He He Val Phe Ser 

iy 85 



p <210> 1470 
<211> 503 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 100. .501 



<400> 1470 

agcgtgttca gcctgcctgc ctgcctgcct ctgtgtgtgt gtgagcgtgt gtgcgtgcgt 60 
ctactttgta ctgggaagaa cacagcccat gtgctctgc atg gac gtt act gat 114 

Met Asp Val Thr Asp 
1 5 

act ctg ttt age ttg att ttc nga aaa gca ggc aag atg tec age aca 162 
Thr Leu Phe Ser Leu He Phe Xaa Lys Ala Gly Lys Met Ser Ser Thr 

10 15 20 

cca cat gac ccc ttc tat tct tct cct ttc ggc cca ttt tat agg agg 210 
Pro His Asp Pro Phe Tyr Ser Ser Pro Phe Gly Pro Phe Tyr Arg Arg 
25 30 35 



989 



in 



cat aca cca tac atg gta cag cca gag tac cga ate tat gag atg aac 258 

His Thr Pro Tyr Met Val Gin Pro Glu Tyr Arg lie Tyr Glu Met Asn 

40 45 50 

aag aga ctg cag tct cgc aca gag gat agt gac aac etc tgg tgg gac 306 

Lys Arg Leu Gin Ser Arg Thr Glu Asp Ser Asp Asn Leu Trp Trp Asp 

55 60 65 

gec ttt gec act gaa ttt ttt gaa gat gac gec aca tta acc ctt tea 354 

Ala Phe Ala Thr Glu Phe Phe Glu Asp Asp Ala Thr Leu Thr Leu Ser 

70 75 80 85 

ttt tgt ttg gaa gat gga cca aag cga tac act ate ggc agg acc etc 402 

Phe Cys Leu Glu Asp Gly Pro Lys Arg Tyr Thr lie Gly Arg Thr Leu 

90 95 100 

ate ccc cgt tac ttt age act gtg ttt gaa gga ggg gtg acc gac ctg 450 

lie Pro Arg Tyr Phe Ser Thr Val Phe Glu Gly Gly Val Thr Asp Leu 

105 no us 

tat tac att etc aaa cac teg aaa gag tea tac cac aac tea tec ate 498 

Tyr Tyr He Leu Lys His Ser Lys Glu Ser Tyr His Asn Ser Ser He 

120 125 130 

ac 9 9t 503 
Thr 

<210> 1471 

<211> 764 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 56 . . 763 



iU <400> 1471 

£ aggagagcag geggctgegg ttgetgeage cttcaktctc cacccggact aegee atg 58 
O Met 

O i 

ttg ggg ttt gtg ggt egg gtg gee get get ccg gee tec ggg gee ttg 106 
Leu Gly Phe Val Gly Arg Val Ala Ala Ala Pro Ala Ser Gly Ala Leu 

5 10 15 

egg aga etc acc cct tea gcg teg ctg ccc cca get cag etc tta ctg 154 
Arg Arg Leu Thr Pro Ser Ala Ser Leu Pro Pro Ala Gin Leu Leu Leu 

20 25 30 

egg gec get ccg acg gcg gtc cat cct gtc agg gac tat gcg gcg caa 2 02 

Arg Ala Ala Pro Thr Ala Val His Pro Val Arg Asp Tyr Ala Ala Gin 

35 40 45 

aca tct cct teg cca aaa gca ggc gee gee acc ggg cgc ate gtg gcg 250 
Thr Ser Pro Ser Pro Lys Ala Gly Ala Ala Thr Gly Arg He Val Ala 
50 55 60 65 

gtc att ggc gca gtg gtg gac gtc cag ttt gat gag gga eta cca cca 298 
Val He Gly Ala Val Val Asp Val Gin Phe Asp Glu Gly Leu Pro Pro 

70 75 80 

att eta aat gee ctg gaa gtg caa ggc agg gag acc aga ctg gtt ttg 34 6 

He Leu Asn Ala Leu Glu Val Gin Gly Arg Glu Thr Arg Leu Val Leu 

85 90 95 

gag gtg gee cag cat ttg ggt gag age aca gta agg act att get atg 394 



990 



* % 



Glu Val Ala Gin His Leu Gly Glu Ser Thr Val Arg Thr He Ala Met 

100 105 110 

gat ggt aca gaa ggc ttg gtt aga ggc cag aaa gta ctg gat tct ggt 442 
Asp Gly Thr Glu Gly Leu Val Arg Gly Gin Lys Val Leu Asp Ser Gly 

115 120 125 

gca cca ate aaa att cct gtt ggt cct gag act ttg ggc aga ate atg 490 
Ala Pro He Lys He Pro Val Gly Pro Glu Thr Leu Gly Arg He Met 
130 135 140 145 

naa tgt cat tgg aga aac eta ttg atg aaa gag gtc cca tea aaa nca 538 
Xaa Cys His Trp Arg Asn Leu Leu Met Lys Glu Val Pro Ser Lys Xaa 

150 155 160 

aaa caa ttt get ccc att cat get gag get cca gag ttc atg gaa atg 586 
Lys Gin Phe Ala Pro He His Ala Glu Ala Pro Glu Phe Met Glu Met 

165 170 175 

agt gtt gag cag gaa att ctg gtg act ggt ate aag gtt gtc gat ctg 634 
Ser Val Glu Gin Glu He Leu Val Thr Gly He Lys Val Val Asp Leu 

180 185 190 

eta get ccc tat gec aag ggt ggc aaa att ggg ctt ttt ggt ggt get 682 
Leu Ala Pro Tyr Ala Lys Gly Gly Lys He Gly Leu Phe Gly Gly Ala 

195 200 205 

gga gtt ggc aag act gta ctg ate atg gag tta ate aac aat gtc gec 730 
Gly Val Gly Lys Thr Val Leu He Met Glu Leu He Asn Asn Val Ala 
^ 2 10 215 220 225 

yj aaa gee cat ggt ggt tac tct gtg ttt get ggt g 764 
yg Lys Ala His Gly Gly Tyr Ser Val Phe Ala Gly 
^0 230 235 

^ <210> 1472 
L <211> 223 
<212> DNA 

<213> Homo sapiens 



m 



m 

m 



<220> 
<221> CDS 
<222> 56. .223 



<400> 1472 

aggagagcag geggctgegg ttgetgeage cttcagtctc cacccggact aegee atg 58 

Met 
1 

ttg 999 ttt gtg ggt egg gtg gec get get ccg gec tec ggg gec ttg 106 
Leu Gly Phe Val Gly Arg Val Ala Ala Ala Pro Ala Ser Gly Ala Leu 

5 10 15 

egg aga etc acc cct tea gcg teg ctg ccc cca get cag etc tta ctg 154 
Arg Arg Leu Thr Pro Ser Ala Ser Leu Pro Pro Ala Gin Leu Leu Leu 

20 25 30 

egg gee get ccg acg gcg gtc cat cct ggt aag tgc ttt tct gna gga 2 02 

Arg Ala Ala Pro Thr Ala Val His Pro Gly Lys Cys Phe Ser Xaa Gly 

35 40 45 

get aac gtt cca ttt tgc cgc 223 
Ala Asn Val Pro Phe Cys Arg 
50 55 



991 



<210> 1473 
<211> 440 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 239 . .439 



<400> 1473 

aacttgggac tgccaagagc tgaaggagag tggtgagcaa aggaatgaag ggagagagag 60 
agaaactaaa ctggaagctt gagttttgtg tagcttcttg aaaccttatg aatggattac 120 
tagaagctga gagccaggag agacctatag gggatgmaag atccctacac attaaaaggg 180 
ggagaaaagc aggcggaatt cttcttcctg gctgtgttat ccctccttcc tgaaatga 238 
atg gaa ccc aca aga etc cca gaa ggt gaa gtt aag age tec cag act 2 86 

Met Glu Pro Thr Arg Leu Pro Glu Gly Glu Val Lys Ser Ser Gin Thr 
1 5 10 15 

cat aag gtt att aga aca gca aac tgg cac ccc aaa gaa ctt tac gga 334 
■j; His Lys Val lie Arg Thr Ala Asn Trp His Pro Lys Glu Leu Tyr Gly 
[[ 2 0 25 3 0 

^ gac ttg caa cct ate aac aag ttg gat gag gga tta aaa set tea aca 3 82 

Asp Leu Gin Pro lie Asn Lys Leu Asp Glu Gly Leu Lys Xaa Ser Thr 
yJ 35 40 45 

L J3 acc a ac aac ccc aag cat caa act gaa gga aac att eta acc ttc aca 430 
%fj Thr Asn Asn Pro Lys His Gin Thr Glu Gly Asn He Leu Thr Phe Thr 
*Q 50 55 60 

s gac aga ctg g 440 
Asp Arg Leu 

SI 65 

<210> 1474 

Hp <211> 437 

Q <212> DNA 

Q <213> Homo sapiens 

<220> 
<221> CDS 
<222> 27 . .437 



<400> 1474 

cacgtcggca ccagctgcgg ggcaag atg gag gcg ctg att ttg gaa cct tec 53 

Met Glu Ala Leu He Leu Glu Pro Ser 
1 5 



ctg 


tat 


act 


gtc 


aaa 


gec 


ate 


ctg 


att 


ctg 


gac 


aat 


gat 


gga 


gat 


cga 


101 


Leu 


Tyr 


Thr 


Val 


Lys 


Ala 


He 


Leu 


He 


Leu 


Asp 


Asn 


Asp Gly Asp Arg 




10 










15 










20 










25 




ctt 


ttt 


gee 


aag 


tac 


tat 


gac 


gac 


acc 


tac 


ccc 


agt 


gtc 


aag 


gag 


caa 


149 


Leu 


Phe 


Ala 


Lys 


Tyr Tyr Asp 


Asp 


Thr 


Tyr 


Pro 


Ser 


Val 


Lys 


Glu 


Gin 












30 










35 










40 






aag 


gee 


ttt 


gag 


aag 


aac 


att 


ttc 


aac 


aag 


acc 


cat 


egg 


act 


gac 


agt 


197 


Lys 


Ala 


Phe 


Glu 


Lys 


Asn 


He 


Phe 


Asn 


Lys 


Thr 


His 


Arg 


Thr 


Asp 


Ser 





45 50 55 
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% 



gaa att gcc etc ttg gaa 
Glu lie Ala Leu Leu Glu 
60 

gat etc tat ttc tat gtg 
Asp Leu Tyr Phe Tyr Val 
75 

ctt atg get gtt ctg aac 
Leu Met Ala Val Leu Asn 
90 95 
agg aaa aat gta gaa aag 
Arg Lys Asn Val Glu Lys 
110 

ttc ttg get gtg gat gaa 
Phe Leu Ala Val Asp Glu 
125 



ggc ctg aca gtg gta tac 
Gly Leu Thr Val Val Tyr 
65 

att ggc age tec tat gaa 
lie Gly Ser Ser Tyr Glu 
80 85 
tgt etc ttc gac tea ttg 
Cys Leu Phe Asp Ser Leu 
100 

cga gca ctg ctg gag aac 
Arg Ala Leu Leu Glu Asn 
115 

att gwa rat gga ggg gtg 
lie Xaa Xaa Gly Gly Val 
130 



aaa age agt ata 245 

Lys Ser Ser lie 

70 

aat gag ctg atg 2 93 

Asn Glu Leu Met 

age cag atg ctg 341 
Ser Gin Met Leu 
105 

atg gag ggg ctg 389 
Met Glu Gly Leu 
120 

ate eta gag agt 437 
lie Leu Glu Ser 
135 



<210> 1475 

<211> 322 

^ <212> DNA 

<213> Homo sapiens 

<220> 

H= <221> CDS 

ill <222> 33 . . 320 



if* 



<400> 1475 

ccacgtcaga gggaaccgng eggasggeca ac atg gcg gaa esc agg aga cac 53 

Met Ala Glu Xaa Arg Arg His 
1 5 

aag aag egg ate cag gaa gtt ggt gaa cca tct aaa gaa gag aag get 101 
Vj Lys Lys Arg He Gin Glu Val Gly Glu Pro Ser Lys Glu Glu Lys Ala 
10 15 20 

gtg gcc aag tat ctt cga ttc aac tgt cca aca aag tec acc aat atg 149 
Val Ala Lys Tyr Leu Arg Phe Asn Cys Pro Thr Lys Ser Thr Asn Met 

25 30 35 

atg ggt cac egg gtt gat tat ttt att get tea aaa gca gtg gac tgt 197 
Met Gly His Arg Val Asp Tyr Phe He Ala Ser Lys Ala Val Asp Cys 
40 45 50 55 

ctt ttg gat tea aag tgg gca aag gcc aag aaa gga gag gaa get tta 245 
Leu Leu Asp Ser Lys Trp Ala Lys Ala Lys Lys Gly Glu Glu Ala Leu 

60 65 70 

ttt aca acc agg gag tct gtg gtt gac tac tgc aac agg ctt tta aag 293 
Phe Thr Thr Arg Glu Ser Val Val Asp Tyr Cys Asn Arg Leu Leu Lys 

75 80 85 

aag cag ttt ttt cac cga gcc eta aaa gt 322 
Lys Gin Phe Phe His Arg Ala Leu Lys 
90 95 



<210> 1476 

<211> 483 

<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 105 . .482 



<400> 1476 

cactgaccct cgtcccgccc ccgccattcg ccgcctcctc ctgtcccgca gtcggcgtcc 60 
agcggctctg cttgttcgtg tgtgtgtcgt tgcaggcctt attc atg ggc tea ccg 116 

Met Gly Ser Pro 
1 

ctg agg ttc gac ggg egg gtg gta ctg gtc acc ggc gcg ggg gca gga 164 
Leu Arg Phe Asp Gly Arg Val Val Leu Val Thr Gly Ala Gly Ala Gly 
5 10 15 20 

ttg ggc cga gec tat gec ctg get ttt gca gaa aga gga gcg tta gtt 212 
Leu Gly Arg Ala Tyr Ala Leu Ala Phe Ala Glu Arg Gly Ala Leu Val 

25 30 35 

gtt gtg aat gat ttg gga ggg gac ttc aaa gga gtt ggt aaa ggc tec 2 60 

Val Val Asn Asp Leu Gly Gly Asp Phe Lys Gly Val Gly Lys Gly Ser 

40 45 50 

tta get get gat aag gtt gtt gaa gaa ata aga agg aga ggt gga aaa 3 08 

Leu Ala Ala Asp Lys Val Val Glu Glu He Arg Arg Arg Gly Gly Lys 
Y} 55 60 65 

gca gtg gec aac tat gat tea gtg gaa gaa gga gag aag gtt gtg aag 356 
Vi Ala Val Ala Asn Tyr Asp Ser Val Glu Glu Gly Glu Lys Val Val Lys 
y3 70 75 80 

yfj aca gee ctg gat get ttt gga aga ata gat gtt gtg gtc aac aat get 4 04 

J3 Thr Ala Leu As P Ala phe G1 y Ar 9 Ile As P v al Val Val Asn Asn Ala 
s 85 90 95 100 

n gga att ctg agg gat cgt tec ttt get agg ata agt gat gaa gac tgg 452 
Gly Ile Leu Arg Asp Arg Ser Phe Ala Arg Ile Ser Asp Glu Asp Trp 

105 HO 115 

^ gat ata ate cac aga gtt cat ttg egg ggt t 4 83 

4= Asp Ile Ile His Arg Val His Leu Arg Gly 
O 120 125 

^ <210> 1477 
<211> 338 
<212> DNA 
<213> Homo sapiens 

<220> 
<221> CDS 
<222> 137 . .337 



<400> 1477 

ganaacaaga tggcgggttc gtggtgagaa gccgtcaagc aggagtagaa attggtatgc 60 
ttaraagcag attctaaaag cagtttctct tcagaacatc ttttttcata ccacttgata 120 
agcatcttka aacacc atg get gta get gca gta aaa tgg gtg atg tea aag 172 
Met Ala Val Ala Ala Val Lys Trp Val Met Ser Lys 
15 10 
aga act ate ttg aaa cat tta ttt cca gtc caa aat gga get tta tat 220 
Arg Thr Ile Leu Lys His Leu Phe Pro Val Gin Asn Gly Ala Leu Tyr 
15 20 25 
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tgt gtt tgt cat aaa tct acg tat tct cct eta cca gat gac tat aat 268 
Cys Val Cys His Lys Ser Thr Tyr Ser Pro Leu Pro Asp Asp Tyr Asn 

30 35 40 

tgc aac gta gag cnt get ctg act tct gat ggc agg aca ata gta tgc 316 
Cys Asn Val Glu Xaa Ala Leu Thr Ser Asp Gly Arg Thr He Val Cys 
45 50 55 60 

tac cac cct tct gtg gnc att c 338 
Tyr His Pro Ser Val Xaa He 
65 



<210> 1478 

<211> 266 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 99. .266 



<400> 1478 

agetgagect agagtcegge tgttggctag agtgggcgcg gatctggtgt ggggaaggcg 60 
r~~ gegggactea ggcctgcctg cgaasattgt cctacata atg gta gag gac gaa ctg 116 
^ Met Val Glu Asp Glu Leu 

h M 15 
=|J gca ctt ttc 9 at aaa a 9 c ata aat 9*a ttt tgg aat aaa ttc aaa agt 164 
y-j Ala Leu Phe Asp Lys Ser He Asn Glu Phe Trp Asn Lys Phe Lys Ser 
s 10 15 20 

g acg gac acc tec tgt cag atg gcg gga eta aga gat acc tac aag gat 212 
Thr Asp Thr Ser Cys Gin Met Ala Gly Leu Arg Asp Thr Tyr Lys Asp 

^ 25 30 35 

tec ate aaa gca ttt gca gaa aag ctg tct gtg aaa tta aag gaa gaa 260 

± Ser i:L e Lys Ala Phe Ala Glu Lys Leu Ser Val Lys Leu Lys Glu Glu 

O 40 45 50 

O 9 aa c 9 a 266 
Glu Arg 

55 



<210> 1479 

<211> 411 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 120 . .410 



<400> 1479 

acaacggctc geggaggett aegegtagtg acatcgccgg tgtttgcggg tggttgttgc 60 
tctcggggcc gtgtggagta ggtctggacc tggactcacg gctgcttgga gcgtccgcc 119 
atg agg aga agt gag gtg ctg gcg gag gag tec ata gta tgt ctg cag 167 
Met Arg Arg Ser Glu Val Leu Ala Glu Glu Ser He Val Cys Leu Gin 
1 5 10 15 
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aaa gcc eta aat cac ctt egg gaa ata tgg gag eta att ggg att cca 215 
Lys Ala Leu Asn His Leu Arg Glu He Trp Glu Leu He Gly He Pro 

20 25 30 

gag gac cag egg tta caa aga act gag gtg gta aag aag cat ate aag 263 
Glu Asp Gin Arg Leu Gin Arg Thr Glu Val Val Lys Lys His He Lys 

35 40 45 

gaa etc ctg gat atg atg att get gaa gag gaa age ctg aag gaa aga 311 
Glu Leu Leu Asp Met Met He Ala Glu Glu Glu Ser Leu Lys Glu Arg 

50 55 60 ' 

etc ate aaa age ata tec gtc tgt cag aaa gag ctg aac act ctg tgc 359 
Leu He Lys Ser He Ser Val Cys Gin Lys Glu Leu Asn Thr Leu Cys 
65 70 75 80 

age gag tta cat gtt gag cca ttt cag gaa gaa gga gar ncg ace ate 4 07 

Ser Glu Leu His Val Glu Pro Phe Gin Glu Glu Gly Glu Xaa Thr He 

85 90 95 

ttg c 411 
Leu 





<210> 


1480 


. S^i 


<211> 


457 




<212> 


DNA 


y \ 


<213> 


Homo 




<220> 






<221> 


CDS 


r- : S 


<222> 


88. . 



456 



<400> 1480 

ttctctctcg gcgtttccgc tgtcagggee ctgcggtgtg actcgcgggc tcagctggtc 60 
cggccgtagc acctccgcgc cgtcgcc atg teg egg ttt ttc ace ace ggt teg 114 

Met Ser Arg Phe Phe Thr Thr Gly Ser 

1 5 



gac 


age 


gag 


tec 


gag 


teg 


tec 


ttg 


tec 


ggg 


gag 


gag 


etc 


gtc 


acc 


aaa 


162 


Asp 


Ser 


Glu 


Ser 


Glu 


Ser 


Ser 


Leu 


Ser 


Gly 


Glu 


Glu 


Leu 


Val 


Thr 


Lys 




10 










15 










20 










25 




cct 


gtc 


gga 


ggc 


aac 


tat 


ggc 


aaa 


cag 


cca 


ttg 


ttg 


ctg 


age 


gag 


gat 


210 


Pro 


Val 


Gly 


Gly 


Asn 


Tyr 


Gly 


Lys 


Gin 


Pro 


Leu 


Leu 


Leu 


Ser 


Glu 


Asp 












30 










35 










40 




gaa 


gaa 


gat 


acc 


aag 


aga 


gtt 


gtc 


cgc 


agt 


gcc 


aag 


gac 


aag 


agg 


ttt 


258 


Glu 


Glu 


Asp 


Thr 
45 


Lys 


Arg 


Val 


Val 


Arg 
50 


Ser 


Ala 


Lys 


Asp 


Lys 
55 


Arg 


Phe 




gag 


gag 


ctg 


acc 


aac 


ctt 


ate 


egg 


acc 


ate 


cgt 


aat 


gcc 


atg 


aag 


att 


306 


Glu 


Glu 


Leu 


Thr 


Asn 


Leu 


He 


Arg 


Thr 


He 


Arg 


Asn 


Ala 


Met 


Lys 


He 








60 










65 










70 








cgt 


gat 


gtc 


acc 


aag 


tgc 


ctg 


gaa 


gag 


ttt 


gag 


etc 


ctg 


gga 


aaa 


gca 


354 


Arg 


Asp 


Val 


Thr 


Lys 


Cys 


Leu 


Glu 


Glu 


Phe 


Glu 


Leu 


Leu 


Gly Lys 


Ala 






75 










80 










85 












tat 


ggg 


aag 


gcc 


aaa 


age 


att 


gtg 


gac 


aaa 


gaa 


ggt 


gtc 


ccc 


egg 


ttc 


402 


Tyr 


Gly 


Lys 


Ala 


Lys 


Ser 


He 


Val 


Asp 


Lys 


Glu 


Gly Val 


Pro 


Arg 


Phe 




90 










95 










100 








105 




tat 


ate 


cgc 


ate 


ctg 


get 


gac 


eta 


gag 


gac 


tat 


ctt 


aat 


gag 


ctt 


tgg 


450 


Tyr 


He 


Arg 


He 


Leu 


Ala 


Asp 


Leu 


Glu 


Asp 


Tyr 


Leu 


Asn 


Glu 


Leu 


Trp 












110 










115 










120 
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gaa gat a 
Glu Asp 

<210> 1481 

<211> 428 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 276 . .428 



ru 



<400> 1481 

tggaattctc tttaacactt agccttaacg gtttaagttc ccctccagcc ccgagccagg 60 
agcagttctc aataccggga gaggcacaga gctatttcag ccacatgaaa agcatcggaa 12 0 
ttgagatcgc agctcagagg acaccgggcg ccccttccac cttccaagga gctttgtatt 180 
cttgcatctg gctgcctggg acttccctta ggcagtaaac aaatacataa agcagggata 24 0 
agactgcatg aatatgtcga aacagccagt ttcca atg tta gag cca tec agg 2 93 

Met Leu Glu Pro Ser Arg 
1 5 

caa ata tea ata ttc caa tgg gag cct ttc ggc cag gag cag gtc aac 341 
Gin He Ser He Phe Gin Trp Glu Pro Phe Gly Gin Glu Gin Val Asn 

10 15 20 

ccc cca gaa gaa aag aat gta etc ctg aag tgg agg agg gtg ttc etc 389 
Pro Pro Glu Glu Lys Asn Val Leu Leu Lys Trp Arg Arg Val Phe Leu 

25 30 35 

cca cct egg atg agg aga aga age caa ttc cag gag cga 42 8 

Pro Pro Arg Met Arg Arg Arg Ser Gin Phe Gin Glu Arg 
40 45 50 

<210> 1482 

<211> 207 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 48 . .206 



<400> 1482 

atgcctgcct agaegggeca gaaaagccaa acttaagaaa tetgect atg tac aga 56 

Met Tyr Arg 
1 

aca agt caa eta agg ggt cca tgg agg ctg agg egg gag aat tgc ttg 104 

Thr Ser Gin Leu Arg Gly Pro Trp Arg Leu Arg Arg Glu Asn Cys Leu 

5 10 15 

ggc ccg gga ggt gga ggt tgc agt gag cca ccg cac tec age ctg ggg 152 

Gly Pro Gly Gly Gly Gly Cys Ser Glu Pro Pro His Ser Ser Leu Gly 
20 25 30 35 

gac aga gtg aga ttc cgt etc agg aga aat aaa aaa act aga tgg aca 200 

Asp Arg Val Arg Phe Arg Leu Arg Arg Asn Lys Lys Thr Arg Trp Thr 

40 45 50 
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gat aag t 
Asp Lys 

<210> 1483 
<211> 422 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 114 . .422 



<400> 1483 

agagggctct tccggcgcct tcccaggcgg ggatkctgcg gctccgcagc gggctgaggc 60 
accttcgggc aacacccaat actcggggct ccgctcggct tcttcgcgcc gag atg 116 

Met 
1 

n cct aag aag get ggt gcg acg acc aag ggt aaa age cag age aag gaa 164 
*J? Pro Lys Lys Ala Gly Ala Thr Thr Lys Gly Lys Ser Gin Ser Lys Glu 
X 5 10 15 

Yj cca gag aga cca ctt cct ccc tta ggt cct gtg gca gtt gat cct aaa 212 
H 6 Pro Glu Arg Pro Leu Pro Pro Leu Gly Pro Val Ala Val Asp Pro Lys 
CM 20 25 30 

fejj 99* tgc gtc acc ata gec ate cat gca aaa cct ggc tec aaa caa aat 260 
,J Gly Cys Val Thr He Ala He His Ala Lys Pro Gly Ser Lys Gin Asn 

35 40 45 

^ get gta aca gat ttg aca gca gag get gta aat gta get att gca gca 308 
Ala Val Thr Asp Leu Thr Ala Glu Ala Val Asn Val Ala He Ala Ala 
50 55 60 65 

cct cca tea gag gga gag get aat get gag etc tgt egg tat ctt tec 356 
Pro Pro Ser Glu Gly Glu Ala Asn Ala Glu Leu Cys Arg Tyr Leu Ser 

70 75 80 

aag gtc eta gaa etc agg aag agt gat gtg gtt ttg gat aag ggt ggt 4 04 

Lys Val Leu Glu Leu Arg Lys Ser Asp Val Val Leu Asp Lys Gly Gly 

85 90 95 

aaa tct cgt gaa aag gtg 422 
Lys Ser Arg Glu Lys Val 
100 



ru 



<210> 1484 
<211> 511 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> 230. .511 



<400> 1484 

aagcgtaggg gaggggaccg gagaggaggg gttgagcaca egggagagga gaagagggag 60 

acccgccgcc tccctccctc cctagctgac ttgctccctc ccgggctgcg getgetgeaa 120 

aagccagcag eggcageggg agetgtcegg aggceggegt cgagggtttg ccgctgtctc 180 
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tgctattcca tcctccccat aggggctctc tcccctctcc catctcaag atg gca gcc 238 

Met Ala Ala 
1 

age age tct gag ate tct gag atg aag ggg gtt gag gag agt ccc aag 2 86 

Ser Ser Ser Glu He Ser Glu Met Lys Gly Val Glu Glu Ser Pro Lys 

5 10 15 

gtt cca ggc gaa ggg cct ggc cat tct gaa get gaa act ggc cct ccc 334 
Val Pro Gly Glu Gly Pro Gly His Ser Glu Ala Glu Thr Gly Pro Pro 
20 25 30 35 

cag gtc eta gca ggg gta cca gac cag cca gag gcc ccg cag cca ggt 382 
Gin Val Leu Ala Gly Val Pro Asp Gin Pro Glu Ala Pro Gin Pro Gly 

40 45 50 

cca aac acc act gcg gcc cct gtg gac tea ggg ccc aag get ggg ctg 430 
Pro Asn Thr Thr Ala Ala Pro Val Asp Ser Gly Pro Lys Ala Gly Leu 

55 60 65 

get cca gaa acc aca gag acc ccg get ggg gcc tea gaa aca gcc cag 478 
Ala Pro Glu Thr Thr Glu Thr Pro Ala Gly Ala Ser Glu Thr Ala Gin 

70 75 80 

9 CC aca gac etc ags tta age cca gga ggg gaa 511 
M Ala Thr Asp Leu Xaa Leu Ser Pro Gly Gly Glu 
85 90 

in 

<210> 1485 
yj <211> 272 

<212> DNA 
,~ <213> Homo sapiens 

m <220> 

^ <221> CDS 

y <222> 117. .272 

HI 

<400> 1485 

p aactgcctcc ctgtgkgact gggtgagtcc atatketetc tttgggtctc aattttgect 60 
g tccctaatga aggggtaaga ttggactagg taagcatctt acaaccattt gtggtc atg 119 

Met 
1 

aga get ggg gtg ggg aag gat tgt cac ttg acc ccc cca get ctg ttt 167 
Arg Ala Gly Val Gly Lys Asp Cys His Leu Thr Pro Pro Ala Leu Phe 

5 10 15 

caa gtg ctg aaa gag etc cag get atg eta egg gag gag aag cca get 215 
Gin Val Leu Lys Glu Leu Gin Ala Met Leu Arg Glu Glu Lys Pro Ala 

20 25 30 

act gag gaa aag cca get act gag aaa aag egg agt gat tta cca ttc 263 
Thr Glu Glu Lys Pro Ala Thr Glu Lys Lys Arg Ser Asp Leu Pro Phe 

35 40 45 

tec tec ccc 272 
Ser Ser Pro 
50 



<210> 1486 
<211> 412 
<212> DNA 

<213> Homo sapiens 
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<220> 
<221> CDS 
<222> 196 . .411 



<400> 1486 

argwtctcca aatcawtgcr agwtccgaat accctcggcc acacctggcc twctccatgc 60 

tcggawtaac ttcctgcagc gaccaacagg ctaaagaggg ggaagggatc cagcaccggc 12 0 

tcctcctccg gcaaccacgg tgggagcggc ggaggaaatg gacataaacc cgggaactct 180 

gagacgtctc ctggg atg ttt aac ttt gac act ttc tgg aag aat ttt aaa 231 
Met Phe Asn Phe Asp Thr Phe Trp Lys Asn Phe Lys 











1 








5 










10 










tec 


aag 


ctg ggt 


ttc 


ate 


aac 


tgg 


gat 


gee 


ata 


aac 


aag 


aac 


cag 


gtc 


279 




Ser 


Lys 


Leu Gly 


Phe 


He 


Asn 


Trp Asp 


Ala 


He 


Asn 


Lys 


Asn 


Gin 


Val 










15 








20 










25 












ccg 


ccc 


ccc age 


ace 


cga 


gee 


etc 


etc 


tac 


ttc 


age 


cga 


etc 


tgg 


gag 


327 




Pro 


Pro 


Pro Ser 


Thr 


Arg 


Ala 


Leu 


Leu 


Tyr 


Phe 


Ser 


Arg 


Leu 


Trp 


Glu 




0 




30 








35 










40 












gag 


ytc 


aaa cag 


aac 


act 


cct 


ttc 


etc 


aac 


tgg 


aaa 


gca 


att 


att 


gag 


375 


m 


Glu 
45 


Xaa 


Lys Gin 


Asn 


Thr 
50 


Pro 


Phe 


Leu 


Asn 


Trp 
55 


Lys 


Ala 


He 


He 


Glu 
60 






ggt 


gcg 


nwc gcg 


tea 


tea 


ctg 


cag 


aaa 


cgt 


gca 


ggc 


a 








412 




Gly Ala Xaa Ala 


Ser 


Ser 


Leu 


Gin 


Lys 


Arg 


Ala 


Gly 




















65 










70 



















<210> 


1487 






<211> 


590 






<212> 


DNA 




ru 


<213> 


Homo 


sapiens 










5:1 


<220> 








<221> 


CDS 






<222> 


374. . 


589 










~J 










<400> 


1487 





argwtctcca aatcattgcg tagttccgaa taccctcggc cacacctggc cttctccatg 60 
cteggaataa cttcctgcag cgaccaacag gctaaagagg gggaaggtct ggaggttgga 120 
aagaggactg gaatctgatt ggggttccaa caaatctgta acaccgctgg gaacgactgg 180 
gtccccttta agtyecttta ggacagcgtt tgaaatcttg ctttcccctg cagggatcca 240 
gcaccggctc ctcctccggc aaccaeggtg ggageggegg aggaaatgga cataaacccg 3 00 
ggtgtgaaaa gecagggaat gaagcccgcg ggagcgggaa tctgggattc agaactctga 3 60 
gacgtctcct ggg atg ttt aac ttt gac act ttc tgg aag aat ttt aaa 409 
Met Phe Asn Phe Asp Thr Phe Trp Lys Asn Phe Lys 
1 5 10 

tec aag ctg ggt ttc ate aac tgg gat gee ata aac aag aac cag gtc 457 
Ser Lys Leu Gly Phe He Asn Trp Asp Ala He Asn Lys Asn Gin Val 

15 20 25 

ccg ccc ccc age acc cga gec etc etc tac ttc age cga etc tgg gag 505 
Pro Pro Pro Ser Thr Arg Ala Leu Leu Tyr Phe Ser Arg Leu Trp Glu 

30 35 40 

gag ytc aaa cag aac act cct ttc etc aac tgg aaa gca att att gag 553 
Glu Xaa Lys Gin Asn Thr Pro Phe Leu Asn Trp Lys Ala He He Glu 



1000 



